WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15584 


45952 


A 


15674 


1 


1640 


MSCDT»G EVEGGRVDSKTRGR 
QEVERNTETHLGSGLNCDIPL1F 
LTYEWRGILEYKIFSVKTGEVL 
GKPGQLGHPTGQTTFFETGTQV 
TSMQEMGSYSFGQPHPVALQG 
TAPLPAAFTGWRLASVAFPGTQ 
CKLSVDLPIWGLEDSGPLLTAP 
LGSAPVGPLCGGSDPTFPFCTA 
LTGPSAASLLEFARGPLQTLFA 
WVS A EVS AEQG FF VNHECCCL I 
VPLEVLSQRSTRPCEVSVCPYW 
GVPPRDRSNQCPSGFTLDSVGP 
FCADEDECAAGNPCSHSCHNA 
MGTYYCSCPKGLTIAADGRTC 
QDIDECALGRHTCHAGQDCDN 
TIGSYRCVVRCGSGFRRTSDGL 
SCQDINECQESSPCHQRCFNAIG 
SFHCGCEPGYQLKGRKCMDVN 
ECRQNVCRPDQHCKNTRGGYK 
CIDLCPNGMTKAENGTCIGECL 
AVSVTEIS/CAVNKSN1DECKDG 
THQCRYNQICENTRGSYRCVCP 
RGYRSQGVGRPCMDIDECENT 
DACQHECKNTFGSYQC1CPPGY 
QLTHNGKTCQGKLPFKQ1F.SGG 


15585 


45953 


A 


15675 


1 


669 


MG FCHDGRSI AFRGERGN DES A 
IEM I K VSHLKQY L A V VFRDKPL 
ELWDVRTCTLLREMSKNFPTIT 
AL1LTGRCASLK.WRSKPKKEEF 
MGYRQWNPTQESSKGDFEIQL 
EGGPSMATVYRTEMQPVQIGIE 
LLPSPLSFHPSPNSGIPNDPSWL 
LSTATLHPPTGVERSSSPATEQR 
WTENDFDELREEGFRRSNYSEL 
REDTQTKGKEVENFEKANLEECI 














MAHESAEDLFHFNVGGWHFSV 
PRSKLSQFPDSLLWKEASALTS\ 
SESQRLFIDRDGSTFRHVHYYL 
YTSKLSFSSCAELNLLYEQALG 
LQLMPLLQVRCSCFLGVVDQ 


15587 


45955 


B 


15677 


1 


1443 





2000 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


15588 


45956 


A 


15678 


1 


708 


EVTASPQGVSAVSKGDQKWT 
\LGKGLTFIKAVGSIQRNRWRG 
WQLKALYQCTTIAGATGVFLR 
VYRALDVLQMEEEDVLKFLAA 
GIHLGGTNLDFQMKQYIYKKK 
CDGVYIINLKRTWEKLLLAACA 
1VAIENPADVRVISSRNTGQRAI 
LKFAAATGATPIAGRFTPGIFTN 
QIQATFQEPQHLFFTDSRADH/S 
PLTEASYVNLHTIAPRNTDSPLC 
YVDIAIPCKKGAHSVGL 


15589 


45957 


A 


15679 


78 


757 


REIFINVRSLLMACFVKEEDVL 
KFLAAGTHLGGTNLDFQMEQY 
IYKRKSDGIY1INLKRTWEKLLL 
AARAIVAIENPADVSVISSRNTG 
QRAVLKFAAATGATPIAGRFTP 
GTFTNQIQAAFREVPRLLVVTDP 
RA DHQPLTE A S Y VNLPTI ALCN 
TDSPLRYVD1A1PCNNKGAHSV 
GLMWWMLAREVLRMRGT1SR 
EHPWEVMPDLYFYRDPEEIEKE 
EQAAAEE 


1559Q 


45958 


B 


15680 


1 


1767 




T5591 — 


4*fMi5 — 












[5592 






15682 


5T1 


£55 


PSPGES/PPLQPDPPVPPWPPPEE 
EPRA 


15593 


45961 


A 


15683 


117 


285 




15594 


45962 


C 


15684 


12 


468 




15595 


45963 


B 


15685 


1 


840 




15596 


45964 


A 


15686 


1 


1173 




15597 


45965 


A 


15687 


1 


2931 


MDLFMNVAMLRAARYLWSEA 
VSGFGAQDPKSLALRTHCQTSG 
WSLTEQDPYNNVIRTTIEALAA 
TLGGTQSLHTNVFDEALGLPTD 
FSARIARNTQIIIQEESELCRTVD 
PLAGSYYIESLTDQIVKQARAII 
QQIDEAGGMAKAIEAGLPKRMI 
EEASAREQSLI DQGKRVI VGVN 
K YKLDHEDETD VL EI DN VM VR 
NEQIASLERIRATRDDAASDTR 
EIVDLTNGN1KTFNGSIIIYARFD 
TGRHLFSGGNT 


15598 


45966 


c 


15688 


1 


1779 










15689 




1531 




15600 


45968 


A 


15690 


98 


412 




15601 


45969 


A 


15691 


521 


600 


PSPGES/PPLQPDPPVPPWPPPEE 
EPRA 


15602 


45970 


C 


15692 


175 


454 




15603 


45971 


A 


15693 


332 


494 


RKEMASGFSK.GPTLGCC\RRAL 
PDGDTQLQLLLRGNHDSVLGA 
KRRDKGEAGPD 



2001 



WO 01/075067 



PCT7US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15604 


45972 


A 


15694 


2 


1276 


HTLHSLVTILGTWALHSGPALL 

LPRPGSGLDFLLSPVLPSPQPPG 

LPTPTPFTNAVQLLLTLKLVSLA 

SEVQDLHLAQRKEMASGFSK.G 

PTLGLL/RRRALPDGDTQLQLLL 

RGNHDRPVLPLPHLPGLAGAAL 

PRGSAVSLRPLLRRAWPAPLFGL 

LFLLSSH LFPLEA VREDAF YARP 

LPARLFYMIPVFFAFRMRFYVA 

WIAAECGCIAAGFGAYPVAAK 

A RA\GGGPTLQCPPPSSPEKAAS 

LEYDYETIRNIDCYSTDFCVRV 

RDGMRYWNMTVQWWLAQYI 

YKSAPARSYVLRTAWTMLLSA 

YWHGLH PG Y YLSFLTIPLCLAA 

EGRLESALRGRLSPGGQKAWD 

WVHWFLKMRAYDYMCMGFV 

LLSLADTLRYWAS1YFCIHFLAL 

AALGLGLALGGGSPSRRKAAS 

QPTSLAPEKLREE 


15605 


45973 


A 


15695 


134 


601 


RDGEQPLWAWGSPCSPVAPTL 
CILWAPSSGPGPSFRPSPAPATP 
WLWPGLSPISCDSEPSASWACP 
LPCPSPKPDRWLLTLKLVSLAS 
EVQDLH L AQRKEM ASGFSKGP 
TLGLL/RRRA LPDG DTQLQLLL 
RGNHDSVLGAKRRDKGGQTTII 
FVQV 


15606 


45974 


B 


15696 


76 


504 




15607 


45975 


A 


15697 


11 


706 


H1TRGRSCTRWTSSAMAKGAPR 

VILLCLFGAALCLTGSRALQCY 

SFEHTYFGPFDLRAMKLPSISCP 

HERFEA1LSLDTGYRAPVTLAR 

KGCWTGPPAGQDAIEPGRAAA 

RLLGWRGCTTDKCNAHLMTH 

DALPNLSQAPDPPTLSGAECYA 

CIGVHQDDCAIGRSRRVQCHQD 

QTACFQGNGRMTVGKGLEGW 

KGLGKGYGGRAAMRVVIPDRP 

NRETWPCSEVGGMTLV 



2002 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15608 


45976 


A 


15698 


2 


1642 


DEGRAKGHHTWQQTRENESQA 

KGETPYKT1RFRETYYHKNSMG 

ETTPMIQLSPTGSLPQHVGIMG 

ATIQDKIWVRTGLPGFPGTPGL 

PVSSGFPGSPGFPGLQGPPVSYG 

PTGIPGPIGPPGPPGLMVSSGPP 

GLPGPKVILGLNFQGPKGEKVS 

KGLQGPPGPPGQISEQKRPIDVE 

FQKGDQVSNGDRGPPGPPGIRG 

PPVSTGGEKGEKGEQGEPGKR 

VSEGKDGENGQPGIPVSSGDPG 

YPGEPGRDG/EKGKNVMGPPGP 

PGFPGERGQKGDEGPPGISIPGP 

PGLDGQPGAPGLPGPPGPAGPH 

1PPSKLGDTCFNCIGTGISGPPGQ 

PG LPGLPG PPGKIAG APG APGFP 

GSKGEPGD1LTFPG MKGDKGEL 

GSPGAPGLPGLPGTPGQDGLPG 

LPGPKGEPVSCTFKGERGPPGN 

PGLPGLPGNIGPMGPPGFGPPGP 

VGEKGIQGVAGNPGQPGIPGKF 

GDPGQTITQPGKPGLPGNPGRD 

GDVGLPGM*GLPGQPGLPGIPG 

SK.GEPGIPGIGLPGPPGPKGMLL 


15609 


45977 


A 


15699 


246 


433 


GLFPLEPGANGPGC/SGRIRAQ 
RWLPGRPKFTGESFIR*PPRVAK 
ESGQLIWFGCVPTQISS 


15610 


45978 


A 


15700 


179 


5262 


RSCGSRRRMKLRGVSLAAGLFL 
LALSLWGQPA EA AAC YGCSPG 
SKCDCSGIKGEKGERGFPGLEG 
HPG LPGFPGPEG PPGPRGQKGD 
DGIPGPPGPKGIRGPPGLPGFPG 
TPGLPGMPGHDGAPGPQG1PGC 
MGTKGERGFPGSPGFPGLQGPP 
GPPGIPGM KGEPG SIIMSSLPGP 
KGNPGYPGPPG1QGLPGPTGIPG 
PIGPPGPPGLMGPPGPPGLPGPK 
GNMGLNFQGPKGEKGEQGLQG 
PPGPPGQISEQ 


15611 


45979 


A 


15701 


155 


623 


FNYLPPGPSHN/DVGIMGATIQD 
KIWGPPGLPGFPGTPGLPGERG 
FPGSPGFPGLQGPPGLPGPTGIP 
GPIGPPGPPGLMGPPGPPGLPGP 
KGNMGLNFQGPKGEKGEQGLQ 
GPPGPPGQISEQKRPIDVEFQKG 
DQVSNGDRGPPGPPG1RGPPVS 


15612 


45980 


A 


15702 


581 


687 


KKGAGQVV/DDVQLAQRLAQA 
NEIVLSWNCWMLCKQY 


15613 


45981 


A 


15703 


7 


123 





2003 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15614 


45982 


A 


15704 




374 


RFRKAQCTIVERLTNSMMMHG 
RNNGKKLMTVRIVKHAFEIIHL 
LTGENPLQVLVNAIIN/DVSPLR 
RVNHAIWLLCTGAREAAFRNIK 
TIAECLADEL1NAAKGSSNSYAI 
KNKDELERVAKSNR 


15615 


45983 


A 


15705 


2 


892 


QAFLPITPDQLSNYKVFAKKTA 
LWQNDDVHSQHKGEYRNAAG 
EPKYRNSVTTHSEGKWQSEKG 
KDLGVGYWSMACYKLGHIAG 
NEQQKHICGGIAKKWKQPKCP 
PTGKWPAVVKPATESEGGGAK 
KEEKAHLPRVVEKELHESSRHI 
RH S I ES VLLQAFTQKD YTA VKE 
KYAKYLPHSAERYAAKRFRKA 
QCP1VECLTYSMMTHGRNNRK 
KLM1MRIVKHAFEIIQLLTGDNP 
LQVLVNAIINSGPREDSTLTGRA 
RIVRRQAVAVSPLSRVNQAIWP 
QCTG ALE\A AFRN IKTIA 


15616 


45984 


A 


15706 


1 


536 




15617 


45985 


A 


15707 


8 


437 




15618 


45986 


B 


15708 


255 


1058 




15619 


45987 


A 


15709 


609 


1489 


LPLSLPRAARPAVAPHLPPREPG 

PALPLPPPQPPRPPSLPGSAQGC 

NS*RTGTAAAGAGPFAPASMSL 

R VQTPC WPQRG AREPPG SC A S 

WLFCAVWQMVRAHSGCPLAPP 

PAAAAWVAAQLQP*DGHEGPG 

G*ET/S*VLRLRPTPTPPLPTWCC 

TVRPRRPVLPFC LI M RRRTAGPP 

CAPIAAAPTTPSSLRRGKVPTGR 

PPVL*G*AAVMLTMAVTITRTV 

TTSCNAAAVMPPKTGTAHRAP 

LTPGTV* RDLCLVKPTAQMPPS 

APPWTAPPRVAVAPVIVLPAIS 

NLGAFA 


15620 


45988 


A 


15710 


173 


530 


GRERGDKGGAVQTLQDLVNV 

HLGLTYPPRPCGHSPPSWASPQ 

A PLQPPLRGEPGHG WG S/PSGL 

GQGKSEGLGPAHLPRAARPAV 

APHLPPREPGPALPLPPPQPPRPP 

SLPGSAQGCNS 


15621 


45989 


A 


15711 


1 


227 




15622 


45990 


A 


15712 


238 


498 




15623 


45991 


B 


15713 




1017 




15624 


45992 


B 


15714 


590 


649 





2004 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15625 


45993 


A 


15715 


3 


843 


AVFLSTSNEAVYKIFDDSPCPFT 
AKTCNPETFPSSNESRQCPNAR 
CQFAFYGGESGYHRALLGLQIF 
NAFMFFWLANFVLALGQVTLA 
GAFASYYWALRKPDDLPAFPLF 
SAFGRALRYHTGSLAFGALILAI 
VQIIRVILEYLDQRLKAAENKFS 
Y\CLMTCLKCCFWCLEKFIKFL 
NRNAYIMIAIYGTNFCTSARVNA 
CFLLMRNIIRVDVLDKITDFLFL 
*GKLLIVGIVGILAFFFFTHR1RI 
VQDTSPPLNYYWVPILTVIVGS 
YL1AHGFFQRY 


15626 


45994 


A 


15716 


1 


449 


FRGMGDERPHYYGKHGTPQKY 
DPTFKGPIYNRGCTDIICCVFLL 
LAIVGYVAVGI1AWTHGDPRKV 
IYPTDSRGEFCGQK.GTKNENKP 
YLFYFN1VKCASPLVLAGI\QCP 
TPQICVEKCPDRYLTYLNARSS 
RDFEYYKQFCVPGV/PRTIKKA 
NGVLEAGNSPCAYLKITPSLGT 
DY/PWFLLEFQCPTPQ1CVEKCP 
DRYLTYLNARSSRDFEYYKQFC 
VPGVQEQ 


15627 


45995 


A 


15717 


627 


1665 


EQAGQALSTAPVGDGHELLCE 

VGSSSFRDVLGTSMGLCGGY/G 

GAS/GMGGITAVTVNQNVLSPL 

NLEVDPNMQGMHTQEKEQVK 

TLNKSASFVDKVLFLEQQNKM 

LETNWSLLQQQKPAQSNMDN 

M FESYINN LLGQLEI LGQEKLK 

LEAELGNMQGLCMFFVKEDFK 

KKYEDEINKPTEMENEFVLIKK 

DVDDAYMNKVELEFRLEGLTD 

E1NFLRQLYEEEIPELQSQILDTS 

VVLSMDNSRSLDMDSIIAEIKY 

EELQTLAGKHWDDRRLTKTKIS 

EMNRNISRLQAEIEGLPQRPEQ 

RA SLESVIAD AEQRGELAIKDA 

KTKLSELEAAQQRAKQDMAHG 



2005 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15628 


45996 


A 


15718 


3 


3908 


STQQKTARSNMDNMFESYINN 
LRRHVETLGQEKLKLEAEL\GN 
MQGLVEDFKNKYEDE1NKRTE 
MENEFVLIKKDWDEAYINKVE 
LESRLEGLTDEIN FLRQL YEEEI 
RELQSW1SDTSVVLSMDNSRSL 
DMNSVIAEVKAQYEEIANRSQA 
EAESMYQIKDEELQSLAGKHG 
DNLRCTKT*DLLR*TRNISRLQA 
EIEGLK.GQRAFLEAAIADAEQC 
GELAIKDANAKL/SELEAALQR 
AKQDMAWQLR\LMN 


15629 


45997 


A 


15719 


1 


804 


MKPRTLVVSVTVLKDGVSRVC 

SFRCSDVSR1SSFQWVRGLADF 

RNEATDPHGLLDD1LTLRQDKG 

SFMICWLKGKAPPGDPAPPRITP 

TVRFSTMDLSAASHRIP\LSDGN 

SIPIIGLGTYSEPKSLWATNHVP 

EMVRPTLERTLRVLQLDYVDL 

YIIEVPMAFKPGDEIYPRDENGK. 

WLYHKSNLCATW\EAM\EACK\ 

DAGLVKSLGVSNFMRRQLELIL 

N KPGLKH KPV SNQ V ECHP YFT 

QPKLLKFCQQHDIV1TAYSPLW 

TSTNP 


15630 


45998 


A 


15720 


476 


906 


WKQHSHHQTWYLLTSEACKD 
AGLVKSLGVSSFNSR\QLELIQN 
NPGLKPKPVSNEVECHPYYTQP 
KLLKFRQQHD1VM1AYSPLGTT 
RNPTWTNMSSLPSLKDALLKR 
CNKITAQVILRFN1QQGVVVIPK 
SFNPEKJK.ENLQA 


15631 


45999 


A 


15721 


138 


217 


RHAPQVLGGLSEGT*GGHRCPA 
RGHW 


15632 


46000 


B 


15722 


8 


578 




15633 


46001 


A 


15723 




3087 




15634 


46002 


A 


15724 




2232 




15635 


46003 


A 


15725 




2085 




15636 


46004 


A 


15726 




1512 




15637 


46005 


A 


15727 




1260 




15638 


46006 


B 


15728 




2145 




15639 


46007 


A 


15729 




1353 




15640 


46008 


A 


15730 




1741 




15641 


46009 


A 


15731 




1995 




15642 


46010 


B 


15732 




3464 




15643 


46011 


A 


15733 


2 


109 


FTFWHDFAAAGTGCSFPCLVLP 
SWW*QNLSAFACL 


15644 


46012 


B 


15734 


90 


1247 





2006 



WO 01/075067 



PCT7US01/08631 



SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hud 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15645 


46013 


A 


15735 


1 


1698 


MELKAKAQELREECRSLRSRC 

NQLEESVSVMEDEMNEMKREG 

KFREKRIKRNEQSLQEIWDYVK 

RPNLRLTGVHESDGENGTKLEN 

TLQDIIQENFPNLARQANIQ1QEI 

QRTPQRY SSRRATPRHII VRFTK 

VEMKEKMLRAAREKGWVTHK 

GKPIRLTVDLSAETLQARREWG 

PIFN1LKEKNFQPRISYPAK.LSF1 

SEGEIKSFTDKQMLTDFVTTRP 

ALQELLKEALNMERKNRDTHR 

LKIKGWRKIYQANGKQKKAGV 

AILVSDKTDFKPTKILKDKEGH 

Y 1 1 VKGLIQQEELTILNT Y APSTG 

APRFIKQVRSDLQRDLDSHTLII 

GDFNTPLSTLDRSTRQKVNKDT 

QELN S ALHQA DLI Dl YRTLHPK 

STEYTFFSAPHHTYSKIDHIVGS 

KALLSKCKRTEIITNYLSDHSAI 

KLELRI KKLTQNH STTWKLNNL 

LLNDYWVHNEMKAEIKMFFET 

NENKDTTYQNLWDTFK.VVCTG 

KFIALNAHKRKQERSKIDTLTS 

QLKELEKQEQTHSKASRRQEIT 

K1RAELKEIETQKTL/QK1NESRS 

WFFERINKIDRPL 


15646 


46014 


A 


15736 


1043 


1536 


TSTF.LSTPNQQNIHFFQHHTTSI 
PKLTTYLEVKLSS*KKH*TWKG 
TTGTSCC/rNHAKlVTHRLICIKG 
WRKIYQANGKQKKAGVANLV 
SDKTDFKPTK1K.RDKEGHY1MV 
KGSIQQEELTTLNIYAPNTGAPR 
FI KQVLSDLQRDLDSHTLIMGD 
FNTPLLTLDRSTRQKVNKDTQE 
LNSALHQADLIDIYRTLHPKSTE 
YTFFSAPHHIYSKTDHILGSKAL 
LSKCKRTEIITNYLSDHSAIKLE 
LRIKNLTKNRSTTWKLNNLLLN 
DYWVHNEMKAEMKMFFETNE 
NKDTTYQNLWDTFKAMCRGK 
FIAVNAHKRKQERSKIDTLTSQ 
LKELEKQEQTHSKASRRQEITKI 


15647 


46015 


A 


15737 


1208 


1387 


KPWQKNYVTHAQASVADLIK 
WKKGYQ*LKIK*MK*SKKRSLE 
KKE* KETNKASKKYGTI 




46016 


— 


15738 


308 


487 


KP WHKNYIMH AQ AS V ANL INW 
KKGYQ*LKIK*VK*SEKRSLEK 
KE*KEMNKASKKYGTM 


15649 


46017 


A 


15739 


220 


1101 




15650 


46018 


A 


15740 




1534 




15651 


46019 


B 


15741 


365 


3904 





2007 



WO 01/075067 



PCT/US01/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location or last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15652 


46020 


A 


15742 


79 


506 


EPSQRHSQDLQGWSQEHQVCL 
HRVGWGHCATCILPAATASHE 
GPEA W/T ARLL VPQTA VGICS A 
FSGLPTSTHEPTGMHFLPSEAHE 
KPRTQPDQKRGRDDLPCTPSTC 
LHTSLFLDTGQEFGTCRMAGLK 
EH V AGDNRERRQ 


15653 


46021 


A 


15743 


2 


71 


ELKF**FPILSPSRKTSPLRQGS 


15654 


46022 


A 


15744 


1 


627 


MKAEIKMFFETNENKDTTYQN 

LWNTFKAVRRGKF1ALNAHKR 

KQERSKIDTLTSQLKELEKQEQ 

THSQASRRLNQEEVESLNRPIT 

GSE1EAIINSLPTKKRPGPDGFTA 

EFYQRYKEELPKA^LLKQLQQS 

LRJPNQCAKITSIPKHQ*QTNRE 

PNHE*TPIHNCFKDNKIPRNPTY 

KGREGPLQGELRTI AQRNKRG H 

KQMEEHSMLM 


15655 


46023 


A 


15746 


1 


3828 


MQLPVQTIAADGYVI1CLQKRTT 
EDGHQSPERHQFPHLSSYSEQE 
TTRVPFAKAVASGFPGDTTLVF 
CASPQPSPQVHLPTQAVADIFSE 
FHEHYARISTAPSVTLSKANMM 
GSEFPTARLSNSKYPETLEVGES 
AQPVPMYTWKTVAQDRKDGV 
SPPLLEKQSITKS1SNKPVELSSK 
VVEVDASKADHMKKMASMGL 
VHSMAGSGLVLSRSEILKEISSL 
RNGCAIYRSEFISTDPSSWVVPR 
PRTNEENNGES 



2008 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15656 


46024 


A 


15747 


1 


1639 


NCLSDHSAIKLELRIKKLTQNCS 

TTWKLNNLLLNDYWVHNEMK 

AE1KIFFETNENKDTTYQNLWD 

TFKAVCRGKFTALNAHKRKQE 

RSKIDTLTSQLKELEKQEQTHS 

KASRRQE1TKIRAELKEIETQKT 

LQN1NESRSLFFEKINKIDRPLA 

RLIKK.KREKDQIEAIKNDKGDIT 

TDPTEIQTTIREYWKHVLYANKL 

EY\LEEM\DKF\LDTYTLPRLT\Q 

EEVESLNRPTTGSEIEAIINSLPT 

KKASPGPDGFTAEFYQRYKEEL 

VPFLLKLFQSIEKEG1LPNSFYE 

AS11L1PKPGRDTTKKENFRP1SL 

MNIDAKILNK1LANRIQQHIKK.L 

11-11 IDQVGFIPGMQGWFNIRKSI 

NVIQHINRAKDKNHMIISIDAG 

KAFDK 1 QQSFMLK A LNKLDIDG 

TA1RQEKE1KGIQLGKEEVKLSL 

FADDM1VYLENPIVSAQNLLKLI 

SNFSKVSGYKINVQKSQAFLYT 

NN RQTESQIMSELPFT1 ASKRIK 

YLG1QLTRDVKDLFKENYKPLL 

KE1KED1NKWKNIPCSWVGPJNI 


15657 


46025 


B 


15748 


1 


1563 




15658 


46026 


A 


15749 


1 


4332 





2009 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno»n, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15659 


46027 


A 


15750 


1 


2319 


MR1DGAQELTLALPFASGVACR 

DVKPGPRRRPLRYRCFQKPSNR 

LGSASLGAGFWAGRRDAKSGH 

DDDPSGALFSVTMDRDLEQAL 

DRAENIIEIAQQRPPRRRYSPRA 

GKTLQEKLYDIYVEECGKEPED 

PQELRSNVNLLEKLVRRESLPC 

LLVNLYPGNQGYSVMLQREDG 

SFAETIRLPYEERALLDYLDAEE 

LPPALGDVLDKASVNIFHSGCV 

IVEVRDYRQSSNMQPPGYQSRH 

1LLRPTMQTLAPEVKTMTRDGE 

KWSQEDKFPLESQLILATAEPL 

CLDPSVAVACTANRLLYNKQK 

MNTDPMEQCLQRYSWPSVKPQ 

QEQSDCPPPPELRVSTSGQKEE 

RKVG QPCELN ITKAG SC VDT W 

KGRPCDLAVPSEVDVEKLAK.G 

YQSVTAADPQLPVWPAQEVED 

PFRHAWEAGCQAWDTKPNIMQ 

SFNDPLLCGKIRPRKKARQKSQ 

KSPWQPFPDDH S A WLRPG SETD 

AGRAVSQAQESVQSKVKGPGK 

MSHSSSGPASVSQLSSWKTPEQ 

PDPVWVQSSVSGKGEKHPPPRT 

QLPSSSGKISSGNSFPPQQAGSP 

LKRPFPAAA PAV AA A A PAPAPA 

PAAAPALAAAAVAAAAGGAAP 

SHSQKPSVPLIKASRRRPAAGRP 

TRFVK1APAIQVRTGSTGL/IGH 

QRGGPSPGSPG1SGSGLQSSGGP 

LPDARPGSSAGCPAPLCLG\QQP 



2010 



WO 01/075067 



PCT7US01/08631 



SEQID 
NO: 


SEQID NO: 
of peptide 
:quence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15660 


46028 


A 


15751 


409 


1874 


V DS YI V V1DDA DITRGDD A VPR 
DHHSSTSMVVFRHIRLDV1VVD 
GDDQHRRMVGRRCRSAWFRR 
GSLDVDQVIGDTAAGRLNVMG 
DITRDARRDKVKNERYGVAPS 

V AFGLGTANRL YLN YLH VTQH 
NTPDGGIPTIGLPGYSAPSAGTA 
ALNHSGKVDTHNFYGTDSDYD 
DSTTDTATMRFEHDINDNTTIR 
NTTRWSR/S/WTWSRTANTKDV 
SNKILTNQTNLTSTFYTGSIGHD 

V STG VEFTRETQTN YG VNPVTL 
PAVNIYHPDSS1HPGGLTRNGA 
NANGQTDTFAIYAFDTLQITRD 
FELNGGIRLDNYIITEYDSATAC 
GGSGRGAITCPTGVAKGSPVTT 
VDTAKSGNLMNWKAGALYHL 
TENGNVYINYAVSQQPPGGNN 
FALAQSGSGNSANRTDFNPQK 
ANTSEIGTKWQVRGSSRVNVM 
HEVNTPHQCVRFRPARSAPGCC 
QSPCHRSGKHMQYGLSKCQPG 
QYNSVKSGERVNGVTFQ 


15661 


46029 


A 


15752 


421 


441 


P*ARMPSPLGPPCLPVMDPETT 
LEEPETARLRFRGFCYQEVAGP 
RE A LARLRELCCQ WLQPEAHS 
KEQMLEMLVLEQFLGTLPTEIH 
AWVRGQRPGSPEEAAALIEGLQ 
HDPGQLLG 


15662 


46030 


A 


15753 


1 


346 


PAFGGSAPSERLELHVDGPPPRP 
QAPGD/CG VGRS WRAEM/H DR 
ALRGTN PRRI ILRSCC ARARRRP 
*RRS APPG PRAN\PS* SSWGPSTP 
GNYRCRYRSWVPHTFKSELND 
PVELLVA 



2011 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15663 


46031 


A 


15754 




2091 


MKPGLRRRRGRGLGCGLGPQL 

RATWSGAVLAGRDAVLRCEGP 

IPDVTFELLREGETKAVKTVRT 

PG AG AKLELI F VGPQH AGN YRC 

RYRSLVAHTFESELSDPVELLV 

AVAATLNIHLRLVHMLHIPAAG 

EGSFREGTHFLKPSPVKMPLVF 

RVGRRRVLNQGPQGVPIPIPRSC 

EHLNWQKGLCGVTKCAAPLLR 

GPPCPAVLRKEIPFVSLKPGLMS 

SKASEAEPLGPRLGSHQSTAAA 

LGPRYNGSADAIRPHTAWAVIQ 

TT1SRFTWSLTQVNVPSRTVSLA 

V RRDRY MTSRTTTN PEEGCRG 

TFWARRNGCSPSACAVAEAAL 

EACLADVRYPVVALSCGRLQK 

RRDFRETNAAMSNKEKSLASA 

RFFVEVQVTLGALCTVQATGQ 

SMLVFSTTQMSSYSEKFLTSKH 

ASLSPRLQLADRWRDQGMKW 

QSPQWGELRPAASHTAEQEPGL 

AASKAFRDLQNLSNSAFLSLTS 

LSAGHQCISA1VVMMSKKEITP 

QGQLAAASFGELQPVALKCPW 

LKSQHVESWL\RPEAHSKEQML 

EMLVLEQFLGTLPPEIQAWVRG 

QRPG SPEE A A AL VEGLQHDPG 

QLLGWITAHVLKQEVLPAAQK 

TEEPLGSPHPSGTVESPGEGPQD 

TRIEGSVQLSCSVKEEPNVDGQ 

EVAPSSPPLAAQSPEGNHGHQE 

PASTSFHPPRIQVSSPKWEV 


15664 


46032 


A 


15755 


1 


208 




15665 


46033 


A 


15756 


3 


373 


EVAQMPRVSTPATLPSLPQPAL 
MAPWTVPYDQLMEEEKARAR 
YAGTIQKWTAAALQPLSRTSLK 
DSGEGTSKWGRSVDTTQPLSPA 
1PVIFQ*AHEQSGHSGMDGGYA 
WALQHGLALTNTDLA 


15666 


46034 


A 


15757 


3 


266 




15667 


46035 


A 


15758 


3 


587 


YPASAGLMLQNFGVIGLRYHF 
AIHSPAAGGLLDGLHAVAAIQG 
ITKIETTPNHQRA PAH WTLLTQ 
QAHLQPSPLHFNLPLTLCLMHC 
PTAI PHCFADARTWVNLPTSSLI 
GHKKENLKEF1SGSLIVHEILEE 
VLQAEGDFQPFTRVTVHWGKG 
NDQTFRG LLDTG SELTLIPG DP 
KHHYGPPVKVG\AYGAQLL 


15668 


46036 


A 


15759 


1 


1566 





2012 



WO 01/075067 



PCT7US01/08631 



SEQ ID 
NO: 


SEQIDNO: 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


15669 


46037 


A 


15760 




981 


MVA1AKVLIAYKLEDSDSHNQPN 

TRMTVSKGPVSAVEGGRRGQD 

SDDCVEENDAVRTWPPSRILRT 

ESHPSPHTCSWRRHLLSSCPYT 

GMSFPIPSSGN1SSTHAVISFPPL 

SEEMNPMLPKATVMTSLEAAA 

RQNLK.SRQAPRCEVESVTHEEV 

YYTRKELFEFSNLYRKKSGEQI 

REWILRKTDGSWR1TVDYRKL 

NQMVTPIAAAVPDV/VVSLLEQ 

INTSPGTWVLCH"NLIWRDLDCFL 

LPQNITLVHYTDDIMQIGSSEQE 

VANTLDLLPALMASW/ENSP*SI 

DRGRED*SLVHKWFCTICRHHP 

K.VDSCSTTAPF*DIPEGQQL 


15670 


46038 


A 


15761 


349 


718 


AGPEGTTTAECP/I/CQQQRPILS 
LRYGTISWG/DQSATWWQVDY 
IRTLLSWKWQSASAKTTIHGLT 
KCL1HHDIPHSIASD*GTCFMAK 
EVWQWYCFSHSQDSRVQESRG 
G1GSCTTHHHPCSFPN 


15671 


46039 








469 


ARIQ/GSRNQGVEVEVAPLTVT 
PSDPLANVLLPVPATLPSAGLEI 
LVPEEG RLPPGDTTMMPLN WN 
LRLPHGHFGLLLPLNQQAKKG 
VAVLGGVIALDCQDEISLLLYK 


15672 


46040 


A 


15763 


1 


2712 




15673 


46041 


A 


15764 


3 


578 


LKSRQAPRCEVESVTHEEVYYT 
RKELFEFSNLYRKKSGEQIREWI 
LRKTDGSWR1TVDYRKLNQMV 
TPIAAAVPDV/VVSLLEQ1NTSP 
GTWVLCITNLIWRDLDCFLLPQN 
ITLVHYTDDIMQIGSSEQEVAN 
TLDLLP A LM A S W/ENSP* SIDRG 
RED*SLVHKWFCTICRHHPKVD 
SCSTTAPF*D1PEGQQL 


15674 


46042 


A 


15765 


1 


461 


MTVDYRKFNQVVTPMAA/AVP 
DAVSLLEQINTFPGTWYAA1DL 
ANAFFSIPVHEAHQKQFAF\LPQ 
GYINFPALCHNLIRRELDFFLLL 
QDITLVHY1DDILLIGSSEQEVV 
NTLDLLIHKRSKEAEHTAASRIR 
VSCLPEQKSHEQTLPWEQVP 


15675 


46043 


A 


15766 


1 


1371 




15676 


46044 


B 


15767 


54 


864 





2013 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15677 


46045 


A 


15768 


2 


1148 


PRGRNRRRKTFQERRMTLNESP 

EKIGKWIECYGHPPASKLVEIYI 

HTVFVEDKLSIC1RSFNKKADGS 

WRMTVDYCKLNQVVTAIAAA1 

PYEWFHCLSKLIHLLIPGMQPLT 

WQ/HALFSIPVHKGYINSLALC/ 

Q*CYLERT*LLFTSTRYHTGPLH 

**HYADWIQCARSRKQTGLTG 

KGQRFVLTERDTY\YGFTYPAH 

NASAKTTIHGCTECLTHPHV1PH 

SIASEQDTHFTAKEVWQWAHG 

NGIHWSYHVPHHPEIARL1EWW 

NGLLKSQVQCHLGDNTLQGW 

GK V LQKAVYALNQYPI YGTVS 

PIARIHGSRNQGVEVEVAPLTIT 

PSDPLAKCLFPVPKTLCAACLE 

VLLPGGGMLPPGDTTTIPLNRK 

LRFPLEHFGLL 


15678 


46046 


A 


15769 


917 


2352 


DTISHQLEWRSLKSQETTGIAEI 

SATIKDLKGAGVVIPTTSLFNSS 

VWPVQKTDKSWRMTVDYCKL 

NQVLTPNAAAVPDVVPLLEQIN 

TS PGTWY A A IDL AN A 1 FS1PVH K 

AQQKQFAFSWQGQQYTFTVLP 

QGY1SSLALCHNLIRRDLDGFLL 

LQN1TLLVHYVDDIMLIGSSEQE 

VANALDLLVRHLCVRGWE1SPT 

KIQGPSTLVKFLGVQWCGACR 

DILSKVKDKLLHLAPPTTKK.EA 

QRLVGLFGFWRQH1PHLGGLLQ 

PLYLVIQKAAIFEWNPEPEKVL 

QKVQAAVQAALPLGPYDPTDPI 

MLEVLVADRDAVWSLWQALI 

GESQQRPVGFWSMALPSSADN 

YSPFERQLFACSWALVETECLT 

MGHQVTMQPELP1MNWMLSDP 

SSHKVVQAQQH\QEVAQMPRV 

STPATLPSLPQPALMAPWTVPY 

DQLMEEEKARARYAGTIQKWT 

AAALQPLSRTSLKDSGEGTSKW 


15679 


46047 


— 


15770 


1 


861 




15680 


46048 


A 


15771 


5 


90 




15681 


46049 


A 


15772 


1 


324 


MVQEASEVIGQLQSSAAK*AM 
HWAGFSYLTKKSLNAN 




46050 


— 


75773 





726 




15683 


46051 


A 


15774 


364 


543 


A RG A ARSMKHTSGDETKRQK.L 
D* VRLTGIRASREEVTKEAGPR 
KRIMCSGMDELNGGLQL 


15684 


46052 


B 


15775 


1 


1056 




15685 


46053 


A 


15776 




282 





2014 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15686 


46054 


A 


15777 


167 


954 


K.RVTSKLKSPRRGSPHCSRNPV 

LLRGIGRYSRSAMYSRKAMYKA 

RKYSAAKSKVEKKKKEKVLAT 

VTKPVGGDKNGGTRVVKLRK 

MPRYYPTEDVPRK.LLSHGKKAP 

FSQHVRKLRASITPGTILIILTGR 

HRGKRVVFLKQLASGLLLVTG 

PLVLNRWPLRRTHQKFVIVATFT 

KIDISNWKIPKHLTDAYFKKKK 

LRKPRHQEGE1FDTEKEKYEITE 

QRKIDQKAVDSQILPKIKA1PQL 

QGYLRSVFALTNGIYPHKLVF 


15687 


46055 


A 


15778 


1054 


1403 


MVEGGILRVNTSVECKTGPFFF 
SPHILWREPFCSVQVGKKKKEK 
VLATVTKPVGGDKNGGTRVVK 
LRKMPRYYPTEDVPRKLLSHG 
KKPFSQHVRKLRPSITPG\TILIIL 
TG\RHRG 


15688 


46056 


A 


15779 


1 


388 




15689 


46057 


A 


15780 


1 


456 


MKLPEEGSLSD1CCSAIFAVLQP 
LLVIPRETGSGVDLQQTPTDLQ 
LRQTESQIMSELPFTVASKRIKY 
LG 1QLTKDVKDLFKEIYKPLLSE 
IKEDTNKWKS1PCSWLGRINIVK 
MA1LPKVTY1FNAIHIKLPMTEL 
EKTK\FIWNRKJIACI 


15690 


46058 


A 


15781 


1 


504 




15691 


46059 


A 


15782 


1 


1836 





2015 



WO 01/075067 



PCT7US01/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15692 


46060 


A 


15783 


285 


1949 


RGEMNSRGRNNLSIINKTDFPFI 
ALNAHKRKHERSKIDTLTSQLK 
ELEKQEQTNSKASRSHEITKIRA 
ELKEIETHNKPFKKISESRVSWFF 
IFYF\ERJNKIDRPLARL1K.KKRE 
KNQIDT1KNDKGDITTDPTEIQT 
TIREYYKHLYANKLENLEEMD 
KFLDTYTLPRLNQEEVESLNRP1 
TGSEIEAIINSLPTKRSPGPDGFT 
AEFYQRLKQCRKAHLDPVSLT 
HRSGPGAREDRLSDSGDASRGC 
WNLSQHAAVTSPESEERRIRTL 
SCRSVGVCRRSTPDPVCLGISSG 
GCRTVN1GEQQMLLPDRSSGSF 
VSEGYRPCEVSAPTGGCPPVRC 
LMINTVSL1GVKFTEVFDSINISE 
HLELACLQDHNSLLAREQNWT 
EDEFDELTEVGFRRWVITNSSE 
LKEEVQTHCKEVKNLETRLDE 
WLTRITN AEKSLKDLM ELKTM 
AGELRDACTRFSSRFNQLEERV 
TE1EDQMNEMKQEEKFREKRJK 
RN EQS LQEI WDY VKRPNLH WL 
GVPESDRENGTKLENTLQDIIQE 
NFPNLARQTNIQIQEMQRMP 


15693 


46061 


B 


1 5784 


596 


1414 





2016 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15694 


46062 


A 


15785 


610 


2986 


QTERNS1NINRNGHQHQNPICRS 

PSSKTKGSIKPQRSGRNQSRKA 

ENSKDQRTSSPTKDCSSSPATE 

QRWMENDFDELTEV/VLQKPG 

RDTTVKQKEKFRPISLMNIDVKl 

LNKILANRIQQH1 KKLIHHDQ V 

GFISGMQGWFN1CKSINVIHHIN 

RTNDKNHMIISIDAEKAFDK1Q 

QP FMLKTL KKLGIDGTYLKIIR A 

IYDKSTASI1LNGQKLEAFPLKD 

RTRQGCPLSPLLFNIALEVLARA 

1RQEKD1KCIQLGKEKVRLSLFA 

EDMIVY LENPI VS APNLFKLI SN 

FSKVSGYKINVQKSQVFLYINN 

RQRESQIMNEFPFTIARRRIKYL 

G1QLTRDVKDLFKENYKPLLKE 

IKEDTNKWK.NMPCSWIGRINIM 

KMAILAKVIYRFNAIP1 KLPMTF 

FTELEK\TTLKCI*NQKRAHIAK 

PILSQKNKAGGITLPDFK.LHYK 

AAVTKTAWYWYQNRDIDQRN 

RTEPTE1 MLH1 YN HL1FDKPDKN 

KKWGNDSLFNKWCWENWLAI 

CRKLKRDPFLTPYTKIN SRWI E 

DLNIRPET1KTLEENLGNTIQDIA 

MGKDFMSKTPKAMATKAK1DK 

WDL1KLKNFCTAKETTIRVNRQ 

PTEWEKIFA1YSSDKG1ISRIYNE 

LKQ1YKKK\NNPIKKWAKDINR 

HFSKEDIQAASKHVKKHSTSRIF 

M Ql KTTLG Y H LTPV RM ATIKKS 

KNNRCWCGCGEK.GTLIHCW/M 


15695 


46063 


A 


15786 


1 


906 


MVNQKRYHIPGGTAEISGTIKK 
LKNAGVV1PTTSPLNSPIWPVQ 
KTDGSWRMTMDYHKLNQVVT 
P1AVAVPYVVALLEQINTFSCT 
WYAAIDLANTFFSFSVHKA/HK 
K* FA FS RQGQQ YTFTVHP\YDN 
YSPFERQLLACYWASVETEHLT 
MGYQVTIQLELPIMNWVLSDPS 
SHKLGHAKQHS1IKWKWYIRD 
RARAGPEGTAR1HRSRNQGVEV 
EVAPLT1TPSDPLARFLLPVPT1L 
HSAGLEVLVPEGGTLPLGDTTT 
IPFNWKLRLPPGHFRLLLPLNQ 
QAKKGVTVFAGVIEA1KMK 



2017 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in DSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15696 


46064 


A 


15787 


1 


909 


MVLEVSVSDRDAVWRLWRAPI 

GESQQRSLGFWSKVLPYSADN 

YFPFERQLLACYWALLETDRLT 

VGHQVTLQPELPIMNWVLSDPS 

SHKVGHVHQHSIIKWKWYIRD 

QTRAGPEGTTTPVITQ/WDAHE 

QSGLSGRDG\KGQRFVLTGVDT 

YSGYWFAYPAHNASAKTSIYG 

FTECLIHCHGIPHSIASDQGTLFT 

AKEV WQWAH AHGIH WS YH I P 

HHPIAAGLIEWWNGLLKSQLQ 

CQLGDNTLQGWGKDLQKAMY 

SLNQRL1YSTVSPISRIHGSRNQ 

RVEVEVAPLT1TLSDPLAKFFFL 


15697 


46065 


A 


15788 


1 


754 


MQNTMVDSFQEPPPTPLFSSRPIA 

RLKSKQAPRGEAESVTHEELESI 

RLRAKTSDKISSLTFRRGWGKV 

LQKAMYALNQHPIYGTVFPIPRI 

DGSRNQGVEVKVAPLT1TLSDP 

LAKFLLPVLSALHSAGLEVLVP 

EGGILPPGAGDMRM1QLNWKL 

SLPPGYFGLLLPLSQQTKKGVT 

DLGGVIDLDYQDEISLLFH1\K.V 

NG KLQQPN PDRTTSG PDPSGM 

KVWVTPPGK/EPQPAEGLAEGK 

GNTEWVVEF 


15698 


46066 


A 


15789 


686 


1506 


VETVHLMLQIGEFKKTDVS/WK 

TVDYHKLNQVVTPTAAAVPDV 

VSLLEQrNTYPGTWYAVlDLEN 

AFFSVPVHNAHQKGFAFSWQG 

QQ YTFT VLPQG Y INSPTLCHN L 1 

RRDPGHFSYPQDITLVHYIDD1 

MLIGSSEKEVANTLDLLPIYQV 

TLrCAANYEWGPEQEKAVQQV 

QAAVQAALPLGQHNPADPTVL 

EVSVADRDAIWNLWQAP1ARIH 

GSRNQGVEVEVAPLTITPSDPL 

AKFLPPVPATFCSAGLEVLVPE 

GGMLPPGEIETIPLK 


15699 


46067 


A 


15790 


422 


537 


VNQFGVIFCAAIIN*YECLKQSF 
KTQTDYFPSPLNTSQ 


15700 


46068 


B 


15791 


1 


519 





2018 



WO 01/075067 



PCT/US01/08631 



SEQ1D 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15701 


46069 


A 


15792 


53 


753 


SLGTGTLRVLLGTAEAQMLQFS 
HLYADYGGKPALEDINLTLESG 
ELLVVLG/PSGCGKTTLLNLIAG 
FVPYQHGS1QLAGKRIEGPGAE 
RGVVFQNEGLLPWRNVQDTVA 
FGLQLAGIKKMQRLKFAHQML 
KKVGLEGADKRYIWQLSGGQR 
QRVG1 ARAL AANPQLLLLDEPF 
G ALDAFTRDQMQTL LLNLWQE 
TGKQVLLITHDIEEAVFMATEL 
VLLSSAP\GRVLERLPHI 


15702 


46070 


A 


15793 


2348 


2760 


l wlvcincfi pa fllmlr wlpr 
lkplsqlsvptyrlpsvpflk.pt 

GMESPEAISRVSGKGIL*RDSDA 
YSVSLSYHYPIIRHPSSIIVDHRS 
SIDP*PIVDHSSSIAKRSGTFPLG 
YWEVFVQLTFGQQRQASGILQ 


15703 


46071 


A 


15794 


2 


415 


HPGLETTDLLSPLPAALEPQGQ 

GRPSIQGAPRGSFTRIEAGTPHV 

PAPCPAAQRNQGWGLVGAWL 

GFMAP*EQSVASSWK*PLMKS 

QYSREVISHLPLVPMQQGRPVM 

TQSMWGWLVWFPALFLVQ1GH 

LVMSSGHS 


15704 


46072 


A 


15795 


428 


885 


GISMKLSRISAI/NWNKISDDKD 
LEVWNR/LTSNFWLPEKVPLSN 
D1GAWQTLTVVEQQLTMRVFT 
GLTLVDTLQNVIGAPSLMPDAL 
TPHEEAGLSNISFMEAGHARSY 
SSIFSTLCQTKDVDAAYAWSEE 
NAPLQRKAQIIQQHYRGDDPLK 
K 




4^7^ 




ii^P — 
















57 


3l>F 


SHKH Y A DALLY PAPDVCTAC* 
LLRGNRRDQSKSVTAKRHLTAA 
HFRFVRMVRHGNH/SRLRPDSF 
R* PVSPDR* PPLRAAH FR 


15707 


46075 


A 


15798 




430 




15708 


46076 


B 


15799 


1 


1338 




15709 


46077 


A 


15800 


380 


1043 


WTRWRA S AADNL AHG RWG EQ 

KLVVTTGASGAPDRQAARCGC 

IWRKISWYRSKGSKHPLTPKEV 

EKTGWGLKIRGMGKQQIA\ERV 

KEAARILELDGLLKRRPRELSG 

GQRQRVAMARA1VRDPAVFLF 

DEPLSNLDAKLRVQMRLELQQ 

LHRRDQVEAMTLAQRVMVMN 

GGVAEQIGTPVEVDGDDTLEIL 

GADNLA HDAGRA EAGGDWR1 

RSARRSSTCAH 



2019 



WO 01/075067 



PCT7US01/08631 



SEQ II) 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15710 


46078 


A 


15801 


1 


900 


MAAIAFLITWFLSHDKKRIRILK 

RLSGGGNMADEFPGGAVVFTV 

LNLTHWLEDWGLPVHWRSSC 

MPSGLEYLIVLIFKGVIVAVHLL 

IVDALNLIRRIHAV/QGSPCVET 

CQHALDQL1MHSQPTHAVAVF 

DDENRSSGWRHQGLPDYKAGR 

PPMPEELHDEMPALRAAFE\QR 

GVPCWSTSGNEADDLAATLAV 

KVTQAGHQAT1VSTDKGYCQL 

LSPTLRIRDYFQKRWLDAPFID 

KEFGVQPQQLPDYWGLAGISSS 

KVPGVAG1GPKSATQLLVEFQS 

LDG 1 YENLVDVA V AEK WRHKL 


15711 


46079 


A 


15802 


1 


1350 




15712 


46080 


A 


15803 


1618 


2082 




15713 


46081 


A 


15804 


1 


803 


M1NLIGSDVNYDWLKLPLVHL 
HWYDK E VRPGRKVGHLNLTDS 
DTSRLTATLEALIPLLPPEYASG 
V1WAQSL1RCVKHRJRHCAPIAG 
CGTGCRPDKTRQASHQAQMSN 
AYDYSEIQG1GKQKAANRVAEP 
RTYHSFASITDRRADLLKPGNH 
AQDGRLTAARRADKHDELFIG 
NFQKADNRGQVSDSVEGNSNC 
APVKPAPIPTERJPLALMASMPA 
CASSMPIHACGGTPSPAQAARK 
ISGSGFEFLSWEASAQKVKNSR 
SSSAAK1VGAFRETEASPTE1CC 
A RRSA SK ERMPG * ARADPHRA 
HTAGVNGVNARLRJFNADTCL 
RRHAQPCTGGEKDFRVRFRVF 
KLGSIRAEGEKLAQLQRR 



2020 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15714 


46082 


A 


15805 




1655 


MRGHNWIDMDQARQQSTPHT 

DRKICHKNDRPRTTPLRKIDAH 

PHTLIILPAESTLSTTK.YKLRAL 

LVENTNKDKSAVSVVFRGSVL 

HQQ A ANFPN LMLCFQLKNG VN 

ACNDFIMLFVDDN AAGSI ERAA 

SPCINEKQHAFSESVPAIAAVRG 

LGSMIAVEFNDPQTGEPSAAIA 

QKIQQRA L AQG LL LLTCG A YG 

NACKRRIDYVCRIKHSRRIRQV 

VLLNFAKSGAFSTTRGTDDKLT 

PV1QPRASGEYNEEFSLLPVVN 

YLKDKLSNPVRLVKDYLDGVD 

VAEGELVVLENVRFNKGEK.KD 

DETLSKKYAALCDVFVMDAFG 

TAHLRAGFLLTGI\GKLRCSLRC 

AGPLLAAELDALGKALKEPARP 

MVAIVGGSKVSTKLTVLDSLSK 

I ADQLI VGGG I ANTFI A AQGHD 

VGKSLYEADLVDEAKRLLTTC 

NIPVPSDVRVATEFSETAPANL 

KSVNDVKADEQILDIVRDLDAA 

NVVrNAVFSYVTNVWGWAFE 

WYMVVMLFGWFWLVFGPYAK 

KRI.GNEPPEFSTASWIFMMFAL 


15715 


46083 


A 


15806 


1 


1359 




15716 


46084 


A 


15807 


670 


1008 




15717 


46085 


A 


15808 


455 


1137 


GTKPRDIDH1LGTFITPGMPKGG 

KLDVYAAPELPLKLLGRPTEGE 

YNEEF/SLLPVVNYLKDKLSNP 

V/RLDGVDVAEGELA/VLENVR 

FNKGEKKDDE/HRAQASTHG1G 

K/FADVACAGPLLA/AVLDSLSK 

/IADQLIVGGGIANTFI/AAQGHD 

VGKSLYEADLV/DEAKRLLTTC 

NIPVPSDAVRVATEFSETAPATL 

KSVRHSDK1SYISTGGGAFLEL 

WKVKYLPAVAMLEERG 


15718 


46086 


A 


15809 


465 


888 


RGLVALSSERRCRLRRRNHPES 
GTRSPDPAGAASLSRRFFYAPP 
GTPETGCGYSSRSRSQRKR/LST 
WRCNS*ETPKSPPKACCRPARIP 
APRSSSVKKASACGPAAVMKK 
RCRKASITPISKITCAIHRMRRW 
TCTKRAAF 


15719 


46087 










IQIHERSWRYLHWWSSVRRRA 
A*YGAPL*RDGIQRGTRRISQV 
YQ*SSVRQLRRDASASGSAPRV 
CREYAAACYLRHEHWSCDAVS 
PTPRMLKSFV 


15720 


46088 


B 


15811 




4350 





2021 



WO 01/075067 



PCT7US01/08631 



SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


15721 


46089 


B 


15812 


] 


2862 




15722 


46090 


A 


15813 


1 


1471 


MLHSRGFLAEVFGILARHN1SV 
DLITTSEVSVALTLDTTGSTSTG 
DTLLTQSLLMELSALCRVEVEE 
GLALVALIGNDLSKACGVGKE 
VFGVLEPFNIRMICYGASSHNL 
CFLVPGEDAEQDGTGTSGIGAQ 
KKKMYANNGAIDRKLLFEATF 
VTIEKCCDTNQKGDDTHALGQ 
PIRGHDKSLAGSFCYACRSEEG 
LSQYRAYDSRGQLIAVKDTQG 
HETRYEYNIAGDLTAVIAPDGS 
RNGTQYDAWGKAVRTTQGG\L 
TRSMEYDXAAGRVIRLTSENGS 
HTTFRYDVLDRLIQETGFDGRT 
QRYHHDLTGKLIRSEDEGLVTH 
WHYDEADRLTHRTVKGETAER 
WQYDERG WLTDI SH1SEGHRV 
AVHYRYDEKGRLTGERQTVHH 
PQTEALLWQHETRHAYNAQGL 
ANRCIPDSLPAVEWLTYGSGYL 
AGMKLGDTPLVEYTRDRLHRE 
TLRSFGRYELTTAYTPAGQLQS 
QHLNSLLTYRHANFAL 


15723 


46091 


A 


15814 




1367 


MSKLLERJFRYFKQKGETFADG 

HGQVMHSNRDWEDSYRQRWQ 

FDKIVRSTHGVNCTGSCSWK1Y 

VKNGLVTWEIQQTDYPRTRPD 

LPNHEPRGCPRGASYSWYLYSA 

NRLK.YPL1RKRLIELWREALKQ 

HSDPAADNDLIARFQSFTNQPFI 

ANRLTGNDRARFNLTFIVNNQH 

ATAITTTGTFLPEWSTTF1ITLIL 

QSKVQAIDLTKEA1VTVGCNTIS 

TTVHEVVSASIGIATKFWQHIGP 

CFYVIYDTVVTTIVESRTTEYSP 

DVVTGLITRITTPDGRASAFYN 

NHH SQLTS ATGPDGLE1 RRE YD 

EWGRLIQETAPDGDITRYRYDN 

PHSDLPCATEDATGSRKTMTW 

SRYGQLLSFTDCSGYVTRYDH 

DRFGQ VTA V HREEG LSQ YRA Y 

DSRGQLIAVKDTQGHETRYEY 

NAA/GDIRQCESDLQSPSCSQYR 

A1DGESLSETARYSVHQ 



2022 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15724 


46092 


A 


15815 


357 


1733 


TADSPETLRCQTSGENARGAGT 
VERAGKSLWRSLR*SHRP*STR 
TGD1HCQIQTNFSLFN*QHPGQH 
RXYGSGTAIINQSLITHDPEYPEN 
LPA A PL VRYG WTPRGELA VV Y 
DRSGKQVRSFTYDDKYRGRMV 
AHRHTGRPEIRYRYDSDGRVTE 
QLNPAGLSYTYQYEKDRITITD 
SLDRREVLHTQGEAGLKRVVK 
KEH ADG S VTQSQFDA VGRLRA 
QTDAAGRTTEYSPDVVTGLITR 
1TTPDGRASAFYYNHHNQLTSA 
TGPDGLELRREYDELGRLIQET 
APDGD1TRYRYDNPHSDLPCAT 
EDATGSRKTMTWSRYGQLLSF 
TDCSGYVTRYDHDRFGQMTAV 
HREERLSQYRAFDRRGTVIAVK 
ETQGLETGFEYHFPVPDGVIAP 
KG/SRNGNSQSVGKRRSTED1R 
GTRWRGYTADRRAAKTHARV 
E*HLRARPRVCALFFPKQCERH 


15725 


46093 


A 


15816 


1595 


3228 


DNNAKLFRAGQMKVLKPYVDS 

GK.IKVVG DQWVDG WLPENAL 

KIMENALTANNNK1DAVVASN 

DATAGGAIQALSAQGLSGKVAl 

SGQDADLAGIKRIAAGTQTMT 

VYKPITLLANTAAEIAVELGNG 

QEPKADTTLNNGLKDVPSRLLT 

PIDVNKNN1KDTNLPAAPLVRY 

GWTPRGELAVVYDRSGKQVRT 

FTYDDK YRGRM V AHRHTG RPE 

IRYRYDSDGRVTEQLNPAGLSY 

TYQYEKDRITITDSLDRREVLH 

TQG E AGLK.RV VKKE HADG S VT 

QSQFDAVGRLRAQTDAAGRTT 

EYSPDVVTGLITRITTPDGRASA 

FYYNHHNQLTSATGPDGLELR 

REYDELGRLIQETAPDGDITRY 

R YDNPH SDLPCATEDATG SRKT 

MTWSRYGQLLSFTDCSGYVTR 

YDHDRFGQMTAVHR\EEGL\SQ 

YRAYDSRGQLIAVKDTQGHET 

RYEYNIAGDLTAVIAPDGSRNG 

TQYDAWGKAVRTTQGGLTRS 

MEYD A AGRV 1 RLTSENG SHTTF 

RYDVLEQYCGQVIKAHAVSRF 


15726 


46094 


A 


15817 


1 


627 




15727 


46095 


A 


15818 


701 


895 





2023 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15728 


46096 


A 


15819 


1412 


1705 


LASISTSCAPPKVNCGVMATFLA 
SDSRLWSGLRAQATSRSTLSLM 
TRSGLWLAIQ*NALRSWLASHE 
T1CRPPSTLGGNTVPS*ALRLGIL 
ASSRJLL 


15729 


46097 


A 


15820 


344 


547 




15730 


46098 


A 


15821 


1 


1518 




15731 


46099 


A 


15822 


1693 


2455 


VLAAFTRSKQRYGAPRLTDELR 

AQGYPFNVKTVAASMRRQGLR 

AKASRKFSPVSYRAHGLPVSEN 

LLEQDFYASSPNQKWAGDITYL 

RTDEGWLYLAVVIDLWSRAMA 

LLRRKSPGNVIVHTDRGGQYCS 

ADYQAQLKRHNLRGSMSAKG 

CCYDNACVESFFHSLKVECIHG 

EHFISREIMRATVFUISNVITIGG 

GGTVAARGGVP*AVKSNVNDV 

RRNCLARSSNNGWIFPPVVVNG 

WRQQALTIVAG1CC 


15732 


46100 


B 


15823 




1407 




15733 


46101 


A 


15824 




3252 




15734 


46102 


A 


15825 




2409 




15735 


46103 


B 


15826 




2802 




15736 


46104 


A 


15827 


1715 


1824 




15737 


46105 


A 


15828 


410 


720 


PGSRAVIGWSMSPRMTAHWPA 
MPCR WRCG G V RT YAPEPTG * R 
RWLQNCSACSS**LRKTSRKNR 
TT*RTPARSSSAPPLMLKQPFTR 
QWPLNTPWKPPRLSPS 


15738 


46106 


A 


15829 


905 


1008 


SCDSYRLSSRAAAVTPMRSASF 
RASGFLLV1LFVCRVSVVGCRV 
L A WSG GS V FRRG VPL AWTVLR 
WVRRRCGCGVGRCRGLSAVV 
YPSG1ITVDSARSWRIMGRSGSP 
LA\TVGLAGCWSQPRL*TDAFS 
KLQGFRVFTGDTICM 


15739 


46107 


B 


15830 


1 


3148 




15740 


46108 


A 


15831 


1896 


2062 


SVCYPGRN* IPSG *N* PRI WSDP 
VQRRERAGKKWLHENPGWRK 
**PDYHYRSEAD 



2024 



WO 01/075067 



PCT7US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15741 


46109 


A 


15832 


1 


1456 


MSTEIARLKRQLADGMKSWLS 

SKRPRHTSRAPEMKYVFIEK.HQ 

AEFASKQCAACSGWPATAGNV 

VSAADKDKHASAVPPHCDSVV 

LAAFTRSKQRLPLNVKTVAASL 

RRQGLRARPPGSSARSATAHTA 

CLVRKSVGAGFLRQWPEPKWA 

GDITYLRTDEGWLYLAVV1DL 

WSRAVIGWSMSPRMTAQLACD 

ALQMALWRRKKPRNVIVHTDR 

GGQFGDRWK/ALANALNIPLDQ 

LS AR1 S ANPKGG F\I YL ARE VNP 

DMADYIKKLKLPG1HVREESRR 

YYPSGEVTAHLIGFTNVDSQGI 

EGVEKSFDKWLTGQPGERIVRK 

DRYGRVIEDISSTDSQAAHNLA 

LSIDERLQALVYRELNNAVAFN 

KAESGSAVLVDVNTGEVLAMA 

NSPSYNPNNLSGTPK.EAMRNRT 

1TDVFEPGSTVKPMVVMTALQR 

GVVRENSVLN TIPYRINGHEIKD 

VARITTEEDFNHASAARFVCAA 

AERALQNHH 


15742 


46110 


A 


15833 


2 


929 




15743 


46111 


A 


15834 




472 














513 




15745 


46113 


A 


15836 


1 


254 


CDN LKTCHTSHG SVM AETAVI 
NHKKRKNSPR1VQSNDLTGAA 
YSLSRDQKRV/LRYEPVSQFRLS 
ETQKHQSVCHAF1RIPVSVS 



2025 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


15746 


46114 


A 


15837 


145 




1929 


VSGVIEIADGSRRRKAAALTES 
DYRVLVGELDDEQMAALSRLG 
NDYRPTSAYERGQRYASRLQN 
EFAGNISALADAECDNLKTCHT 
SHGSVMAETAVINHKKRKNSP 
RIVQSNDLTEAAYSLSRDQKRM 
LYLFVDQIRKSDGTLQEHDGIC 
EIHVAKYAE1FGLTSAEASKDIR 
QALKSFAGKEVVFYRPEEDAG 
DEKGYESFPWFIK7RPSRGLYSV 
HINPYLIPFFIG\LQNRFTQFRLS 
ETKEITNPYAMRLYESLCQYRK 
PDGSGIVSLK.1DWIIERYQLPQS 
YQRMPDF RRRFLQG FCRFRNH 
HQTGFSPAGANQRGPLAATLSG 
PGGEGQSAVARLTGEKKNHPG 
AQYANRLSPRVGRFINAAGTTG 
FPTWKAGSERNAINDDVTYAIK 
PTCWPGLD1IPSCLALHRIETEL 
MGKFDEGKLPTDPHLMLRLAIE 
TVAHDYDVIVIDSAPNLGIGT1N 
VVCAADVLIVPTPAELFDYTSA 
LQFFDM LRDLLKN VDLKGNSN 
GSQSPWMEEQIRDAWGSMVLK 
NVVRETDEVGKGQ1RMRTVFE 
QA1DQRSSTGAWRNALS1WEPE 
CNE1S1GVSLDQDGGSNSVLRK 


]S747 


46TT5 


— 


15838 




1734 




15748 


46116 


A 


15839 


1 


971 




15749 


46117 


A 


15840 


1 


1143 




15750 


46118 


A 


15841 


1 


556 




15751 


46119 


D 


15842 


8 


1000 




15752 


46120 


A 


15843 


1 


1169 


MLTLILLDLQFMAQLAGYQMS 
FNSTKSKQTKNNFAVGYRTGD 
FQLHTNVNDGAEFGGSVYQKV 
CEELDALINLAWTSSTSCTRFG 
LAAKFQLKPIAFISTKVNHWLT 
GVSYTPPLEAGVKLNLSALCDN 
LKTCHTSHGSVMAETAVINHK 
KRKNSPRIVQSNDLTEAAYSLS 
RDQKRMLYLFVDQ1RKSDGTL 
QEHDG1CEIHVAKYAEIFGLTSA 
EASKDIRQALKSFAGKEVVFYR 
PEEDAGDEKGYESFPWFIKRAH 
SPSRGLYSVH1NPYL1PFF1GLQN 
RFTQFRLSETKEITNPYAM RLY 
ESLCQYRKPVDGSGIVSLKIDWII 
ERYQLPQ/TYQRMPDFRRRFLQ 
EEFESLNRQITGSEIVAMINSLST 
KKSPGPDGFTAEFYQ 


15753 


46121 


A 


15844 


1 


1509 





2026 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ IB NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15754 


46122 


A 


15845 


1 


558 




15755 


46123 


A 


15846 


1 


1773 




15756 


46124 


A 


15847 




2256 




15757 


46125 


A 


15848 


1 


812 


MEVLASWATFTLGQTEQHVD 

WISAGAAPQGPIVKQLPSPVPPT 

EQLEQEKPVTIGSAPSTPNKLLL 

SHSNCQLPRPLRSITNISACFSLE 

LAIDHRGFPHSPGARSLYSNSVF 

GTYQLCDLCDNLKTCHTSHGS 

VMAETAVINHKKRKNSPLIVQS 

NDLTEAAYSLSRDQKRMLYLF 

VDQIRKSDGTLQEHDGICEIHV 

AKYAEIFGLTSAEASKD1RQAL 

KSFAGKEVVFYRPEEDAGDEK 

GYESFPW/FIKRSPE*RRGKFPFT 

QMGQD 


15758 


46126 


A 


15849 


1 


1773 




15759 


46127 


B 


15850 




1755 




15760 


46128 


A 


15851 


1 


726 


MPASGNENDLNMPSGT1EIFVR 
CYVEVERIMSAWTEQPNEHRT 
MMWSVLLQPCDNLKTCHTSHG 
SVMAETAVINHKKRKNSPRIVQ 
SNDLTEAAYSLSRDQKRMLYL 
FVDQIRKSDGTLQEHDGICEIHV 
AKYAEIFGLTSAEASKDIRQAL 
KSFAGKEVVFYRPEEDAGDEK 
G YESFP WFIKRA H SP SRG/L Y S V 
H 1NP YL I PFFIGLQNRFTQFRLSE 
TKEITNPYAMRLYESLCQYRKS 


15761 


46129 


B 


15852 


356 


671 




15762 


46130 


A 


15853 


1 


2121 




15763 


46131 


B 


15854 


721 


2739 




15764 


46132 


A 


15855 


1 


5828 


MQEQQQASSLIRSGNGRLPGSG 

AQRTPCHIRRDGSQRRVCDDCK 

QQWWKAKYNIPSGLHACTATL 

EETHILDSGAHVQVFYKGQLH 

VMRVPCTDYFDTQKNPNLSHL 

HGSVMAETAVINHKKRKNSPRI 

VQSNDLTEAAYSLSRDQKRML 

YLFVDQIRKSDGTLQEHDG ICEI 

HVAKYAEIFGLTSAEASKDIRQ 

ALKSFAGKEVVFYRPEEDAGD 

EKGYESFPWFIKRAHSPSRGLY 

S VHINP YLIPFFIG LQN 


15765 


46133 


B 


15856 


537 


1318 




15766 


46134 


B 


15857 


1 


411 




15767 


46135 


A 


15858 


1 


1356 





2027 



WO 01/075067 



PCT7US01/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15768 


46136 


A 


15859 


1 


1215 


MPYDRPFTVMAAFPLCPACDK 

EYRDPLDRRFHAQPVACPECGP 

HLEWLKMGKIVAIKGIGGFHLA 

C DARN SN A V ATL R A RICH RP AK 

PLAVMLPVADGLPDAARQLLT 

TPAAP1VLVDKKYVPELCDDIA 

PDLNEVGVMLPANPLQHLLLQ 

ELQCPLVMTSGNLSGKPPAISN 

EQALADLQGIADGFLIHNRDIV 

QRMDDSVVRE\RRNAAPF/AGA 

VLSQHLGDLSDDGIQMQWRER 

YSLMQNIYDFTPQYVVHDAHP 

GYVSSQWAREMNLPTQTVLHH 

HAHAAACLAEHQWPLDGGDVI 

ALTLDGIAQPDERSRSEDVDRA 

HQRGHERDRRRRRSGTSHLTR 

VDLKEDG KGLKI VRQSLPYGTA 

SGTHGLYFCAYCARLHMEQQL 

LSMFGDTDGKRDAMLRSPNR 


15769 


46137 


B 


15860 


74 


2050 




15770 


46138 


A 


15861 


2 


703 


LQARFPLSWRNFPITFACYAGL 
FCLSASI1YP/DHLCPVSVPRAFA 
GPRHRRHLLVLHRGCGLRH/TK 
RPGPGPGPARALAIWPPDPGC* 
RCRRPSLPASSLRSSATPTCTST 
QPALEWCVAVYAICFILAA1AIL 
LNLGECTNVLPI PFPSFLSALAL 
LSVLLYATALVLWPLYQFDEK 
YGGQPRRSRDVSCSRRHAYYV 
GAWDRRLAEAILTAINLLTYVA 
DLMHSAHLDFSKV 


15771 


46139 


A 


15862 


1 


849 


MAQPLAKQWTPVSPRALLVSIS 
SMPPRPAADVTVCRHRNCTLRE 
LLYGFAYAAAQQLNLHGDVCN 
DGDG/VEVRLREDPETFLVQLY/ 
QHCPPLA\RTGGTMNTQIVPDA 
ATCPASLSEMNTPGERRYRYPF 
INCTHYGPSFPIIRAM P YDRPFT 
VMAAFPLCPAC/DKEYRDPLDR 
RFHAQP/VACPECGPHLE/WGIG 
GFHLAC/DARNSNAVATLRARK 
H/RPAKPLAVMLPVADGLPD/A 
ARQLLTTPAGAGLWLGGNGYP 
RAPDNANSTAMSCASHAHSFG 
GGHPRGR 


15772 


46140 


B 


15863 


1 


2688 




15773 


46141 


A 


15864 


1 


1578 





2028 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


15774 


46142 


A 


15865 


1 




877 


MQAAHRLRPAYRIKTGKPPAL 

ADYHPAYQEMLSRKQDRVIDQ 

IDFGIKDTVEILHMGQIQSMGRE 

FALSLRFSIHGHNVHGNESPEM 

GPERRSGFYDEWSPERJ1QYYRP 

AREQLMN ELVQILKNTRQHLM 

TG VSHMI PFVVSGGILL A VS VM 

LYGKGAVPDAVADPNLKKLFD 

rAGVAGLTLMVPFLAAYlGYSIA 

ERSALAPCAIGAWVGNSFGAGF 

FG ALI DA FPRLSEE INPALPE AK 

VM ACLE A V ARQDN VDSPQELP 

PTPLFASRPITRLKSWWAPGGE 

VESGTHKK 


T5775 — 


46~nr — 


- — 


75866 




423 




15776 


46144 


A 


15867 


633 


771 


NNRSHPALCTNRPPRTRLVFYP 
LLAPNA*LAALQKGWAYGAGH 


15777 


46145 


A 


15868 


1 


4014 




15778 


46146 


A 


15869 


1 


180 


SGHPFIPLKDLTQIAIGDVFNNN 
LILWANRE11HSVP*RY*HDANI 
QCFVVISSFVRSQQ 


15779 


46147 


A 


15870 


815 


1905 


1FQEHIMDHLPMPKFGPLAGLR 

VVFSEM/WRAEVIWIENVAWA 

DTI R VQPN Y PQLSRRNLH ALSL 

N1FKDEGREAFLK.LMETTDIFIE 

ASKGPAFARRG1TDEVLWEDKP 

KLVIGHLSGFAHQVSQISTHQG 

SSNWVSPDQLQCNTQTNSPKQ 

LFSTHCMQCRPN STTN SRQFQS 

NPVNH A LNHQSKPHHPLVYAQ 

HKAKRAHRAKSITASRKQATTF 

QQVGAPAGGHTHTSSSHPQTT 

KALEQVKHLTTRQAILSKAKPQ 

ATSP1PRDTGPLRGRQFHALNPS 

TTVIGQPANQRIGQHGHPQFKP 

KTPFWPQPKEKVPNRQCTSKTY 

SN GEQN I PQT Y AIRTKN RSTY P R 

NLKQQPLNPGKAKT 


15780 


46148 


A 


15871 


1 


361 


QTTG I SFQGRGG AGPG V PTRTQ/ 
CLRCHGGRHG/HPSHLCKPNKG 
DPRKIRLrCMSWR*PWFAIGPRD 
WSSSRPKPTSPRGSCRSFIEASK 
MSAPVVWSTKTHSSRSMLSFSL 
MEDFVTALSIL 


15781 


46149 


A 


15872 


1 


447 





2029 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15782 


46150 


A 


15873 




1424 


MLLEQLSQHKLDMI I SDCPI DST 
QQEGLFSVRIGECGVSFWCTNP 
PPEKPFPACLEERRLLIPGRRSM 
LGRKLLNWFNSQGLNVEILGEF 
DDAALMKAFGAMHNA1FVAPT 
LYAYDFYADKTVVEIGRVENV 
MEEYHAIFAERMIQHPAVQRIC 
NTDYSALFSPAKLRRALYHPAS 

telhpacgkdfrqlyrriqnqi 

qrhalwhkifdveiphpiliiar 

vsanmphtgcr1aiewpgkvve 

ailrltndapeylpigfnhk.sk 

mrsegmnpyqrqfmelalsnq 

vlkcgeftlnrgrkspyffnag 

lfntgrdlallarfyaealvds 

g1efdlllapaykgipiatttav 

alaehhdldlpycfnrkeakd 

hgeggnl vgsa lqgrvmlvd 

dvitagtairesme11qangatl 

AGVL1SLDRQERGR*CDHRRNG 
DSRVDGDYSGQWRDACWRVD 
FARSSGTRARRDFGDSGS*A*L 
QLQSDLYHHPERPDCLPGREAG 
NGGTSGGG 
















15784 


46152 


A 


15875 


484 


729 


CTQFRKTCFTCKASNGFCFATS 
CNL1YTSEIICRGPTG*HNL1ASL 
LQR1DNLRKFIVIPTLKYLTRCR 
LDDNIMIFYAQG1 


15785 


46153 










P AN A W AEM WE YS A WQRRM Y S 
MG*TSKVVVHPGATDRW*NTN 
GCYRIFWIAAPFVPAAVIHGNIL 
PTHGACVHKGFGRAPAGAAVE 


15786 


46154 


B 


15877 


1 


765 




15787 


46155 


A 


15878 


103 


823 


VPAC AGLKKEA RSLLASPPRLL 
NTKLQASCRALFSPPIQSRQTTG 
ISFQGRGGAGPGVPTRTQ/CLRC 
HGGRHG/HPSHLCKPNKGDPRK 
IRLKMSWRWFAIGPRDWSSS 
RPRPTSPRGSCRSFIEASKMSAP 
V VWSTKTH SSRSMLSFS LM EM 
PARMPITSSMPSTPLRQGSVKFE 
DFVTALSILLRGTVHEKLRWTF 
NLYDINKDGYINQEEMMDIVK 
AIYDMMGKYTYPVLKEDTPRQ 



2030 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 




Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15788 


46156 


A 


15879 


1 


2926 


MVKDASQSQASLGLDAFLPAS 

GVQYTHERSPDSPLKSQECPSG 

VVNEDTFKQIYAQFFPHGGLMS 

ENGTGKKASVFGSTGSGALLLE 

EGERRREQPLIEMRKPPHVLIN 

YQAKVGGNSIPSPSLCKPAFPPL 

PSWAVDLASARQKEDASRSLQ 

NKEEDFYTSQPGFPALALGCCL 

RVNLLLG HRGISAGSSYRPITST 

PCHLCKLGQEVFAKPLNLQDQ 

CQQNL VMQ VLKL VLNC LNFDF 

IGSSADESADDLCTV 


15789 


46157 


A 


15880 


1 


1521 




15790 


46158 


A 


15881 


1 


1182 


MDKF LDT YTLPRLNQEE VES LN 

RPITGSEIVAIINSLPTKKSPGPD 

GFTAEFYQRYKEELVPFLLKLF 

QSIEKEGILPNSFYEASIILIPKPG 

RDTTKKENFRPISLMNIDAKILY 

K1LAKR1QQHIKKLIHHDQVGFI 

PGMQGWFN1RKSINVIQHINRA 

KDKNHM1IS1DAEKAFDKIQQPF 

MLKTLNKLAQNLLKLISNFNKV 

SG Y KIN VQK SQ A FL YTSN RQTE 

SQIMSELPFT1ASKRIKYLGIQLT 

RDVKDLFKENYKPLLKEIKEDT 

NKWKNIPCS WVG R1NIVKMA 1 L 

PK V 1 Y RFN A 1 PIK L PM TFFTEL E 

KTTLKF1 WNQKRAH 1 AKS1LSQ 

KNKAGG1TLPDFKLYYKATVT 

KTA WYC YQNRHIDQ WN R\PSEI 

TPHIYNYLIF 


1 — 9T~ 


— — 


— 


75882 




690 






_15792_ 





- — 


— — 




458 






4^l6T 


— 


75884 




— 




15?94 


46162 


— 


15885 




3552 




15795 


46163 


A 


15886 




321 




15796 


46164 


A 


15887 








15797 


46165 


B 


15888 




489 




15798 


46166 


B 


15889 




1660 





2031 
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SEQ ID 

NO: 


SEO 10 NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15799 


46167 


A 


15890 


1 


1593 


MGKKQNRKTGNSKKQSTSPPP 

KERSSSPAMEQSWMENDFVEL 

REEGFRRSNYSELQEDIQTKGK 

EVENFEKNLEECMTRITNTEKC 

LKELMELKTKARELHEECRSLR 

SRCDQLEERVSAMEDEMNEMK 

REGKFREKRIKRNEQSLQEIWD 

YVKRPNLHLMGVPESDGENGS 

KLENTLQDIIQENFPNLARINKI 

DRPLARLIKKKREKNQIDTIKN 

DKGDITTNPTEIQTTIREYYKHL 

YANKLENLEEMDTFLDTYTLPR 

LNQEE VESLNRPITG AEI V A IINS 

LPTKXSPGPDGS1AEFYQRYKE 

E/PADKQLQQSLSIQNQCTKITS1 

LIHQQQTNREPNHE*TPIHNCFK 

ENKIPRNPTYKGCEGLLPGELQ 

TT AQGN KRG YKQTEEH SMLM 

GRKNQYRENGHTAQGNF*IQC 

HPHQATNAFLHRIGK.N YFKVH 

MEPKKSPHRQVNPKPKEQSWR 

HHTT*LQTILQGYSNQNSMVLV 

QLSDL*QT*EKHAMGK/EFPI** 


15800 


46168 


A 


15891 


1 


1 177 




15801 


46169 


A 


15892 


1 


3663 




15802 


46170 


A 


15893 




1995 




15803 


46171 


A 


15894 


1 


4191 


MVKGS1QQEELTILNTYAAHTG 
APRLIKQVLSDLQRDLDSHT11M 
GDFNTPLSTLDRSTRQKVNKDT 
QELKSALHQADLTDIYRTLHHK 
STEYTFFSAPHHIYSKIDHILGSK 
ALLSKCKRTEI ITNYLSDHSAIK 
LEL W1KNLTQN H STT WELNNLL 
LNDYWVHNEMKAEIKMFFETN 
ENKDTT YHNLWDTFKA VCRG K 
FIPLNAHKRKQERSKIDTLTSQL 
KELEKQEQTHSKASRRQEITKIR 
AELKEIETQ 



2032 



wo 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15804 


46172 


A 


15895 


1 


1659 


mg dfntplstl d rstrqk vnk 
dtqelnsalhqadl1d1yrslh 
aksteytffsaphhtysk1dhil 
gskallskckrteiitnylsdhs 
a i klelri kn ltqnrstt wkln 
nl lln dy wi hdemkae 1 k.mff 
etnenkdttyqnlwdafkata 
sktnkekeknqidtikndkgdi 
ttdpteiqttireyykhlyank 
lenleemdkfldtytlprlnqe 
eveslnrp1tgaeivaiinslptk 
kspgpdgftaefyqrykeelhi 
nrakdknhmiisidaekafdki 
qqpfmlktlnklgidgtyfk.hr 
aiydkptaniilngqkleafplk 
tgtrqgcplspllfnivlevlar 
airqekeikgiqlgkeevklslf 
addmtvylenpivsaqnllkli 
sn fskv sg y kin vqksq afl yt 
nnrqtesqimselpftiaskrik 

YLGIQLTRDVKDLFKENYKPLL 
KEIKEDTNKWKNIPCSWVGKJN 
1 MKM AILPK VI Y RFN AIPIKLPM 
TFFTELEKTTLKFIWNQK\RAR] 
AKAILSQKNEAGGITLP 


15805 


46 1 73 


A 


15896 


1 


1740 




15806 


46174 


A 


15897 


1 


880 




15807 


46175 


A 


15898 


1 


2777 


MGKKQNRKTGNSKKQSTSPPP 
KERSSSPAMEQSWMENDFVEL 
REEGFRRSNYSELQEDIQTKGK 
EVENFEKNLEECMTRITNTEKC 
LKELMELKTKARELHEECRSLR 
SRCDQLEERVSAMEDEMNEMK 
REGKFREKRIKRNEQSLQEIWD 
YVKRPNLHLMGVPESDGENGS 
KLENTLQD1IQENFPNLASTLSD 
HSGIKLEINSKRNPQNHANTWK 
LSNLLLNAHWVNNEIKMKVKN 
FFELNDNSDTIYQNFSD 


15808 


46176 


A 


15899 


326 


3096 


QTERTSTPKTHL Y VTIIKDQK* I 

KPQRRGKNRGEKLETLKSRAP 

VLLQRNAVPQQQRNKAGRRM 

TLTS*EKKSSDNQTTPSYRRKF 

KPMAKKLKTL/RKKLDECITRIT 

N A EKCLME LMELKAKARELRE 

ECKSLRSQCNQLEERMNKIDRP 

LARL 1KRKREKNQIDAI K1DKGD 

ITTDPTEIQTTIREYYKHLYANK 

LENLEEMDKFLDTYTLPRLNQE 

EVESLNRPITGAE1VAIINSLPTK 

KSPGPDGFTA 



2033 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15809 


46177 


A 


15900 




2047 


MENDFEELREEGFRRSNYSELR 

EDIQTKGKEVENFEKNLEECITR 

ITNTQKCLKELMELKTKARELR 

EECRSLRSRCDQLEERVSAMED 

EMNEMKREGKFREKRJQRNEQ 

SLQEIWDYVKRPNLRLIGVPET 

LHPRDEAHLKNLIDAIKNDKGD 

ITTDPTEIQTTIREYYKHLYANK 

LENLEETDKFLDTYTLPRLNQE 

EVESLN RPITG SE1 VAIINSLPTK 

KSPGPDGFTAEFYQRYKEEL/PD 

KQLQQSLR1QNQCTKITSILIHQ 

QQTNREPNHE*TPIHNCFKENKI 

PRNPTYKGCEGPLQGELQTTAQ 

GNKRG YKQM EEHSMLMGRKN 

QYHENGHTAQGNLQIQCHPH* 

ATNAFLHRJGKNYFKVHMEPK 

KSPHRQVNPKPKEQSWRHHTT 

*LQTILQGYSNQNSMVLVPKQR 

YRSMEQNRALRNNAAYLQLSD 

L*QT*EKQEMGKGFPI**MVLG 

KLASHM*KAETGSLPYTLYKN 

QFKMD*RLKR*T*NHKNPRRKP 

RHYHSGHRHGQGLHV*NTKSN 

GNKSQN*QMGSN*TKELLHSK 

KKKNY*QTEQATCKMGENFHN 

KQPHQKVGKGHEQTLLKRRHL 
CSQK\NHEKMVTITGHQRNAN 
QNHNEIPSHAS*NGNH*KVRKQ 
VLERMCRNRNTFTLLVGL*TSS 


15810 


46178 


A 


15901 


1 


3285 




15811 


46179 


A 


15902 


1 


3681 





2034 



WO 01/075067 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
deletion, \=possible nucleotide insertion) 


15812 


46180 


A 


15903 




1854 


MKAEIKTFFETNENKDTTYQNL 

WDAFKAVCRGKFTALNAHKR 

KQERSKIDTLTSQLKELEKQEQ 

THSKASRRQE1TKIRAELKEIET 

QKALQKINESRSWCFEKIHKID 

RPLARLIKKKREKNQIDA1KND 

KGDITTDPTE1QTTIREYYKHLY 

ANKL EN LEEMD K FL DT YTLPRL 

NQEEVESLNRPITGSEIVAIINSL 

PTKNSPGPDGFTAEFYQRYKEE/ 

RENKIPRNPTYKGCEGPLQGEL 

QTTAQGNKRGYKQMEEHSML 

MGRKNQYRENGHTAQGNLQIQ 

CHPHQATNDFLHR1GKNYFKV 

HMEPKKSPHRQVNPKPKEQSW 

RHHTT*LQTILQGYSNQNSMVL 

VPKQRYRSTEQNRALRNNATY 

LQLSDL*QT* EKQAM EKGFPI * * 

MVLGKLASHM*KAETGSLPYT 

LYKNQFKMD*RLKR*T*NHKN 

PRRKPRHYHSGHRHGQGLHV* 

NTKSNGNKSQN*QMGSN*TKE 

LLHSKRNYHQSEQATYKMGEN 

FRNLLI*QRANIQNLQ*TQTNLQ 

EKNKPPHQKVDEGHEQTLLKR 

RHLCSQKTHEKMLIITGHQRNA 

NQNHNEIPSHTS*NGNH*KVRK 

QQVLERMWRNRNTFTLLVGL* 

TSST1VEVSVV 


15813 


46181 


B 


15904 


1 


2718 




15814 


46182 


A 


15905 


1896 


5031 


TWKGTTSTSRCKIMPKYRSTRQ 
KVNKDTQELNSALHQA DLIDIY 
RTLHTKSTEYTFFSAPHHTYSK 
TDHIVGSKALLSK.CKRTE11TNY 
LSDHS AI KLELRIKNPTQSRSTT 
WKLNNLLLNDYWVHNEMKAE 
1KMFFETNENKDTTYQNLWDT 
FKAVCRGKF1ALYAHKRKQERS 
KIDTLTSQLKELEKQAQTHSKA 
SRRQEITKiRAELKEIETQKTL\Q 
KINE\SRSWFF\ERTNKIDRPLAR 
LIKKKREKNQ 


15815 


46183 


A 


15906 


4 


133 





2035 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, ,'=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15816 


46184 


A 


15907 


95 


1875 


PFFGRKNYRLPSK.NMPRRCRSS 
PLPCSMKMTPCVLTSTATITRL 
PAASAQW*LDGRTLVTKNSFR 
YLHTLHTMGPAPEPNLTILWSE 
ELPIAFKKYAAQVSIVTSSLQYE 
NDDLMRTDFNSDDYA1ACCVS 
PM V 1GKQMQFFG ARANL AKTL 
LYAINGGVDEKLKIQVGPKTAP 
LMDD V LD YDKVM D SLDHFMD 
WLAVQYISALNIIHYMHDKYSY 
E A SLMALH DRD V YRTM ACG 1 A 
GLSVATDSLSAIKYARVKPIRD 
ENGLAKDIQGTTEPQFRNSHSR 
TSGT VTL YLPVSTFVGTGFFI RV 
DPPKKPLK1RKIEFVEIYEPFSEG 
QAKAQADRCLSCGNPYCEWKC 
PVHNYIPNWLKLANEGRIFEAA 
ELSHQTNTLPEVCGRVCPQDRL 
CEGSCTLNDEFGAVTIGNIERYI 
NDKAFEMGWRPDMSGVKQTG 
KKVAIIGAGPAGLACADVLTRN 
GVKAVVFDRHPEIGGLLTFGIP 
AFKLEKEVMTRRREIFTGMGIE 
FKLNTEVGRDPRASSFYEEKQL 
IARKALPFIDNKTTMAADSSST 
VMELLKLLQDRSGLTLLTNSAE 
AIHVLAQSEIKVVSTGGELNKN 
TLSLQGR1TKEIIRRYHVDIMWL 
PDELRVEKGFSPDTL1CLLEAKG 
QKVALKEAMGSTQS1MVGPDE 
RRTGFSYLRYQNLMIRVKF 


15817 


46185 


B 


15908 


271 


2118 




15818 


46186 


A 


15909 


597 


743 




15819 


46187 


A 


15910 


573 


1066 


IRAQNGSPWLSFLVDSVCVLKA 
CVDAVMRAGICSVS\YWQYQS 
GVGANSSALSGFSQGAIMMLES 
1KAEPGLASRVIAFNGRYSSLPE 
TASTATTIHLIHGGEDPVIDLAH 
AVAAQEALISAGGDVTLDIVED 
LGHAIDNRSMQFALDHLRYTIP 
KHYFDEALSG 


15820 


46188 


A 


15911 


1 


2652 




15821 


46189 


B 


15912 


1 


1494 





2036 
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SEQ1D 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15822 


46190 


A 


15913 


1 


1733 


MGVGSKGT1FGSTTTQHGSFIPY 

LTGYLTYTHGHSPANPKPAVG 

GQILTAVLPAHDGYVSR1MTM 

NTQLTTPLTTATHTARQTASL1S 

V1GRQLRCFRHSSQPSVLTHVR 

DDSTQYAQLDMANGQPTSHGY 

EHWAQLMYATDRRYGRHMSD 

AARQGCSDTGTVKFSHPEPEMS 

VRK.FTSARSGCVRSGAWNVTV 

SAQTRVSQALTTLLRRVHKSPM 

NALTVPAVMAEAPSQAHGRRQ 

TRRLSLHQTLRLLLTTPDWVGV 

IRRCVPVVWGCLEHLDTAGFPL 

PNSHTMPLPIGWNDTRK.RLHHS 

AHNGQHDVAQGRRVLGRKVG 

LTHPKVQQQLGVDGLSLFCVY 

LVWYIGLHLRRPFRLAYT1CPSL 

VYGADLRVIVRLFSDSHHFMAF 

GNPQPKHLDCQEYALFLLNSM 

PDNTAEHYRNK1AIYLHCLPED 

DRJKAINE1RMAIHQVSPFREEP 

VDCVLWVKYSQLMPNDYNPN 

KR/ADPCVl^T 1 fWCTFirinpTADT 
IN V ArrnKrvLL^Jvbln-IL/Lir I l^r 1 

v v inJ L'N.NAMc.l vuLjrrlJNxltl 

GKG/SHASLrCLRI.RGYLPVTCL 

EGTRNQRIAATISHNRARGRHH 

ITAMSEVTPELRLLGW 


15823 


46191 


B 


15914 


1 


273 




15824 


46192 


B 


15915 


169 


292 




15825 


46193 


A 


15916 


2 


844 


KGGVYKTSVSVHLAQDLALKG 
LRCLLWKGT\PPQGTPSMVSRE 
GDPALHN*CKTQLLCLSYLGEK 
DDVTYAIKPTCWPGLDIIPFCLA 
LDRJETELAMGKFDEGKLPTDPH 
LMLRLAIETVAHDYDVIVIVDSA 
HNRGMGTINVVCAADVLIVPTP 
VE\M FDYTSALQFFDMLRDLLK 
N AVDLKGFEPD VRI FVTKYSN SN 
GSQFP\WMEEPIPECLPKHGSKK 
NNVRNANEVGKGQIRMRTWFE 
QAIDQRSSTGAWRNALSIWEPV 
CNXEIFDRLIKPRWEIR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15826 


46194 


A 


15917 


1 


681 


MSIGGSGNSLCTRPKQQQGGTG 
LKQYEVSVPGTLRCLACPQACT 
LRK.EHWIHFAPKSNYDSCRYIE 
EYFAYEASFMSVQLTELVIKSL 
EDLASLFMIHKKNPVSIPHTVW 
YADDIRRGEREAADVLGLTLYE 

HWLVLCGHGNNGGDGYVVAR 
LAKAVGIDDTLLAQESDKPLPE 
EAPLAHEAWVNAGGEIHALNI 
GWYPESEHLIV 


15827 


46195 


A 


15918 


3 


774 


VKCSEKCLFLPLGQFSQFIQKLR 
Wl FLDPLFIRKGQG VTPTAFAM 
HLHEYISQGLES1LGALDIEGSY 
DKQRTITIATTPSVGALVLPVIY 
RA1KTHYPQLLLRNPPISDAENQ 
LSQFQTDLI I DN M FCTNRTVQH 
HGLFAANMVLICREGNPLLSLE 
DDREAIANAAHVLLLPEEQNFS 
GLRQRVQEMFPGRQ1NFTSYNI 
LTIAALVANSDMLAIIPSRLYNL 
FSRCWPLEKLPHPSLNEEQIDFS 
IHYNKFSLR 


15828 


46196 


A 


15919 


1 


741 


MITVLLIATQFAPYFTEMALKG 
GFSFAGESAQ1SALSVGNMFGW 
SISELMSLGI1GVVVAVGIVASV 
VLFL RVLSMSWLKEVIGTEKA V 
1AMCHLRALPGDPSFDAQLGM 
NWV1DKAWDDLMALQNGGVD 
AVMFSNEFSLPYLTKGLVPALV 
AREILVRGMYVRG RKM V AFL V 
CCVALAISAMYELIEWWAALA 
MGQGADDFLGTQGDQWDTQS/ 
GYVLRAAWR1NDGDIPRSLSLP 
PATALWLDNRI 


15829 


46197 


A 


15920 


1 


678 


MCHLRALPGDPSFDAQLGMN 

WVIDKA WDDLM A LQNGG V DA 

VMFSNEFSLPYLTKVRPETTAA 

MARIIGQLMSD1RIPFGVNVLW 

DPVASFDLAMATGAKF1REIFT 

GAYASDFGVWDTNVGETIRHQ 

HRIGAGEVKTLFNIVPEAAVYL 

GN RDIC SI A KST VFNN H PD ALC 

VSGLTAGTRTDSALLKRVKETV 

PDTAVVLANTGVCLENVEEQLSI 

ADGCVTATTF 


15830 


46198 


A 


15921 


624 


734 


TRTLRQIVDSRAIPFT*ERLHSPI 
NQPKNPYPPESV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
iii USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15831 


46199 


A 


15922 


1 


1923 


MPF ALGGG DLE ETPRSDPG VTF 

ACSLAQPMRKPTGVLGNRFHD 

TQEPP VPG G PG LRGFHL WH A PP 

LDRPAQFAAIRTDSELMSSANP 

KSFTASPLMTFTPARSRINYRY 

YPAGTRAKGENEAAFAARIHSF 

LPYRRPVFWATTMGQAK.SAIK 

PMSTAVTRDASVFQTEYERSRF 

GARPWPLRKAPEAMGRGFHEI 

GVQCEAPTANTLEPSRRGAVM 

AAGLSFQRTPWREVLGRGEGSF 

LGAGSDPVLRALSLASTPFPGE 

KHVGSWGMGRIVLRSFALASSS 

LRHSGER1PGTVLPCDDIFACHQ 

RN YAEVFG1 WRTTSS VLQPI EPV 

EPKC1 SQFLYI VLERRSSSSL ISLS 

FNS A SLCRSRH D ARYVLQH ALF 

CFTTNDFGQIFTTFFVSGGSGTR 

MSLPAEFGV1AQSDQKVLFIDA 

DLAVV1RITCLPSTSMSWLKEVI 

GTEKAVI/AMCHLRALPGDPSF 

DAQ/LGMNWVIDKAWDDLMA 

LKMVRPETTAAMARI/1GQLMS 

D1R1PFG VM V/LWDP V ASFDL A 

MATGAK/FIREIFTGAYASDFGV 

/WDTNVARSRR1RASTVFRLAQ 

RCQPDASEYGFRM1ARVFVDVR 

GDQNSEASLRVGSGIGPRTCAP 

VAWQSRRFPRLLDRSDDVKRF 

QADTDSLVLH 


15832 


46200 


A 


15923 


480 


900 


KTRYSCRGETWSNPQSSQLSAL 
1 A A VRH PATSN A VC RS ARSCCI L 
RALRAIQFHTGCSAGNVAPEW 
CQFAPCWRKPLKAEESDSVFMR 
VIKESLWQELADITDKTQLEWR 
EVFQDLNHHGVYHSGEVVGLG 
NLVCEKCHFH 


15833 


46201 


A 


15924 


i 


431 


SKVFAVAGCVVLMTTMPDSCN 
S WQKCRN KTMNKKIH SL ALL V 
NLGIYGVAQAQEPTDTQAPGVS 
TITADEIRKNPVARDVSKIIRTM 
PGVNLTGNSTSGQRGNNRQIDI 
RGMGPENTLIL/IDGKPVSSRNS 
VRQGYRLECGDG 


15834 


46202 


B 


15925 


1 


1352 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


15835 


46203 


A 


15926 


31 


546 


cyc i lfvsfpsn rplccrsag vc 
qrytpdpfclgitsrgcrrak.it 
acsflwklhprgalarcqpels 

CWRCLSTALLEGVSPSGGTGVR 
DPYEEAVCPLAELKCCAGRSA 
VLFRAGRQGRLSLLKLFPQLPF 
SPCVLCLSKLVPVSPNSTRTSKL 
LSIPYSRGPALLEVLS 


15836 


46204 


A 


15927 


2 


479 




15837 


46205 


A 








ADPFQEREAEKYANPIPSREFIL 
EHLTKREKPASRDELAVELHIE 
GEEQLEGLRR/RQCYALPERLD 
LVKGTVIGHRDGYGFLRVEGR 
KDDLYLS\SEQMKTC 
















15839 


46207 


B 


15930 


1 


3675 




15840 


46208 


A 


15931 


1749 


1941 


SQIPTSEAQVMSNLMGTNGVLR 
PARAYRNEAVLS*ALVSAMYS 
QTFRNASFGVPQMFSTTSGV 


15841 


46209 


A 


15932 


5 


1465 


KRSTTAQ1RW1SPLTSLKPRSKR 

QSKSCATKPKKWYVAAPCCWC 

SPTGISLKTRLPVPAPMAVGAIQ 

TRLVDQSLRCDANIIVETASAR 

DPHHFAVLLGFGATAIYPYLAY 

ETLGRLVDTHAIAKDYRTVML 

NYRNGINKGLYK1MSKMGISTI 

ASYRCSKLFEAVGLHDDVVGL 

CFQGAVSRIGGASFEDFQQDLL 

NLSKRAWWRCRLSATIGCCDC 

TRGYLGGARITGQISSITVWGVI 

I PV VGLCI1G WF WFSPTLYVDS 

WNPHHAPFFSAVGSSIAMTLW 

AFLGLESACANTDVVENPERN 

VPIAVLGGTLGAAVIYIVSTNVI 

AGI VPN MELAN STAPFGL AF AQ 

MFTPEVGKVIMA\LMEMSCAGS 

1LGGKFTIAQVFKSSSDEGYFLT 

IFSRVTKVDAPVQGMLT1VIIQS 

ELALMTISPSLNSQLKEMVNLA 

VVTNIIPYILSMAALVIIQKVAN 

VPPSKAKVANFVAFVGARNSF 


15842 


46210 


A 


15933 


1 


3666 
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SEQID 
NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSiN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15843 


46211 


A 


15934 


979 


1626 


FSATITPPFIALQRVRFHPLDAL 

LLF V I SL WLQLGLPDELSRFTPF 

CLALPIIALAWHYGWQGALIAT 

LMNAI ALIASQTG LLLG AGIQR 

LRELNQSLQKELARNQHLAERL 

LETEESVRRDVARELHDDIGQT 

ITA1RTQAGIVQRPGAGHPLTDA 

GNGAGRARYCQPSRMANR*IS 

VKRKVVEHRCFVDFTFTNDDG 

AVNVDRRAVRGVFIAAS 


15844 


46212 


C 


15935 


1 


666 




15845 


46213 


A 


15936 




1137 


MGKFGHTEIGEVDVRDWSDAL 
QAKELQKLPGHSRKLEDPPTSL 
FMLLNPH SDQFSSN AHHHLHA 
TA1DDDYTDPTKSTYALGLNWS 
NSILGGFN1SGYKTYSYDGDND 
SSNLN1NWNKAFKHATVSVNW 
QHQLSASENNEDDGDLFYVMS 
1PFGRSNTATLYTRHDDHKTHY 
GTGVMGVVSDEMSYYVNAER 
DHDEPTLPAQNKAQEVLLDVV 
LDEAKIGVASMLGSRVRVKTW 
SWFADDK.QEIRQGGFAGWLTD 
GTPLWVTGSGTSKTVLTRYAT 
VLNRVLPVPTQVASGQCVEVE 
LFARYPLKKITAEKSTTAVNPG 
VLNGRYRVTFTNGNH1TFVSHG 
ETTLLSEKGKLKLQSHLDREEY 
VARVLDREA1C\STPP 


15846 


46214 


A 


15937 


323 


695 


FTGPRRSLE1EVAELKQRLDSLL 
AIGAGGSVCWTLQGAWSPTRA 
KAGELKTQLATAASLR/MDKH 
RSNSVGPHDLYFTLLDDYLHV 
VDTALWLSGGKASLDGGTLLT 
NDAGEMLFAEHHFSAGPL 


15847 


46215 


A 


15938 


1 


235 




15848 


46216 


A 


15939 


98 


593 


MSKVRLMRNLSPAPPNAVAKG 
ESKPGIMSGWVF*AEWAYLITG 
* AKKK V YG SS/ARJH LRALRY Y 
SNWRQYFAGYTFGRQYWQSPE 
DDH LPLLREFL ARHEYMQKYL 
LGTESG1QGEELGASDGIKPEEV 
E WQTA A I EG K.LDLL VTLDFRM 
SSTCLFSDIVLPTAT 


15849 


46217 


A 


15940 


367 


677 


LSSCLRATQSAPAVRNWKARFL 
RCTVVVWQKRSSTGRNMYLPV 
RPTILKLRPTWHVTW*LSGASL 
RNWVHCCTRKKKVKCSSAVA* 
RKRNICPMKLHVSSTRK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15850 


46218 


A 


15941 


1 


921 


MEMSSLEFLHSICSHLKCHLLY 
YIASAYNYDWYTQPAKLSFISE 
GEIKYFTDKQMLRDFVTTRPAL 
KELLKEAVNMERRNRWVDIGP 
GTELDCISQAYAQFVASTAECC 
GEGGIKAWDYVRMGFLSRMG 
VLNNWLTRRRKLLWSARSRIH 
LRALRYYSNWRQYFAGYTFGR 
QYWQSPEDDHLPLLREFLARYE 
RPMKKLAGRSSIAILAFRGHDQ 
RD YEFPSKS ALNIN * L RWAL AS 
VK*TTACATGVFPVSVTGARRF 


15851 


46219 


A 


15942 


531 


637 


SIFARLNASRRC*TSALYALLVR 
LPIIQITAKGIL 


15852 


46220 


B 


15943 


120 


881 




15853 


46221 


A 


15944 


1 


1583 


MADRVDSKCSRSRPGAVAHNY 
NPSTLGGRGGR1TFWLLSANPSI 
NRGTLEKESRTVAQRLSVLHGI 
NAPEFFDKAVFSSLVLTLRDEG 
YISDSGDA EPAETMKVYQLLAE 
LITSDLMIFNISATVLYITAFIAC 
SAAVDLTSLRGTRPYNQRAAA 
SKEIEDLKKK.LTEGEEISGCDVS 
GSDGDDNEEG K.1GEDEEKRNT 
GGNKVFPERTVETPATADAER 
KALETKLDVEEETRLQLNSRNR 
KKDLKTRQEHQSLPEKFSGLQK 
NVLLEAVIDPAL1AQLRQAYEE 
AL\RJAQAPAKSVWQPEEYEEA 
EHEILLAFRALLASDSERFLPSA 
WQRFIQQLNYCSMEE1DELRWS 
LCT1AMNTAHLSFECVVLLAER 
LRWLQEENTGEIDEEELESFLY 
AIAKGNVFNFQTILHLPVAVQN 
DTIDFYQMFARIWLPGAPGAYC 
DGLHTSKRTTCTTSTHQRQRKD 
TPPALNPHTATCTPPHTWLGAP 
PPASMRSGPHNAPTPPFTGSTPR 
HTH DHTNITN ANIPHNVNSN 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15854 


46222 


A 


15945 


1 


1228 


MGVLNNWLSEEESLWIQSRIHL 
RALRYYSNWRQYFAGYTFGRQ 
YWQSPEDDHLPLLREFLARYER 
PMKNCWKILDIEETTDVDIIRRA 
YLALLPSFHPETDPQDFKQLRQ 
AYEEALRIVAQSPAKSVWQPEE 
YEVAEHEILALAYRALLASDSER 
FLPSA WQRF1QQLNYCSMEEI D 
ELRWSLCTIAMNTAHLSFECVV 
LLAERLRWLQEENTGEIDEEEL 
GSFLYAIAKGNVFNFQTILHLPV 
ARRPD1CTQHNDQSRCEGYQIL 
SDKRGHQHGGGITALYQCGNA 
DPRAKGERLFFDAPAKDSTQTR 
AEDAHYAGSNNMSPPDQQGDG 
RKQ1WESVRVHTPVRCQQRSLP 
VTSYLNGGEIFNLIGLICRTRRIA 
ARWVKSHRNRARSFECLKRHR 
FVVAFNRRKPGLV 


15855 


46223 


A 


15946 


71 


323 


AAGA V VSAMPKA K.G K.TRRQK 
FGYSVNRKRLNRNARRKAA\R 
GSNDLEAEASLPEKKGNTLSRD 
LIDYVRYMVENHGEDYKVSGS 


15856 


46224 


A 


15947 


48 


627 


AAGAVVSAMPKAKGKTRRQK\ 
FGYSVNRKR\MSRNAKRKAAR\ 
GLECSHIRHAWDHAKSVRQNL 
AEMGLAWDPN RAWPSRKRKV 
KAME\VDIEEEA*KMLYRKPYV 
LNDLEAEASLSEKKGNTL\SRD 
LHLTMYRYMVAENHGEYDYKAI 
A\RD\EKNYY\QDTPKQI\RS\KIN 
VYKRFYPAEWQDFLDSLQKRK 
MEVE 


15857 


46225 


A 


15948 


796 


1301 


LTKKDY1SPNARKAFVQRLPER 
NLLTRGLKRQRQPCLSCWCGG 
QARMPKAKG\KTRRQKFGYSV 
NRKRLN RN A RRK A A PRIE/C V R 
GLGFRVAVGLGRDGPRDDGSA 
MSLFAGSSHIRHAWDHAKSVR 
QNLAEMGLAVDPNMAVPLRK 
RKVLTWQGLGPCLLYSSPA1LT 


15858 


46226 


A 


15949 


512 


675 


SQDFGPPSAAPSPSGMPVPGPSG 
CSSHRQQEDPPDGAAAPPGHGL 
RPGRLQELLV 


15859 


46227 


B 


15950 


1 


717 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15860 


46228 


A 


15951 


587 


1387 


RARSRILGNPLRPLAPAPSNDV 

GVQRA\FRPIRCRKAQPVPGSV 

ANRRRLRQHTRPDPLGTNRSEP 

GWWDRSWSPDQAKSGQSCVA 

KIKNKNHMIISTDSEKAFDKIQH 

RFMIKTLSKIS IQGTHF\KJ IKA I C 

DKLTANIILNGEKLKAFPLRTE 

MRQGCPRLSLLFNIVLEVLAKA 

IRQEKEIKDIQIAKEEVRLSLFA 

DDMIVYLENPKDSFRKLLELIK 

EFSKVSGYK.IKNQYCENDHTA 

VSGVGSFQWICGLADVKNEAA 


15861 


46229 


A 


15952 


3 


3201 


SERG FRAGDLRYPTHFLSTNS V . 

LASVTASLKEHPRGTLLSDGSP 

ALSRNVGMTVSQKGGPQPTPSP 

AGPGTQLGPITGEMDEADSAFL 

KFKQTADDSLSLTSPNTES1FVE 

DPYTASLRSEIESDGH EFEAES 

WSLAVDAAYAKKQKREVVKR 

QDVLYELMQTEVHHVRTLKIM 

LKVYSRALQEVL\QF1STAIGRL 

FPCADDLLETHSHFLARLKERR 

QESLEEGSDRNYVIQKIGDLLV 

QQFSGENGDRL1EK 


15862 


46230 


B 


15953 


83 


1969 




15863 


4623 1 


A 


15954 


1 


444 


SSESAVEFSEPASGSSPSWELGS 
EGAIRDKKTSLGAHVGLSALGR 
ALENTIAFQGKETDVQKSYDSP 
QGDCL\QDVKGKRPTLE* PSLE 
NPETRRFLDASYAWRESCLSW 
H HHTAHD1 FAG KPVDPLPG STR 
GQDSAVCSQGQFLIVR 


15864 


46232 


A 


15955 


2 


236 


SEGAKRDKKTSLGAHVVLSAL 
GRALEKTIAFQGSS/APSKGRKL 
RSRKVMTRPKGIAWQDVKGKR 
PTLE*PSLENPEVR 


15865 


46233 


A 


15956 


1 


459 


KK.VGNYYTTPIYRFRMKCHLC 
VNYIEMQTDPANCDYVIVSGA 
QRKEERWDMADNEQVLTTGE 
RHPLTCLGAL/DPESALGPPKPS 
RALI V AEH EKKQKLETDAMFR 
LEHGEADRSTLKKALAHTVDHI 
QEAQSAWKDDFALNSMLRRRF 
REKKKA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


15866 


46234 


A 


15957 


564 


1189 


AAPKMGERKGVNKYYPPDFNP 
EEAWLSSTDYHNSHPFRERASG 
SCSQGi\LIIRFEMPYNIWCEG\C 
RTNFGMGVRYNAEKKK.VGNY 
YTTP1YRFRMKCHLCVNYIEMQ 
TDP AN\FD Y VI V SG AQRKE E RL 
GHWRTNfNRLLTHRGIEEEAEA 
WKTDAMFRAGTMGRPTAAHF 
KKALPKLEPHSGRPRAPWKDD 
FALNSMLRRRFRVPSKP 


15867 


46235 


A 


15958 


2 


1047 


FVDGKLHGRGSTDDIGPVAGWI 
NALEAYQKTGQETPVNVRFCL 
EGMEESGSEGLDELIFARKDTF 
FKDVDCVCISDNYWLGKKKPCI 
TYGLRG1CYFFIEVECSNKDLHS 
GVYGGSVHEAMTDLILLMGSL 
V DKRGN 1 L1PGINE A V A A VTEEE 
H KLYDDI DFDIKEFAKDVG AQI 
LLHSHKKDILMHRWRYPSLSLH 
G I EG AFSGSG AKTV1PRKV VGK 
FS1RLVPNMTPEVVGEQVTSYL 
TKKFAELRSPNEFKVYMGHGG 
KPWVSDFSHP\HYLAGRRAMK 
TVFGVEPDLTREGGSIPVTLTFQ 
EATGKNVMLLPVGSADDGAHS 
QNEKLNRYNYIEGTKMLAAYL 


15868 


46236 


A 


15959 


163 


1388 


RLVERWRPSGTLFKYIDENQDR 

YIKKLAKWVAIQSVSAWPEKR 

G EIRRMMEVAAADVKQLGGSV 

ELVDIGKQKLPDGSEIPLPPILU 

GRLGSDPQMKTVCIYGHLDVQ 

PAA LEDG WDSEPFTLVERDGLT 

WCSSCRGPYCRGSS/DRLSWKL 

PSVMWGDSREPHLARLD\HPSG 

LEPQRPGSTWGGGDDRRGGRA 

LSRQLPYAGYAAAQCKGEVRP 

QVSSSRLVVECSNKDLHSGVY 

GGSVHEAMTDLILLMEEHKLY 

DDIDFDIEEFAKDVGAQ1LLHSH 

KSHLHLDLLPVVVRLLGQALFH 

TAHFPDNIPSSSKD1LMHRWRY 

PSLSLHGIEGAFSGSGAKTVIPR 

KVVGKFSIRLVPNMTPEVVGEQ 

ACGAGTRESMSSLGYPSRAED 

DSGLSALPSQPQPFILYAT 
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SEQ ID 

NO: 


SEQ ID NO: 
nf peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Dnknown, 
*=Stop codon, /=possible nucleotide 


15869 


46237 


A 


15960 




433 


FETLFSQVQLFISTCNGEH1RYA 
TDTFAGLC1QLTNALVERKQPL 
RGIGILKQ AI DKMQMNTNQLTS 
I H ADLCQAITTPAM A V\SH IM LE 
SYKKYILVSLILLGKVQQLPKY 
TSP/QLVGRFI\KPLSNA\YHELR 
HKLY\STNNPC 


15870 


46238 


A 


15961 


46 


1481 


TSGSDVAAREDLRWIAAAPPPR 

AAAFSRACCLRRSGRPGENMA 

SALEQFVNSVRLLLSQ\GCSCFP 

GQMTQLCEL1NMSGELLAKNLS 

HLADTVLGAIADVQEHSLGVLA 

VLFVKFSMPSVPDFETLFSQVQ 

LFISTCNGEHIRYATDTWQETV 

LLKSMVLVLVVIYYQPLRGIGIL 

KQAIDKMQMNTNQLTSIHADL 

CQLCLLAKCFKAALPYLDGDM 

MD1CKENGAYDAKHFLCYYYY 

GGMIYT\GLKNF\ERALYFYG\Q 

AITTP\A\MAVRHIIVW/ESYKKY 

ILVSL1LLG\KVQQLPKIFHLKLV 

G*IPLSLLSNAYHELAQVYSTN 

NPSELRNLVNKHSETFTRDNN 

MGLVKQCLSSLYKKNIQRLTKT 

FLTLSLQDMASRVQLSGPQEAE 

KYVFHMIF.DGEIFAS1NQKDGM 

VSFHDNPEKYNNPAMLHMDQ 

EMLKCIELDERLKAMDQE1TVN 

PQFVQKSMGSQEDDSGNKPSS 


15871 


46239 


B 


15962 


1 


3411 






^241 


^ — 


15963 


689 


925 




JTgjj 






15964 






GSAPQSCASPAPVSRSAAPGTA 
EAAEPWAIVPGVEQK.NYYVCV 
PLGLIGNCTVTSSG1\SLDCADW 
CLKWKSILMESLEVP 


15874 


46242 


A 


15965 


469 


604 




15875 


46243 


A 


15966 


286 


433 










15967 


4356 


4643 


DCPL A RN KSKPQ TVCLKA RQTF 
QAINFSRALRITGYLTSFPSLSRS 
TLPSSAGDFRASAWA*SGPTV* 
TLTSVPSVGINSSYIYEPVFRTLL 
SGE 


15877 


46245 


B 


15968 


1 


1472 





2046 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15878 


46246 


A 


15969 


918 


1619 


KTHVLSWGSPKSTWKAGWLQ 
KQKTTQEKKAESKAPIEEEPAG 
AGLNKDKETEERSDGERVAEV 
APEERENVAVAKLQESQPGNA 
VSCSGGRRKEDEREDWGKRTQ 
RTH PP A A AQAPGQCPPG STE VG 
AGGGLRWTPSPGRQPAGVAAD 
MGITVLTVPLQRCLQNSWAKE 
PVLVVSFVIGSLTVILPPLSPYTK 
YSIMINEATPYNYPVPVHDDGN 
M/PDMCSHPQGPQGPSLEWL 


15879 


46247 


B 


15970 


183 


459 




15880 


46248 


A 


15971 


864 


1197 


GSFRLGHGR1PPFHLRGMKESL 
GPDFGDPCPVCPLNSGPGPPXGV 
SAGGAGAGCGGMGRRDAWVP 
TGPVAESPGGHLAP1SPGRQGA 
PWGGPCGQLGAGTLGQAVCG 
MTQDP 


15881 


46249 


A 


15972 




441 




15882 


46250 


A 


15973 


3 


182 




15883 


46251 


A 


15974 


23 


475 


PLEKGRQFYPQYEDQ1TIFTDYL 
EEYPDTDELVWILWKQHLLKT 
EKSKLLSDISARLWFTYRRKFSP 
/ILGGTGPSSDAGVWGCMLRCG 
QMMLA\QAL\ICRHLGRDWSW 
EKQIEQPQEYQRILQCFLNRKD 
CCYSIHQMAQMGVGEGKS1GE 


15884 


46252 


A 


15975 


224 


418 




15885 


46253 


A 


15976 


743 


1220 


WCWGHRVRLVLAAGPSSRGVL 
LLLVVLPSWASFLVRVCAWVG 
VLGDDGVLGGFLLWLGVVGRP 
LAVLRADLAVCVGVVCACVPF 
VVLPICAALVRVGCSLVEAALG 
\LGARPLKTFFAVVVPLTKGGV 
V AG SML VF VPA VGEF V 1 PELLG 
GPDSIVIGRV 


15886 


46254 


A 


15977 


3 


3492 


RKHKVGILYCKPGQSSEEEMSN 
NEEAGPAFEKFLSL1GEKVCLK 
GFTKYAAQLDVKTDSTGTHSL 
YTMYQDYEIMFHVSTLLPYTPN 
NRQQLLRKRHIGNDIVTIIFQEP 
GALPFTPKN1RSHFQHVFIIVRV 
HNPCTDNVCYSMAVTRSKDAP 
PFGPPIPSGTTFRKSDVFRVDFLL 
AKV1*RLRNAAEQVPTSFTPWA 
TRTRQEYLKDLAENCVSNTPID 
STGKFNLISLTSKKKEKTKARA 
GAEQHSAGAIA 


15887 


46255 


B 


15978 


402 


2884 





2047 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=L'nknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15888 


46256 


A 


15979 


294 


1721 


AVRPGRHDPSAGLRSAAAASQ* 

VRGHPGGLCA*GSIQGPGASAA 

EGPPAHSRAA*SKGGAELRTR* 

AGGRRPAGPHAQRP*LP*GPRV 

PLRPPSGTFLLP/PPACTPITSRPS 

*KSCSRASTPPTWSS*IPASGTSP 

G M VRTPGE A\PGEPGEP VP VPG 

PGAARVLPPGVE/PRPCLWARK 

SPGVFFRPSSGGRRPPS*KTKWS 

KPTSTAPPR\P*T* LRCTGLAFPL 

PPREGEPALGRGALEWTCAPLP 

LPAAAGPRGRRLGCGAAPPPPR 

GRVDQEEK\PGPRVEGPPQANR 

NHPALPLSPPLPSPT/*PPPAWVP 

TPALAAAPAPVPTASSSHSPSPG 

NAPVPTGSPRCLFFLRPYFPVGS 

ILLPFRCPLISPCRFLRRRQFYG 

WSS A A YALLPHTPLSAACPSG P 

TTALHGQPQSSCSCCQEATFTV 

K.SGVVQSGRPSLRQFYVHDFCK 

IQPQQLLVSHATTKATTDRYST 






4^2li 





— — 


— 


Tj 

— 










T3981 









15891 


46259 


A 


15982 




3889 




15892 


46260 


B 


15983 


172 


287 




15893 


46261 


A 


15984 


8 


166 




15894 


46262 


A 


15985 


250 


1095 




15895 


46263 


A 


15986 


366 


870 


NHSLAKJCGTAHGLGMEKCCGR 
SPFFSFFPSWIAKPTLRSSSSWPH 
SSSSPSMSSPLQRAVGDIAKRAL 
SASSSSSASLPFDDRDSNHPSEA 
CTTPGGGWEVADGNTDSLLAD 
EGSDFEDSFNRNVKKKAAKRPP 
KTTPV/AKQPKKGSRVVHRHSR 
KQSEPPANDLFNAV 


15896 


46264 


A 


15987 


30 


229 


ALETNIGSSYNYGSEDQAEFLC 
VVSKELHSTPNGLSSESSRKTKA 
CYKPEAPGCEAPDHLQGLGVPI 


15897 


46265 


C 


15988 


1 


930 




15898 


46266 


A 


15989 


1 


609 





2048 



WO 01/075067 



PCT/US01/08631 



SEQ1D 
NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15899 


46267 


A 


15990 


1 


875 


MRMEAGEAAPPAGAGGRAAG 
GWGKWVRLNVGGTVFLTTRQ 
TLCREQKSFLSRLCQGEELQSD 
RDETGAYL1DRDPTYFGPILNFL 
RHG KL V LDKDM AE EG V LEE AE 
FYNIGPLIRIIKDRMEEKDYTVT 
QWPPKHVYRVUQCQEEELTQ 
MVSTMSDGWRFEQLVN1GSSY 
NYGSEDQAEFLCVVSKELHSTP 
NGLSSESSRKTKSTEEQLEEQQ 
QQEEE V EE VE VEQ VQ VE ADAQ 
EKGSRPHPLRPEAELAVRASPR 
PLARPQSCHPCCYKPEEPGCEA 
PDHLQGLGVPI 


15900 


46268 


A 


15991 


1 


2448 


MRRGETRSRRPPQCWAFAHVV 

SRSSRRGEFFSFDRWKKHRSEV 

RESAQVPTTKREPVLFQHKINIK 

IVIALVD1LFALGLGNLVCVSPV 

QLFSVQTDSRATGDQRLPSWT 

AQRYGTRTLGPDG FTERCPYGP 

SPESLLCSALPWLRDLGMPVAE 

APQVAGGQGDGGDGEEAEPEG 

MFKACEDSKRKARGYLRLVPL 

FVLLALLVLASAGLEMLSDPGS 

RSYGSGLLPAWAKCPKAPHQR 

SLIPPDYAPGVNHPPPQERCSM 

GLRTQGTLGRHRVLSAQQVAF 

SVSLLMAKIAFAKQKSDDIIPDF 

KLFMVTLVHRPNRLSARVLTM 

VPVLPAPCPMLLPLLEGYKAEV 

MVSQVYSGSLRVLNRHFSQDL 

TRRESSAFRSETAKAQKMLKEL 

ITSTRLGTYYNSSSVYSFGEGPL 

TCFFWFILQI PEHRRLMLSPEVV 

QALLVEELLSTVNSSAAVPYRA 

EYEVDPEGLVILGQYCEWKPPG 

RRMQTPRPAMRMEAGEAAPPA 

GAGGRAAGGWGKWVRLNVG 

GTVFLTTRQTLCREQKSFLSRL 

CQG EELQSDRDETG A YL I DROP 

TYFGPILNFLRHGKLVLDKDMA 

EEGSQVWTVTSGGWGDRNAV 

LTGMGRALSLFLWLIQYLKFCL 

VRAWVLEEAEFYNIGPLIRI1KD 

RMEEKDYTVTQVPPKHVYRVL 

QCQEEELTQMVSTMSDGWRFE 



2049 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15901 


46269 


A 


15992 




573 


MPGLLSRPRRGSLRARPCGGGE 
ALPEHVAIDVCPGPIRPIQQISG 
YFPHFPRDLPHDAPARPATASA 
GRRRPSDGARDHDKDGDHLFG 
SLT1QHRPW/PAPSPDFPFTPFAV 
LYPG\LKPMDHNGLADPCVKL 
HLRPGARKVPEACQLAPDLQD 
SSCLTAITKAHDVLTVFLPAAL 
KIQGNKYLTFIECQKLF 


15902 


46270 


A 


15993 


500 


2022 


WTREKEPPGVETHGK.ASRTTL 

GLSLWCCLHLSEIQSSFISDCAR 

PRCSGRLPGSGPMLLATPHVLA 

TVVASSCSKQLWWLPPKVATD 

QQQMKLKGLFIAGAPPGSPR/G 

VQPHLQP1RNMSVSRTMEDSCE 

LDLVYVTERIIAVSFPSTANEEN 

FRSNLREVAQMLKSKHGGNYL 

LFNLSERRPD1TKLH A KVLEFG 

WPDLHTPALEKICSICKAMDTW 

LNADPHNVVVLHNKGNRGRIG 

VVIAAYMHYSNISASADQALD 

RFAMKRFYEDK1VPIGQPSQRR 

YVHYFSGLLSGSIKMNNKPLFL 

HHVIMHGIPNFESKGGCRPFLRI 

YQAMQPVYTSGIYNIPGDSQTS 

VCITIEPGLLLKGDILNSEILFGV 

DELSLTGFGLKCYHKKFRSPAR 

DVIFRVQFHTCAIHDLGVVFGK 

EDLDDAFKDDRFPEYGKVEFVF 

SYGPEK1QGMEHLENGPSVSVD 

YNTSDPLIRWDSYDNFSGHRDD 

GMEGAQHPQ1GQDTPPGPSDPP 


15903 


46271 


A 


15994 


171 


720 


LSGSSAGKVAAPCVPPSNHELV 

PITTENAPKNVLDKGERPSRGG 

NTRKSLE\TTASTGSPR/GVQPH 

LQPirNMNVSRTMEDSCELGPV 

YRTERNIAVSFPSTANEENFRSN 

LREVAQMLKSKHGGNYLQRN 

VSL/RRLSPSLRHPGPWPPSQEP 

GMCQGEPGPPATLWPMPCGPT 

VLESPGGPGP 


15904 


46272 


B 


15995 


145 


972 





2050 



wo 



01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15905 


46273 


A 


15996 


2 


1096 


WPVLTAAGCWLQDPAGHRGG 

RAGGAGRAVLFQLQAGRAELR 

GLRARGWARSWAPAPGCQRTG 

RDAAAAGRRAGRAGALLGFTC 

LLLAALCGHLGPSWRGGLAPG 

GEWIWLRASETRGPSGPRPALM 

GSQKIRNITRTRHGPLHWLHSG 

CTTATPFCLTRSCSDAACSLKG 

LPCLCPCGLSVLIRVRLELRRHQ 

RAGHTIPRIFQAVVQRQPERLA 

LVDAGTGECWTFAQLDAYSNA 

VANLFRQLGFAPGDVVAIFL/E 

GRPEFVGL WLGLAKAG/MEAA 

LLNVNLRREPLAF/CLGTSGAK 

ALIFGGEMVRAPPPNAQAPPLT 

PVSPADRLFY1YTSGTTGLPKA 

AIVVHSSARPSCPSSRTLRAAHR 


15906 


46274 


A 


15997 


397 


597 


SIKSPE1HSPSTR1RMGCSSLPTE 
EAHAEGVIELSR1KCVEIVKSD/ 
DRIPCHYKYPFQVSPSGGSSP 


15907 


46275 


A 


15998 


1922 


3886 


EGDNKLRPR1RRKLFPLVVLRG 
DAQGAPPFKNWIMNNFILLEEQ 
LI KKSQQKRRTSPSNFKVRFF V L 
TKASLAYFEDRHGKKRTARKGS 
1ELSRIKCVEIVKSDISIPCHYKY 
PFQVVHDNYLLYVFAPDRESR 
QRWVLALKEETRNKNSLVPKY 
HPNFWMDGKWRCCSQLEKLA 
TGCAQYDPTKNASKKPLPPTPE 
DNRRPLWEPEETVVIALYDYQT 
NDPQELALRRNEEYCLLDSSEI 
HWWRVQDRNGHEGYVPSSYL 
VEKSPNMLETYEWYNKSISRD1C 
AEKLLLDTGKEGAFMVRDSRT 
AGTYTVSVFTKAVVSENNPCIK 
HYHIKETNDNPKRYYVAEKYV 
FDSIPLL[NYHQHNGGGLVTRL 
RYPVCFGRQKAPVTAGLRYGK 
WVIDPSELTFVQEIGSGQFGLV 
HLGYWLNKDKVAIKTIREGAM 
SEEDFIEEAEVMMKLSHPKLVQ 
LYGVCLEQAPICLVFEFMEHGC 
LSDYLRTQRGLFAAETLLGMCL 
DVCEGMAYLEEACVIHRDLAA 
RNCLVGENQVIKVSDFGMTRF 
VLDDQYTSSTGTKFPVKWASPE 
VFSFSRYSSKSDVWSFGVLM W 
EVFSEGKIPYENRSNSEVVEDIS 
TGFRLYKPRLASTHVYQ1MNHC 
WKERPEDRPAFSRLLRQLAEIA 


15908 


46276 


B 


15999 


58 


1526 





2051 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15909 


46277 


A 


16000 


3 


378 


GASPDLGGRVLGAGASAESPR 

UlvrrurorLuurrV rutyLAAr 

SLRDPWGLWAPVLQMTGSYEF 
KLNQPPEDGISSVKLSPHTLPSP 
GLSPSWET\SVRLYDV\PGNFM 
AVKYQVHTGARPGNGPF 


15910 


46278 


B 


16001 


83 


2851 




15911 


46279 


A 


16002 


296 


1186 


AENHPGP\LVVEGKMTAPERM 

KHESNYLRGTIAE\NLNDGLTG 

GFKGANFLLIRFHGMYQQDDR 

DIRA ERAEQKLEPRH AM LLRCR 

LPGGV1TTKQWQAIDKFAGENT 

1YG SIRLTNRQTFQFHGILKKN V 

1CPVHQMLHSVGLDALATAND 

MNRNVLCTSNPYESQLHAEAY 

EWAKK.I SKQLLPRTRA YAEI WL 

DQEKVATTDEEPILGQTYLPRK 

FKTTVVIPPQND1DLHANDMNF 

VAIAENGKLVGFNLLVGGGLSI 

EHGNKKTYARTASEFGYLPLEH 

TLAVAEAVVTTQRDWG 


15912 


46280 


A 


16003 


225 


386 


GLCIPVVRSPCQLWGQKC.PCM 
LRDEGRVFT*LSTKKNCPGNMR 
RKYETVDCRR 


15913 


46281 


A 


16004 


386 


739 


PLLIHWRFAT1EEADDHRLAAG 
ARTFQ/PLCGPPQAQAVWR*AQ 
* FQFADRFPASRWRRASSGRRF 
SRSGRARRCQSVAKRRRQIHEC 
GRSTPDCRCRMRQQYRCCRDA 
RRYQNRAPRR 


15914 


46282 


B 


16005 


10 


1468 




15915 


46283 


A 


16006 


3 


1267 


GRSRR**PPSAVPHD\PAVQRER 
DTQSLSVII*MQIYNFSNTTHLT 
N HNTFLTFHKTFTAETFQHIGP 
QPTTDTPYHTAEAYCCQLVKLI 

RRQALRRCWQGAAILKCNSKP 
TNHCTS 



2052 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15916 


46284 


A 


16007 


1 


1673 


MTP1CT VFRA LSRLPDLWHRS1 
GTLTEALPQTDKRQEQIAVALT 
SYSGLYGLGYGSKEIQLTYSGT 
ESGIWPFPYSPNATHKGCGRHR 
FACP1APHFLVIEPQSALGSCPSP 
VEVDPGGCVFGAIRLLVLRDAP 
SFSRLLNTLASGESLQGGPGFV 
GVSKVYAFLVVRNPTGTPMFT 
GTFE1PKWPTFPIPPVFGRLGSF 
VLQLQG PRSPGQCE YDRELVSG 
SRSVSSCLLVLGTLHLLSYKDA 
GVD1DAGNALVGR1KGVVKKT 
RRPEVMGGLGGFGALCALPQK 
YREPVLVSGTDGVGTRRRLAL 
VLKRFVF1GIDLVAMCGNDLVV 
QGAEPLFFLDYYATGKLDVDT 
ASAM1SGIAEEKSE1LDGSKVSD 
GDVLIALGSSGLHSNGYSLVRQ 
ILEVHRAAADDVLSDADAVSW 
RAPYQTSSGLRKKFNQGAVSFV 

L/LliL/oL. V Al^IVlVJN Y UrrUJJlJJV 
AV1PACAT APnriDVUfT TCnTPM 

APTWLLRAKKVI1ELNHYHDPR 
VAELADIVIPGAASRRNNGSIFH 
AMDRLGNPHVQ1DPEK\IVAVV\ 


15917 


46285 


A 


1 6008 


425 


595 




15918 


46286 


A 


16009 


315 


721 


QCFRALGGHRRIADRGEMQV 
WIEPGC/1NDLLKWLNALDEKY 

PCD T VAX/ A D CCT^tsJCl PACFAXIW 

i PA/TXFMPI CkT. T\1 PPIRPTT TIX4T I 

TJ+TPQVnFTAT T? *TTVNJ A A nnnV\ 
IK 1 I KjV I AJjIV IV^INAAOVJUU 

SLAGGIGIFTLVFFTLPAYAIRW 
LPR 


15919 


46287 


B 


16010 


652 


858 




15920 


46288 


A 


16011 


238 


2526 




15921 


46289 


A 


16012 


21 


522 


I PCCRSTRKTSG AGLSITSEQRR 
AAVSRISVTSSLLASAG/VRYRQ 
H H A RDR VRE RP VDKL/PR* * TPC 
SARLSLYGPSR*WW/MARVLIF 
VTLPVRSRIVTVSPMRIGFSNRII 
RPEIKLAKISCKPKPRPTPSAAT 
SHCNFDHSIP1IEKPTSPPISISRY 
LVMVVMA 


15922 


46290 


A 


16013 


2 


527 





2053 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codnn for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15923 


46291 


A 


16014 


1 


1734 


MVNGCDSTNASSYANVNGCDS 

TNASSYANGERCDSTNASSYA 

NGQRVRSTNASSYANGERVRL 

DNASSYAIGERVRLDERTSYAN 

GERVRLDERILLANGDRVRHHE 

RILERKATFNNSGTTCCRAVYS 

RVSAMTAPDKAFTPHRQRCRLP 

DATLARLIRPQIPAPS VGRI RRL 

RRIGNSANCLMRRLRVLSGHKF 

PHHPSMPNVSANGYRSFPFMAS 

YMTPFFGYLTAWSYCLCGCRW 

GSLKSPPLALCPVLVPGDGAVD 

TRIDAVALVALANLAAVRLYA 

KSSSAAGI1NFVVLTAALLAVT 

AACTVATYALRTGKNRQYRA 

MQSFRRSSIDNRVDTFFKGTGA 

LGISVTVIAVTCKSRLVYPIPVY 

TGLSLPQRPAVVKVNEGSMET 

K.DLIVI/GAG1NGAGIAADAAGR 

G/LSVLMLEAQDLACATSS/ASS 

KLI HGGLRYLEHYESACEALAE 

REVLLK/MAPHIAFPMRFRLPH 

RP/HLRPA WM IRI AEN 1 S/DFVEP 

KLCLPRMGTRESVLPGVCRNY 

ESTITSV1SVSPCERDMANYVPR 

HSAGYRRRFYPMTQPIKDAVEP 

VDQDWKAGKEMAASRS 
















15925 


46293 


A 


16016 


170 


371 




15926 


46294 


A 


16017 


216 


477 




15927 


46295 


A 


16018 




263 




15928 


46296 


A 


16019 




2862 





2054 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 




Nucleotide location oHast 
codon Tor last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15929 


46297 


A 


16020 




1567 


MKLNKAGFNVPESYSLLKMPP 

VGCLISALKKAEDRQEV1LRLF 

NPAESATCDATVAFSREVISCSE 

TMMDEHITTEENQGSNLSGPFL 

RVRAGESIKFFN VLLADTPG LDI 

DTMDKDVAHDSRSIQLAMLRD 

DEILTHPVFNRYHSETEMMRY 

MHSLERKDLALNQAMIPLGSCT 

MKLNAAAEMIPITWPEFAELHP 

FC PPEQ AEG YQQM1 AQL AD WL 

VKLTGYDAVCMQPNSGAQGE 

YAGLLAIRHYHESRNEGHRDIC 

LIPASAHGTNPASAHMAGMQS 

RKTAGICCVHLWAGFGKVAIIG 

AGPAGLQASVTLTTQGYDVTIY 

EKEAHPGGWLRNGIPQFRLPQS 

VLDAEIARIEKMGVP\1KCTTEV 

GNNTLTLEQVKAENRAVLVTVG 

LSSGSGLPLFEHSDVEIAVDFLQ 

RARQAQGD1SIPQSALI1GGGDV 

AMDVASTLKVLGCQAVTCVAR 

EELDEFPASEKEFTSARELGVSII 

DGFTPV A VEGN KVTFKHGDLR 

TAPFLGVADKRNKSAGNHP 


l5930~ 


46298 




16021 


— 


329 




15931 


46299 


B 


16022 


289 


334 




15932 


46300 


A 


16023 


1 


2991 




15933 


46301 


A 


16024 


418 


3156 




15934 


46302 


A 


16025 




2169 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


15935 


46303 


A 


16026 


800 


2406 


SSRRMFPPAIRLLLICLPARRWK 

SAL/GEEQLQNLQHISQEMG 1 SP 

SLFSTQPLWQIAMVLQATQAQ 

KLG LRA EYG 1DYQLLQA AKQQ 

H KPVIELEG AENQI AMLLQLPD 

KGLALLDDTLTHWHTNARLLQ 

QMMSWWLECEGGERERIFPVS 

KRMGKKLDAVFGDNHTASLTE 

TEEYRKSQVHFCICDKRERSSG 

N YQSIQG C RSA AFFIPSN STRTK 

RGESMYRMDKLTTGAAYGAS 

AGSILNGMLNAYSPEQWNAIG 

VLTTAAAGAEMNPTLRNKLVG 

AIVGGSGAITIAAVMLGNADGL 

EGRRYYAYQDVVGVWTVCDG 

HTGTD1RRGHRYTDKECDNLL 

KADLRKAIIYISGYSGTNGIRDS 

LLFSSL WLI PVFLFPKPJK1 1 AAVI 

GVAFSRFIASHLAVAFESDPEAE 

IRQLNSRRVELERALSNHENDN 

QQQRIQFEQAKEGVTALNRILP 

RLNLLADDSLADRVDEIRERLD 

EAQEAARFVQQFGNQLAKLEPI 

VSVLQSDPEQFEQLKEDYAYSQ 

QMQRDARQPGVCP 


15936 


46304 


A 


16027 


2336 


3105 


HGNAIALIASQTWRDHPVDLLL 
SLLVQSLT/GRLRELNQSLQKEL 
ARNQHLAERLLETEESVRRDV 
ARELHDDIGQTITAIRTQAGIVQ 
RLAADNASVKQSGQLIEQLSLG 
VYDAVRRLLGRLRPRQLDDLT 
LEQAIRSLMREMELEGRGIVSH 
LEWR1DESALSENQRVTLFRVC 
QEGLNNIVKHADASAVTLQGW 
QQDERLMLVIEDDGSGLPPGSG 
QQGFGLTGMRERVTALGGAFH 
I SCLHGTRVSVSLAQRH V 


15937 


46305 


C 


16028 


1 


1374 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15938 


46306 


A 


16029 


1298 


2896 


GAFTCCATAGGCMN1RRKNRL 

W1ACAVLAGLALTIGLVLYALR 

SNIDLFYTPGE1LYGKRETQQM 

PEVGQRLRVGGMVMPGSVQR 

DPNSLKVTFTIYDAEGSVDVSY 

EGILPDLFREGQGVVVQGELEK 

GNHILAKEVLAKHDENYTPPEV 

EKAMEANHRRPARPSIMMPEIG 

NGLLCLALGIALLLSVYPLWGV 

ARGDARMMASSRLFAWLLFMS 

VAGAFLVLVNAFVVNDFTVTY 

VASNSNTQLPVWYRVAATWG 

AHEGSLLLWVLLMSGWTFAVA 

1FSQRJPLDIVARVLAIMGMVSV 

GFLLFILFTSNPFSRTLHLAYPN 

RCQPINWRGRHLVWYLLLFV1S 

LWLQLGLPDELSRFTPFCLALPI 

IALAWHYGWQGALIATLMNAI 

ALIASQTWRDHPVDLLLSLLVQ 

SLTGLLLGAGIQRLRELNQSLQ 

KEL A RNQHLAER VLETEQS VR 

RDVARELHYD1GQT1TAIRTHA 

G1VQRLAADNASVKQSGQLIEQ 

LSLGVYDAVRPLLGRLRPAQLD 

DLT\LEQA1PLT 


15939 


46307 


A 


16030 


15 


277 


KIGQKAPLGEARGGERTASRTA 
KNFGYEEMLSELEA/HRRG/WL 
KR V * PRM KLPPE A L VETFI AQLF 
DAPSQIMPLTSPIILLIAIEMGS 


15940 


46308 


A 


16031 


1 


2916 




15941 


46309 


A 


16032 


1 


2862 




15942 


46310 


A 


16033 


1 


3099 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15943 


46311 


A 


16034 


1 


1567 


MKLNKAGFNVPESYSLLKMPP 

VGCLISALKKAEDRQEVILRLF 

NPAESATCDATVAFSREVISCSE 

TMMDEHITTEENQGSNLSGPFL 

RVRAGESIKFFNVLLADTPGLD1 

DTMDKDVAHDSRSIQLAMLRD 

DEILTHPVFNRYHSETEMMRY 

MHSLERKDLALNQAMIPLGSCT 

MKLNAAAEM1PITWPEFAELHP 

FCPPEQAEGYQQMIAQLADWL 

VKLTGYDAVCMQPNSGAQGE 

YAGLLAIRHYHESRNEGHRD1C 

LIPASAHGTNPASAHMAGMQS 

RKTAG1CCVHLWAGFGKVAIIG 

AGPAGLQASVTLTTQGYDVTIY 

EKEAHPGGWLRNGIPQFRLPQS 

VLDAEIARIEKMGVPMKCTTEV 

G\NTLTLEQVKAENRAVLVTVG 

LSSGSGLPLFEHSDVEIAVDFLQ 

RARQAQGD1SIPQSALI1GGGDV 

AMDVASTLKVLGCQAVTCVAR 

EELDEFPASEKEFTSARELGVSI1 

DGFTPVAVEGNKVTFKHGDLR 

TAPFLGVADKRNKSAGNHP 


15944 


46312 


A 


16035 


367 


849 


NNFCSTTSHHGQHHHTDHRCG 
EQNVCHRDAICQTLFRTTKDDS 
NFICLIEAQSACHKDVNYNHDS 
QKNAADHHDKQQ*SPANFMPD 
TINDGFAERCINHQQNGRLVSF 
RNPFFIARHPVTNPRPGKMPQH 
KRQQQLQHNFTDLLKAAPCTV 
N1HHQTNQQW 


15945 


46313 


A 


16036 


1 


1066 


MHQRPRTRN A V EQHRFSRQLY 
YALHAFEITIPPLRMRRGSIPAL 
VNNKLRSLEKRFSTRLKIDDDA 
LARLVSCAWPGNDFELYSVIEN 
LALSSDNGRIRVSDLPEHLFTEQ 
ATDDVSATRLSTSLSFAEVEKE 
A1INAAQVTGAFPWWLGDVKL 
TIPLTLGMVAAALTDLDDRLAG 
RLRNLIITLFCFFIASASVELLFP 
WPWLFAIGLTLSTSGFILLGGLG 
QRYATI\AFGA\LLNAIYTMLGT 
SLYEHWYQQPMYLLAGAVWY 
NVLTLIGHLLFPVRPLQDNLAR 
CYEQLARYLELKSRMFDPD1ED 
QSQAPLYDLALANGLLMATLN 
QTKLSLLTRLRG DRGQRGTRRT 
GIL 


15946 


46314 


A 


16037 


1 


951 




15947 


46315 


A 


16038 


576 


669 





2058 



WO 01/075067 



PCT7US01/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for lust amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15948 


46316 


A 


16039 




1047 




15949 


46317 


A 


16040 


2 


425 




15950 


46318 


A 


16041 


148 


1052 


RARRGVSVKAKKQETAATMK 

DVALKAKVSTATVSRALMNPD 

KVSQATRN RVEKAA RE VG YFP 

QPMGRNVKRNESRTILVIVPDIC 

DPFFSEIIRGIEVTAANHGYLVLI 

GDCALQIQQEKPF1DLIITKQIDG 

MLLLG SRLPFD A S 1 EEQRNLPP 

MVMANEFAPELELPTVHIDNLT 

AAFDAVNYLYEQGHK.RIGCIA 

GPEEMTVLCHYRLQGYVQALRR 

CGIMFCRFTAEGVQEIDYKDIA 

TLKNYITESGGVTELIHFFIAEY 

SDNQRANAGGGVEDEDIEVLES 

LRLNENHA1KERCRS 


15951 


46319 


A 


16042 


3 


741 




15952 


46320 


A 


16043 


237 


1542 


FHRLWTGRFLPSPPSRRGTDNA 

AGRTKMPPSPVIF/WFALAQFV 

GVKHSRS1PFAAVRSHKARIRSI 

SRSDVATSILPQLS*RMPF*SQK 

AL V ARFPA RQNC AFRLPG V */L 

DPGMDHAAVVARLVTGRGG1V 

WFGRDFYRSVDD1HFGAWGDL 

AKECFDIVIPQTNTARTYPHAN 

AEIGVRTMKQINAAIGRQTNRM 

MAHWVIRSSRHYRRQLNSLCF1 

TGADVCRWFPQH1VPGRDSVA 

HVVVQHV1TYRLLRGLLHFAG 

DGGVNAITVFIGTFAITVIHLLA 

HHFAQVRRRESNLRRV1VSVNR 

LSACLIELLLGDIPFIQHPRQHD 

VTPRDGTIHRVERVEGGRRFRQ 

PGYHRHFVQRQLVDRFSEIDLC 

RSTDTIGAVTKVNLVQIKLEDL 

VFRQQLFNANREEDFLNLTHQR 

AFWTEEEVSRQLLGNGTCPL 
















15954 


46322 


A 


16045 


104 


349 


RSAASPWKTRKALVCCSAVVIS 
PALKISMIVT1SVQAHG*LRKGS 
GVKAALSWWKFQPTMKPTITS 
SLTGRRISCRSRVKR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


15955 


46323 


A 


16046 


1056 


2373 


GPRLVQRSDHRPHDANYRQYL 

AGLSVHDDPLHGLAEVTIPDDL 

YEASAMDGAGPFQNFFKITLPL 

LI KPLTPLM 1 AS F AFNFNN F VL I 

QLLTNGGPDRLGTTTPAGYTDL 

LVNYTYRIAFEGGGGQDFGLA 

AAIATLIFLLRIPRRTTALQGMR 

SNLNMESSRWARANRRLKAIN 

TLSLTLITQSCETYLIQNTRPELI 

TDTFREFFDTPVETAQDVHKQL 

KRLRRVIAWTGERETPVTIYSW 

VAAATRYQLLKRGVISNTK1NA 

TEEEILQGEPEVKVESAERHHA 

MVNFWRTTLSCILGTLFWLWT 

GWTSGSGAMVMIAVVTSLAM 

RLPNPRMVAIDFIYGTLAALPY 

GGGRPVAVGVFYGGCYCTRDG 

LTRAPPPNAAPTAARYGPRTTP 

RTLRKG1TDVRCEKRHHQRQA 

RNAGYQTVFSDLDRLRHPALR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


iNucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15956 


46324 


A 


16047 


1 


2581 


MVLMGLAQN1WQFLILRALLG 

LLGGFVPNANALIATQVPRNKS 

GWALGTLSTGGVSGALLGPMA 

GGLLADSYGLRPVFFITASVLIL 

CFFVTLFCIREKFQPVSKKEML 

HMREVVTSLKNPKLVLSLFVTT 

LIIQVATGSIAPILTLYVRELAG 

NVSNVAFISGMIASVPGVAALL 

SAPRLGKLGDRIGPRKILITALIF 

SVLAVIPIRHFEMRSKESRPSAW 

VTPKG EWGKG S VEL VEIPTNDE 

TNDNI V A Y WTPDQLPEPGKEM 

NFKYTITFSRDEDKLHAPDNAW 

VQQTRRSTGDVKQSNLIRQPDG 

TlAFVVDFTGAEMKKLPEDTPV 

TAQTSIGDNGEIVESTVRYNPV 

TKG WRL VM R VK VKD A KKTTE 

MRAALRVWNK.PGQNHQHLGN 

GFYGQVYGGYLETMFGGAGAE 

VLYRPLDSNWAFGLDANYVKQ 

RDWRSAKDMMKFTDYSVKTG 

HLTAYWTPSFAQDVLVKASVG 

QYLAGDKGGTLEIAKRFDSGV 

VVGGYAT1TNVSKEEYGEGDFT 

KGVYVSVPLDLFSSGPTRSRAA 

1GWTPLTRDGGQQLGPGYTDLL 

VNYTYRIAFEGGGGQDFGLAA 

ATA TI IPI I VAI1V4FPT I A/IWAIC 
LKl^OiNr A 1 OSLlrtvl^ WLJrl Wiv 
LALGFSVEQADGRITPPPFPVLL 
WLWNS VKVAG1 SAIGI VALSTT 
CAYAFARMRFPGKATLLKGML 


15957 


46325 


A 


16048 


1 


765 




15958 


46326 


A 


16049 


869 


1012 


MAISFMMSCFVT*VAANSAILL 
SMSWRA*SNSNGP*LANSILLS 
AAC 
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SEQ ID 

NO: 


SEQ ID NO: 
uf peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15959 


46327 


A 


16050 


1 


1854 


MTLSCNSTDFEKTVTSVPALPD 

VVSDSDMSLNALSVTLADNVQ 

LSFRRDSYSGQPSVIYTTPQRPT 

AGSEDAPVWPEAFTEDVRHNR 

PPYPVIPRATRPA CLARE RMAM 

YMRPQIKTIGKAPAEEALSNPR 

MQGPQLSSAST1PVTPFHWLFG 

SHAAGHFSQHAHRTALTGHFS 

HLATTLKGLALEGNAIFTITRFT 

RPYGHKNTTPHSPLCSAPHSPIF 

NSRRKVYGQHGPQWWAFIHSH 

RPGGSSHSSILHCFALVCPGLVV 

QRDTPHPIIRPALCPP1AIAFSLSL 

WLGNPSFPSGTQHLQGPKTFQQ 

QASPSSKVCPKRLICTVIPQQRV 

ASHHHFHGHNRYYQLGLPVQH 

CTLQGVIRATHFIPRTARNQISH 

VSWGAGPAHSDSQGKQDLE/H 

EP1KPLDNSEKASKV/SQALETV 

TTTAEKVQRQ/PVIAHLIRATER 

FNDR/LGN QFG GF VL AS/HPM LL 

QDI FDKJ LQN IS/DPTL A ATLKNT 

INTAVHSHLVPAGADGIFLLLRP 

FDAVCAAW1ATAEYKDYPGMP 

GKTHLK1RLMRRERLIGIRFYSG 

LLPGTKAPYSRTLAFKRVLHTA 

LSLHLGLGKTCTTGFELCSLTLL 

EYASNAFTYWPDWH1NRIKNK 

N 


15960 


46328 


A 


16051 


249 


724 


EKVKK.TQRKE1ENVTN1TGVRQ 
1ELWRRDDLQHPRLDEVAEEVP 
VALVYNG1SHVVMMASPKDLE 
YFALGFSLSEGD/I1ESPRDIFGM 
DVGVPCACNGLEERRRALDG/R 
TVAGCGVCGVEQ/LLNDIGKPV 
QPLNPFTQT/FDLNKLDDALRHL 
NDFQPVGN 


15961 


46329 


A 


16052 


71 


408 


RYLSTASQTNSIQIGAGLSRSRA 
FTTFGSKG I LLSHTSVFIPRDRCT 
SFSMMPTCSASLTSHCPFQMTS 
LLSSHHP/FKKKKFGTxKTGHCL 
CPSLNCLPCCFSQIM VIKQVI L 


15962 


46330 


A 


16053 


668 


905 


CLH VLHHLTS HCPFQMTKP Y ST 
IHFLPRMTSLLSSHHP/FKKKKF 
GTvKTGHCLCPSLNCLPCCFSQI 
M VI KQ VILEKKKK 


15963 


46331 










ARLLFMDLLDERTLVAVERPL\ 
VTSLLSSHHP/FKKKKFGTAKTG 
HCLCPSLNCLPCCFSQIMVIKQV 
ILEKKKKTK 


15964 


46332 


A 


16055 


1 


1011 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 




Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


15965 


46333 


A 


16056 


191 


631 


NLLRGNKMATQSSPV1TDMKV1 
PVAGHDSMLLN1GGAHNAYFT 
RNIVVLTDNAGHTGIGETPGGD 
VIYQTLVDAUPMVLGQEVARL 
NKMVPQVHKGNQAADFDTFG 
KGAWTFELRVEAGAGLEARLL 
DLLGKALNVSGCELLGHGS 


15966 


46334 


A 


16057 


2 


335 


GARQQQKFVLIAGGFP*QLL*T 
NAVIGREFRNVQECIGLHTAGF 
ANAVTKHFGKCAIALHNMAFR 
1EDNHRSVEMVNGNNQLSGLFF 
LRHFYAG1PYQRQVINFPLGAH 


15967 


46335 


A 


16058 


736 


910 


RVSTPRATGTVPQRDYPLSVVA 
TG*PDSFHTYLFVRTY*K*V*VL 
A YLNTRQN DGDFP 


15968 


46336 


B 


16059 


17 


1699 




15969 


46337 


A 


16060 


3 


440 




15970 


46338 


A 


16061 




564 




15971 


46339 


A 


16062 


1 


1062 




15972 


46340 


A 


16063 


203 


425 


LNNW1ISWLLHMMCLMKVAN 
CFRS*DRRELAVSAFFVLL*AM 
RLRRSSSGFLANLAHLQKMKL 
NSSTYVPPTKH 


15973 


46341 


A 


16064 


402 


713 


RGVAISLGQSKSHGYIHFQVAQ 
REPEILG\DS1KAVRWCSLHGRL 
M***M*RDLKQWFSAPEA*VSL 
GTLCVIGQKAVGSLALMSWEP 
TPRPMGLLSTSRTLYS 


15974 


46342 


A 


16065 


944 


1305 


LPLWF1SALRLAG1AVWCVLST 
GFEQIRM1KAFGLEDRQSAL/FA 

A 1 J A I I j K K \ JV1 tv V A t\/l J J/VKT 

DPTIGWPSSLGLLFSNRTPWVPF 
PFFFQVPQ\LHTFIRGILIWKTFP 
FWIFPFPASSW 


15975 


46343 


A 


16066 


1 


756 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15976 


46344 


A 


16067 


50 


1191 


CLT1AVFFPAPQCPEMFS1PCHT 

ARDGERAASMIQDYIFCFFSASF 

MKLKPERMHSHERAQTSDMLK 

DCRRHLPIGILMAGGMFAVLRK 

KHQGQTFIERPRISLTCMLPSW 

ATFLWLFTRIGQVLVTCLLMSR 

ECFVN E/VQ VI ATV VS VNPQ VN 

PDIVAM 1G AS AALSLSGIPFNGPI 

G AARVG Y 1NDQY VLN PTQDEL 

KESKLDLVVAGTEAAVLMVES 

EAQLLSEDQMLGAVVFGHEQQ 

QVDSRGSPIKGNRTCDNYIVIEG 

LIDYVNDMIENVSEEAFCVENR 

IMRHSDHHSC1VVRCLSLFALD 

LVLVVIAVSVVNPCLLEVTRLR 

AASIVSQPNLNISDTWGIGAILY 

GAYTCSCIADPHKMMSSGPMY 

SHSCVEK 


15977 


46345 


A 


16068 


401 


1518 


LILFMST/ALLDAVVKKNRVRLI 

PYMLALYVLAFLDRSNIGLAKQ 

TYQIDTGLSNEAYALGAGIFFV 

VYAFLGVPANLLMRKLGARTW 

IGTTTLLWGFLSAAMAWADTE 

AKFLIVRTLLRAAEAGFFPGMI 

YLTSQWFPQRNRASI MGLFYM 

GAPLALTLGSPLSGALLEMHGF 

MGHPGWFWMFVIEGLLAVGA 

G VFTFF WLDDTPEQA RFLSKQE 

KTLLINQLASEEQQKVTSRLSD 

ALRNGRVWQLA1IYLTIQVAVY 

GLI FFLPTQ VA ALLGTKVGFTA 

3VV 1/vIrWVrtALrUI WLlrKl o 

DKSAAK.RYTRPHRECGYFSAPY 
HPPKKVRNNAPHSGPGP1CLIRL 
R VRVRPN LGIE VYKH DSPPNN A 


15978 


46346 


A 


16069 


283 


822 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15979 


46347 


A 


16070 


1 


1400 


MTDLIQRPRRLRKSPALRAMFE 
ETTLSLNDLVLPIFVEEEIDDYK 
AVEAMPGVMRIPEKHLAREIER 
I AN AGIRS VMTFG I SH HTDETGS 
DAWREDGLVARMSRICKQTVP 
EM1VMSDTCFCEYTSHGHCGV 
LCEHGVDNDATLENLGKQAVV 
AAAAGADFIAPSGAMDGQYDV 
FVRNENYWGEKPAIKKITFNVI 
PDPTTRAVAFETGDIDLLYGNE 
GLLPLDTFARFSQNPAYHTQLS 
QPIETVMLALNTAKAPTNELAV 
REALNYAVNKKSLIDNALYGT 
QQVADTLFAPSVPYANLGLKPS 
QYDPQKAKALLEKAGWTLPAG 
KD1REKNGQPLRIELSFIGTDAL 
SKSMAEI1QADMRQIGADVSLI 
GEEESSIYARQRDGRFGMIFHR 
TWGAPYDQRPSQSKRVRQR*F 
QAQQD*MKKPTQSKWNRATR 
VRGGREILTKFVLTAPLKWLKR 
SNSRRVSFAG 


15980 


46348 


A 


16071 


592 


1427 


IPIGVTPCFSTLRRTLFALLACAS 
FIVHAAAPDE1TTAAWPVNVGPL 
NPHLYTLNQMFAQSMVYEP\LV 
KYQADGSVIPWLAKSWTHSED 
GKTWTFTLRDDVKFSNGEPV\D 
AEAAAENFRAVLDNRQRHAW 
LELANQ1VDVKALSKTELQ1TL 
KSAYYPFLQELALPRPFRFIAPS 
QFKNH ETMNG IKA PIG TAQPWN 
LQESKLNQYHGFGRNENYWGE 
ICPAIKKITFNVIPDPTTRAVAFE 
TGDIDLLYGNQRLLPLDTFARF 
SQNPVYHTQLSQ1WNQ 


15981 


46349 


A 


16072 


1 


1071 




15982 


46350 


A 


16073 


585 


1072 


RPARD V PLPIRGLQPSLRGPQQL 

PEKPA VE VRLDKWL W A ARF YK 

TRALA\REMIEGGKVHYNGQRS 

KPSKIVELNATLTLRQGNDERT 

VIVKAITEQRRPASEAALLYEET 

AESVEK.REKAMSPRGPPFVGAP 

KNPRGFLKLNALTMPHPDRRP 

DKKERRDLLR 














Aon 1 LAKA^L o/roLL I l^t-INl^A 

HNQMPASELKASEIPFHPSIKTQ 
DPKAEEKSPRSKR*L*QRQVLP 
DPAADLSVKPPGPLMLPLCYLS 
GPADITVLKASQDGLIIA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15984 


46352 


A 


16075 




2111 


MNTPLQSAHTHLTLVEFIAYLV 
SDSPFPAASTLSLPTCNFDPCPT 
KLGAGTMPPAAAGGQRRPHAA 
PPA A YPH RN K.VRA AE A RTSR A 
VRREYEAGDEASGRRGRGGRM 
KSVQNARADRGMWVRERRAV 
VRGQENTVVVFAAAASPESDFL 
QIVLRDIAREMVPEYKSDLQPR 
TQMDAKK.PRKCDLTPFLVLKA 
RKKQKFTSAKHLWVQRKGKG 
VEDHADWQGQIWVGVEGKSA 
EGQGLNLTGAFNRSPENKVSPQ 
GPALNALEIDSSYLDPQALALP 
QGWQGLLFPPLLGTELVGSKLS 
VQIQKPPSNIKNSRMTQVFHKN 
TSVTSLPFVDTKGKKNTVSFPHI 
SKKVLLKSSLLYQVSADGLDPE 
KAGERPGFSPKPVLERPRIVGKS 
TVAAEEENQAHNQMPASELKA 
SEIPFHPSIKTQDPKAEEKSPKK 
QKVTLTAAEALKLFKNQLSPYE 
QSEILGY\PELWFLGLEAKKLDT 
APEKFS K.TSFDDEHGF YLK VLH 
DHIAYRYEVLETIGKGSFGQVA 
KCLDHK.NNELVALK11RNKKRF 
HQQALMELKILEALRKKJDKDN 
TYNVVHMKDFFYFRNHFCITFE 

I I fTMT VP i \4k r xrKT\Ttror , cci CI 
LLOllNL* I oLlVlKJNlNJNr^Ur L3l>C>i 

VRRFTLSVLKCLQMLSVEKIIH 
CDLKPEN1VLYQKGQASVKVID 
FGSSCYEHQKGHLPSRLRSAVT 
TTSMILNKVLRFSEPKLPHLQFE 
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SEQID 
NO: 


SEQIDNO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15985 


46353 


A 


16076 


28 


1327 


GYKMPVITLPDGSQRHYDHAV 

SPMDVALD1GPGLAKKPLV1RQ 

G A AG LMAKLVDACDLI END AQ 

LSIITAKDEEGLEIIRHSCAHLLG 

HAIKQLWPHTKMAIGPVIDNGF 

YYDVDLDRTLTQEDVEALEKR 

M H EL A EKN YD V 1KKKVS WHE A 

RETFANRGESYTVVSIVEENSAD 

DDKPGLYFHEEYVDMCRGPHV 

PNMRFCHHFKLMKTAGAYWR 

G DSNNKM LQRI YGTA WPDKKA 

LNAYLQRLEEAAKRDHRKIGK 

QLDLYHMQEEAPGMVFWHND 

GWTIFRELEVFVRSKLKEYQYQ 

EVKGPFMMDRVLWEKTGHWD 

NYKDAMFTTSSENREYCIKPM 

NCPGHVQIFNQGLKSYRDLPLR 

MAEFGSCHRNEPSGSLHGLMR 

VRGFTQDDAHIFCTEEQ1RDEV 

NGC1RLVYDMYSTF\GFEKIVV 


15986 


46354 


A 


16077 


1692 


1776 




15987 


46355 


C 


16078 


1 


1341 




15988 


46356 


B 


16079 


83 


373 




15989 


46357 


A 


16080 


2 


64 




15990 


46358 


A 


16081 


1695 


2293 


EMISNPFIPSS1LPLAKIRNIGIMA 
HIDAGKTTTTERILYYSGYTRSL 
GDVDDGDTVTDFMAQERERG1 
TIQSAAATFEWKGYRVNLIDTP 
GHVDFTLEVERCLRVLDGAVA 
VFDASAGVEAQTLTVWRQADK 
HNIPRIWFLNKMDKTGASFKYE 
VIT1SSLQKSGITKLCFFCVLKLV 
SQERCQASKCNKIEGQRFNQ 


15991 


46359 


A 


16082 


1 


2901 




15992 


46360 


A 


16083 


1196 


1740 


FWLKAMPTIVTASPRWFSC/LR 
EIRSAASAIASTAIQQAIARPSTV 
1ATTLLSNSHGNSSDSTSVEMK 
A I INKLRILRGRSRPQRTRG PTPS 
SSANGTISQVNMVLKNGSPIEIL 
PSPSCLCTNGSSVPSNTTSIAAT 
SKTLFANSKDSRDHSALFTRER 
TLCPRAANSSSEPANHQHHKGE 
D 


15993 


46361 


B 


16084 


49 


398 


















15995 


46363 


A 


16086 




2184 




15996 


46364 


B 


16087 


311 


4963 




15997 


46365 


A 


16088 


12 


335 




15998 


46366 


A 


16089 


1034 


1400 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15999 


46367 


A 


16090 


1767 


2973 


SGARRLAG*KPGNAVSAAPFYP 
YARPV/SMISPMLIPC*CWKC/D 
PAAK.RQFRERTAVRCVAQFVD 
VGKL1PFWGLCVGIYATNSAET 
FLHRVVQLLNDSVEHTLQDA1T 
IRDEDFTATPSPADEVAYIQLSG 
GTTGTPKLIPRTHNDYYYSVRR 
SVE1CQFTQQTRYLCAIPAAHN 
YAMSSPGSLGVFLAGGTVVLA 
ADPSATLCFPLIEKHQVNVTAL 
VPPAVSLWLQALIEGESRAQLA 
SLKLLQVGGARLSATLAARIPA 
EIGCQLQQVFGMAEGLVNYTR 
LDDSAEKIIHTQGYPMCPDDEV 
WVADAEGNPLPQGEVGRLMTR 
GPYTFRGYYKRSSVLGKGSDCS 
FGVFLPGLLPSASSVRRDSNVSI 
RNVVSL1NSSRWKSGFTWHDN 
VLQLDGSFPLT 


16000 


46368 


A 


16091 


845 


1920 


YPMMRK/RLMKLWREAKALHS 
DPFEPWA SII EDADKAKSSKQ A 
RGRGGFVRSSWQEVNELIAASN 
VYTIKNYGPDRVAGFSPIPAMS 
MVSYASGARYLSLIGGTCLSFY 
DWYCDLPPASPQTWGEQTDVP 
ESADWYNSSYI1AWGSNVPQTR 
TPDAHFFTEVRYKGTKTVAVTP 
DYAEIAKLCDLWLAPKQGTDA 
AMALAMGHPPERESGRYRLIPV 
PASGYPPDPAPEWDQFPHVHEL 
CDTANGCPLPELASPAGYTSSIN 
RVSTCVSTLAK.SSYRSRVRVKR 
LRRRFNGGVHFRRVVAVVIDQ 
HC RTAFT1H WLQREFTEEIKTAT 
SPLEAFKRPQNSLVVNALFRSN 
RNAAAAFSAL 


16001 


46369 


A 


16092 


1 


209 


VSFMIIAALMMMGIDTGWLLV 
A AGF VG AI V 1 AS/ARPGRN SKRL 
1ALISAIGMSIFLQNYVSLTEGSR 
DVA 


16002 


46370 


A 


16093 


194 


657 


CLDHLRAVQSLRLPLSVPAAM 
RPGAAIGYTMVYGIIGMIN/FAH 
GEVYMIGSYVSFMIIAALMMM 
GIDTGWLLVAAGFVGAIVIA/S/ 
AYGWSIER/VAYRPVRNSKRLI 
AL1SAIGMS1FLQNYVSLTEGSR 
GLATEMFLEKGDNGTEDGRAR 


16003 


46371 


A 


16094 


1 


3303 




16004 


46372 


A 


16095 


3 


5071 




16005 


46373 


B 


16096 


144 


326 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last am ino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


16006 


46374 


A 


16097 


282 


599 


1PVSISGCHLAGAGTQTASGVP 
VHPHGHLAHQRQSFIGNTKTEC 
WPISSVPPHHW*A**TDIGAGSG 
DDQRVLDVWWNWRTKE*P*W 
W*PTNGLCRKVANRQAAR 


16007 


46375 


B 


16098 


1 


276 




16008 


46376 


A 


16099 


812 


1084 




16009 


46377 


C 


16100 




1608 




16010 


46378 


A 


16101 


173 


504 


SADSKPVLPRTSASLVSASCSTR 
CGLRQ ASMESNNLTMVFGFS IG 
KVWMRS*NSATSLAKSRISFGT 
RRRWHSCSTN/SNTRRAMTMM 
TRPEFWRRQPCGLSIAAIESVIK 
V 


16011 


46379 


A 


16102 


1 


816 




16012 


46380 


A 


16103 


742 


1182 


PAFIECSKAQENNHKGNCYQSG 
SLVSR*AFLIRHTRPVITNARR*F 
*RKVFHQRHGIAGTGSWRGFPL 
NLH*RQTVVAFQSRRAIHPM*S 
GKGREWHHFAVGAADIKFIDIF 
WQHTEFGIRLNTRRAMTMMTR 
PEFWRRQPFTEIVA 


16013 


46381 


A 


16104 


550 


884 


KRYGMAASFHSGEITTHRTPAP 
W RM V VM S PARSM AH DL AQTA 
WRG/APRPLPDTLATMTPQAY/ 
NSIQYDAEKSLWHNVE/NRQLD 
AQFFHMGMGFRRRTLWAGITN 
AQVCGWTA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16014 


46382 


A 


16105 


2363 


2856 


MLTLWSSPTTTRRWRWAASSV 

ANTLA*MTLSMAAMLSPQVDV 

RFATLCHDLGKGLTPPELWPRH 

HGHGPAGVKLVEQLCQRLRVP 

NEIRDLARLVAEFHDLIHTFPM 

LNPKTIVKLFDSIDAWRKPQRV 

EQLALTSEADVRGRTGFESADY 

PQGRWLREAWEVAQSVPTKAV 

VEAGFKGVEIREELTRRRIAAA 

SDTIPQLNEHD1HRRRHNKAIN 

GERDQRNALNQLQEGFNRYQR 

HHKSGDQPNGKHRDIAACQEA 

PALVEIERRCAHHHRHRQQERK 

SEQHAARFGIANGDLVRVWNK 

RGQ1 LTGAVVTDGIKKGVVCV 

HEGAWPDLENGLCKNGSANVL 

TADIPSSQLANACAGNSALVY1 

EKYTGNAPKLTAFDQPAVQAN 

TRPLRLARNQHRAFRCRITFHR 

FTRIMWVEEIGQRFGNHPFGRV 

RIQDSLCVCGALRYISATFN V W 

RKRA VTCVRSFG SDFTGSPPLR 

APKGESIRRLLALREAGIIHILAL 

GEDYKMEINESRTVLKTEDNSY 

SFDVFIDARGQRPLKVKDIPFPG 

LREQLQKTGDE1PDVGEDYTLQ 

QPEDIRGRVAFGALPWLMHDQ 

PFVQGLTACAE1AAACGPFDKD 

RIEGG1VVRMAKEGETLVLLDG 

TEAKLNADTLVIADHNKALAM 

GGIFGGEHSGVNDETQNVLLEC 

AFFSPLS1TGRARRHGLHTDAS 


16015 


46383 


A 


16106 


390 


636 


KFLSFRPDRVCVACAEEARAGL 
CLRQCITGHPEACLA1PVLVCVE 
CWGGTDADQPVAVFPSRFSQV 
SPDRGT*QWLCWKFL 
















16017 


46385 


A 


16108 


142 


243 




16018 


46386 


B 


16109 


275 


919 




16019 


46387 


A 


16110 


1 


693 


If 1 


16020 


46388 


A 


16111 


522 


714 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
liod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16021 


46389 


A 


16112 


1 


900 


STCSSRSHLHLIQASPILPNYVA 
TAVAARJ1ADVQGISDTCVIAQP 
SPPHPGALRTLVFTTDEPETPQP 
PGAAGFQLVQKKQVQLHNVLY 
VMTPHAFAQGTVTIYLPGEQQT 
LSVAPLKNVVQLVTQQHLRDR 
LWWPGAFLTDFAAKVKALKD/ 
YPNHVMAQRASGEAEADDDV 
AATIKS VRQQLLNLN 1TGRLPV 
KLDPDFVRVDENSNPPLVGDYT 
LYTVQRPGTEQGSFKVKRARA 
RVRQTRAPLFGPKSPAPEHMES 
ELEFELIGPSKSTSGNPRGLRSE 
RPVLFCLYPEMPTAAAR 


16022 


46390 


A 


16113 


150 


649 


NALLGTCPGTARFPGTGSAPTL 
HPDASRSGRGRAACPRSAQWS 
PRPWQSVAGLAWLGAHWGSR 
STSRTAETTASKRGHPRSPAAQ 
LPPGPRPPRAPQLQRALQSVHP 
LS PRP APL A/EPKLTA AC W AE A 
VK.1TTVRYSDSCSRLLTDLGKP 
VQSMLLKDIRKVYNWQ 


16023 


46391 


A 


16114 


153 


740 


THQLFLPPHHQEI SQTTWLS A A 

WPRHTCAHSLSPLQPPVPFSRP 

HVPLPGPSKTWSDGPRLQSLPG/ 

RPSERTPRR/CRSASGQPPHLGG 

EERLCLAAPSGRICHCEGDDES 

PL1TPCHCTGSLHFVHQACLQQ 

WIKSSDTRCCELCKYEFIMETK 

LKPLRKWEKLQMTSSERRKIM 

CFSDIPRHCRPMCGLVLVCAH 


16024 


46392 


A 


16115 


1 


1194 




16025 


46393 










iKji AKyKr Vr ALU W W 1 IN V jAo 

TAPP1ILPSITGSRLAVIKWLTVS 
AGKLSALLCASCQK.GG/VGEM 
ANGNGERNHKQTGDTVLTPPQ 
H YRKI YQPI A ARSCIRC VCG S 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16026 


46394 


A 


16117 




1782 


MAGIRSTLIKEKNMITNYEATV 

VTTDD1VHEVNLEGKRIGYVIK 

TENKETPFTVVDIDGPSGNVKT 

LDEGLSLLLSLVSIVV1MKLFYQ 

YEQRFGMRSTSLLNVIGSNTIAI 

YTTHRILVEIFSLTLLAQMNAA 

RWSPQVELTLLLVYPFVSLFICT 

VAGLLNLTTVMPEQYRYTLPV 

KAGEQRLLGELTGAPCATLVA 

EIAERHAGPVVLIAPDMQNALR 

LHDEISKFTDQMVMNLADWET 

LPYDSF\SLHQDNYLLVAFQPFY 

QLTDDA A VG VLI VPVNTLMQR 

VCPHSFLHGHALVMKKGQRLS 

RDALRTQLDSAGYRHVDQVME 

HGEYATRGALLDLFPMGSELPY 

RLAIGVNVAQAEVLNLESGAK 

QVLQETFGYQQFRPGQEEIIDT 

VLSGRDCLVVMPTGGGKSLCY 

QIPALLLNGLTVVVSPLISLMKD 

QVDQLQANGVAAACLNSTQTR 

EQQLEVMTRPR1GDGTGALRK 

RVAQLAFKNQPMMVGNWAQS 

ILHGGVIASALDVAAGLVCVGS 

TLTRHET1SEDELRQRYRGWGP 

L1FALI1CAQAGASVLLLLVACC 

VQAIKSPSPALNYTMKNSFILPV 


16027 


46395 


A 


16118 


380 


1431 


TALLIRDMPPYVEAYPNENLTT 
VMPEQYRYTLPVKAGEQRLLG 
ELTGAACATLVAEIAERHAGPV 
VL1APDMQNALRLHDEISQFTD 
QMVMNLADWETVLPYDSFSPH 
QDI I SSRLSTLYQLP1AIQGG VLI 
VP VNTLMQRVC PH SFLHGHAL 
VMKKGQRLSRDALRTQLDRAR 
Y RH VDQP AH AGGKVLEMI V VG 
IATWLGFLLFGLNYSLLLAVLV 
GFSVLIPYIGAFVVTIPVVGVAL 

DGNLLVPVLFSEAVNLHPLHHR 
EQIGGNKMADRQCRK1VCATV 
RQLPEGGRGEMANGNGERNHK 
QIGDTVLKATGSKQGDGQNHG 


16028 


46396 


A 


16119 


1 


940 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16029 


46397 


A 


16120 


114 


1380 


NRVHCRRCSGGDTGVSHLKGI 
NVKYRYELTDSVGVMASLGFA 
ASKKSSTVMTGEDTFHYESLRG 
RYVSVMAGPVLQISKQVSAYA 
MAG V A H SRWSG STMD Y RKTEI 
TPGYMKETTTARDESAMRHTS 
VAWSAGIQ1NPAASVVVDIAYE 
GSGSGDWRTDG FI VGISG VLKD 
GTGKPVQNCTIQLKARRNSTTV 
VVNTVGSENPDEAGRYSMDVE 
YGQYSVILQVDGFPPSHAGT1T 
VYEDSQPGTLNDFLCAMTEDD 
ARPEVLRRLELMWEEVARNAS 
VVAQSTADAKKSAGDASASAA 
QVAALVTDATDSARAASTSAG 
QAASSAQEASSGAEAASAKAT 
EAEKSAAAAESSKNAAATSAG 
A AKTSETN A A ASQQS A ATS A ST 
AATKASEAATSARDAVASKEA 
AKSSETNASSSADYAAS 


16030 


46398 


A 


16121 


165 


299 


G1LPISEPPSNR1FACWGKPAWT 
ACCNSLRARR*RAISCCPSHW 


16031 


46399 


A 


16122 


1 


388 


MGSKSWVTQKGPAKAQSSQV 

GRVKQATATDTGRTRDSHMER 

PKCSKGYLCLPYMALQQHHLL 

SDVTVRGFVAGATN1LFRQQKH 

LSDA1VEVRLCGSDLVLYGTST 

PKNL1WVMVHVVGHRPDRR*C 

CCNA/SVRQTQ1SLRAFGSFHM 

AVSGSSSVSGCSLFHSAHLTAL 

CFSWPLLCYPTLGPH 


16032 


46400 


A 


16123 


130 


414 




16033 


46401 


A 


16124 


1 


387 


















16035 


46403 


A 


16126 


318 


401 




16036 


46404 


A 


16127 


519 


658 


YPGSQLLASKGTKLDGE*V*RS 
RLQKVGNNKLLQAKGACSNPT 
QES 
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SEQ ID 
NO: 


SEQ lO NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 




Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possihle nucleotide insertion) 


16037 


46405 


A 


16128 




1837 


FRPRQLVAAKPSVFADVQSMES 

VGTGGGAEAEGGVRSRGLCPT 

RMLPGLAAAAAHRCSWSSLCR 

LRLRCRAAACNPSDRQEWQNL 

VTFGSF\SNVVPCTHPYIGTLSQ 

EKLYSTNVHKEGQGSHTLREE 

KVPSFVTAEGVGAKLISPLKQE 

PLQVRVKAVLKKREYGSKYTQ 

NNF1TGVRAINEFCLKSSDLEQL 

RKIRRRSPHQDTESFTVYLRSD 

VDAKSLEVWGSPEALAREKKL 

RKD AEIE Y RERLFRNQKI L RE Y 

RDFLGNTKPRSRTASVFFKGPG 

KVVMVAICINGLNCFFKFLAWI 

YTGSASMFSEAIHSLSDTCNQG 

LLA LG 1SKS VQTPDPSHP YGFSN 

MRY1SSLISGVG1FMMGAGLSW 

YHGVMGLLHPQP1ESLLWAYCI 

LAGSLVSEGATLLVAVNELRRN 

ARAKGMSFYKYVMESRDPSTN 

VILLEDTAAVLGVIIAATCMGL 

TSITGNPLYDSLGSLGVGTLLG 

M VSAFLI YTNTEALLG RSIQPEQ 

VQRLTELLENDPSVRAIHDVKA 

TDLGLGKVRFKAEVDFDGRVV 

TRSYLEKQDFDQMLQEIQEVKT 

PEELETFMLKHGENI1DTLGAEV 

DRLEKELKKRNPEVRHVDLEIL 


16038 


46406 


B 


16129 


1 


1065 




16039 


46407 


A 


16130 


1248 


1658 


PLALPEFISKSWKERLTDTTVLF 
LKARRQSLCLQIGGDPLES/1LQ 
AFCVLSVAKESQLYTYLHAIMR 
TLKSSIARGARTFQSTSDGTVKS 
RPSK1IFLPRLHDRFRFSALRHL 
DPKKLDLGDGSRSAHRPDRRFF 


16040 


46408 


B 


16131 


969 


1026 




16041 


46409 


A 


16132 


339 


432 


RYMVLSEFRSMQTGIT1CWKERI 
L*NCRKRJE 


16042 


46410 


A 


16133 


3 


443 


HTWNSDRTMYLQRRHIFFKNC 
FWLQAGYSLGAPSWRSLVTVW 
QIIFSDFYRKTLCNSNSPLF*SLC 
QRQSTLLGTLLIFCSYASSPEAI 

INoAArKV Kortv I UrtvTvAKorKAj 

VGGAEGNGSRDTEPKGGRPLA 
TPSQGERLMAGTVTK 


16043 


46411 


B 


16134 


34 


1426 




16044 


46412 


C 


16135 


62 


217 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /=possiblc nucleotide 


16045 


46413 


A 


16136 


1 


609 


M 1 PVSEKSKIGQLNLMLKGKKT 
KGKKVALVPAAVKKQEAKKV 
VNLLFEKRPKNVGIG/QDIQPKR 
DLH\RFVKWPRY1RLQQQTAIL 
D/QFIQALDQQTATQLLKLAHK 
YRPETKQKNKQRLLA\RAEKKA 
ASKGDI PNKRPPVLQAG VKTVT 
NLVENKKAQLVVIAHDVDPVE 
LVVFLPVLHCKMGVPYCIIKGK 
ARLGHLVHRKT 


16046 


46414 


A 


16137 


1 


824 


GTRPKMPKGKKAKGKKVAPAP 

A VV KKQEAKKV VNPLFEKRAPK 

NFGIGQDIQPKRDLTRFVKWPR 

YIRLQRQRAILYKRLKVPPA1NQ 

FTQAL\D RQTATQLL K.L AHK YR 

PETKQEKKQRL\LARAE\KKAA 

WPKGTFPTKRPPVVLRAGVNTV 

TTLVENKKAQLVVIAHDVDPIE 

LVVFLPAL\CRKMGVPYCIIKGK 

ASLGR1VHRKTCTTVAFTQVNS 

EDKGVALAKLVEAIRSNYNARY 

DEIRRHWGGNVLGPKSVARIA 

KLEK.AKAKDLATK.LG 


16047 


46415 


A 


16138 


1 


799 




16048 


46416 


A 


16139 


1 


344 


MHQTTAK.TPHTSYPNNYEEHN 

RRANRSKNYDPJRHTTIILKRTN 

PAQT1TN LLKSRFNRYN YVQPR 

SCRS1F1H1PGERDLNLC1APNPP 

AIFPTS1GYLGPDLNNLPTYAPFI 

TTNLTGPAPTTTHPVGNLGTTG 

NPEPGGCGILIVWCCVNWACL 

WDSVVAAPREPYMPAGLLRHR 

RH Y RH RREDLIA VP A ARQTDE 

NRRP A LCHEY A VG H RKIKTN V 

EHTEPY I LPLITHSQPLN RG AFF 

CPGVRFLVVSVLDFEKRLAFAS 

* SCG VQLRI RGKVQG VG FR PF V 

WQLAQQLNLHGDVCNDGDGV 

EVRLAYRVLVGQPQHYPRGRP 


16049 


46417 


B 


16140 


1 


1323 




16050 


46418 


A 


16141 


1 


1356 




16051 


46419 


A 


16142 


1 


1524 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16052 


46420 


A 


16143 


173 


2310 


QQWASRTRRWRSLITTLCVDA 
RSQHDY1ALSRLFHTVMLFDVP 
VMTRLMESEARRFIALVDEFYE 
RH VKL V V S AEVPL YE 1 YQGDRL 
KFEFQRCLSRLQEMQSEEYLKR 
EHLAAKPETVKRDWYVVDAT 
GKTLGRLATELARRLRGKHKA 
EYTPHVDTGDY11VLNADKVAV 
TGNKRTDKVYYH HTGHIGGIK 
QATFEEMIARRPERV1DNRRGS 
LRQAGYAIHDGGNNSMAKNTS 
CGVQLRIRGKVQGVGFRPFVW 
QLAQQLNLHGDVCNDGDGVE 
VRLREDPETFLVQLYQHCPPLA 
RIDSVEREPF1WSQLPTEFTIRQS 
TGGTMNTQ1VPDAATCPACLAE 
MNTPGERRYRYPF1NCTHCGPR 
FT1IRAMPYDRPFTVMAAFPLCP 
ACDKEYRDPLDRRFHAQPVAC 
PECGPHLEWVSHGEHAEQEAA 
LQAAIAQLKMGKIVAIKGIGGF 
HLACDARNSNAVATLRARKHR 
PAK.PLAVMLPVADGLPDAARQ 
LLTTPA\AP\IV L VDKKYVPELC 
DDIAPDLNEVGVMLPANPLQH 
LLLQELQCPLVMTSGNLSGKPP 
AISNEQALADLQGIADGFLIHN 
RDIVQRMDDSVVRESGEMLRR 
SRGYVPDALALPPGFICNVPPVL 
CLGADLKNTFCLVRGEQAVLS 
QHLGELSDDGVQMQWGQRLC 
RM GTQ VL PPTFNI EKK VQ S AR Y 


16053 


46421 


C 


16144 


1 


184 




16054 


46422 


A 


16145 


85 


416 




16055 


46423 


A 


16146 


96 


570 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16056 


46424 


A 


16147 


2 


1690 


CCCCPCCCPCWGRVSGSVAGG 

PRQGLGLPLSLCISPGSLNKDPS 

YSLQVQRQVPVP/EGLCVIVSC 

NLSYPRDGWDESTAAYGYWFK 

GWTSPKTGAPVATNNQSREVE 

MSTRDRFQLTGDPGKGSCSLVI 

RDAQREDEAWYFFRVERGSPL 

TQKPDVYIPETLEPGQPVTVICV 

FNWAFKKCPAPSFSWTGAALSP 

RRTRPSTSHFSVLSFTPSPQDHD 

TDLTCH V DFSRKGVSAQRTVR 

LRV ASLELQGN V 1 YLE VQKGQF 

LRJLLCAA DSQPPATL SWVLQD 

RVLSSSHPWGPRTLGLELRGVR 

AGDSGRYTCRAENRLGSQQQA 

LDLSVQYPPENLRVMVSQANR 

TVLENLGMGTSLPVLEGQSLRL 

VCVTHSSPPARLSWTRWGQTV 

GPSQPSDPGVLELPPIQMEHEGE 

FTCHAQHPLGSQHVSLSLSVH/S 

PSTAAGPLLLLGG*GSALQLLL/ 

SRPARPPLCAGGLGRSCWRGTA 

VRAPSRSPPAQPGPGPTAP*AS 

M EG S A P A SG S A VRPGTSTGPRV 

ALSSSCYQGSWSMGEDLAWGL 

PWELASLPCSLSVPALSSSG 


16057 


46425 


A 


16148 


3 


1578 


VTQLLCTSN GRRALEF A LFPG R 

RFRPVATNHQSREVEMSTRGRF 

QLTGDPAKGNCSLVIRDAQMQ 

DESQYFFRVERGSYVRYNFMN 

DGFFLKVTGMEWGGNPCLSH 

WGGTLGTAYGLSREGSQGPLQ 

HKN/HPTTVSVPALTQKPDVYIP 

ETLEPGQPVTVICVFNWAFEEC 

PPPSFSWTGAALSSQGTKPTTS 

HFSVLSFTPRPQDHNTDLTCHV 

DFSRKGVSVQRTVRLRVAYAP 

RDL V I S I SRDNTP ALEPQPQGN V 

PYLASPKAGQFLRLLCAADSQPP 

ATLSWVLQNRVLSSSHPWGPRP 

LGLELPGVKAGDSGRYTCRAE 

NRLGSQQRALDLSVQNPPENLR 

VMVSQANRTVLENLGNGTSLP 

VLEGQSLCLVCVTHRQPPSQAE 

LDPEGTGSEPLPALRPRGSWSW 

LVGSSGARRRVHLPRSAPTGAP 

RRTLLPSPCTTPRSCWAPPAPGR 

LRVCTAAAPPRPARPPLCAGGL 

GRSCWRGTAAQGLLRGSPPAQ 

PGPWAQTASPEPSMEGLNSGPQ 
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SEQ II) 

NO; 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


16058 


46426 


A 


16149 


90 


1029 


MLLPLLLSSLLGGSQAMDGRF 

WIRVQESVMVPEGLCISVPCSFS 

YPRQDWTGSTPAYGYWFKAVT 

ETTKGAS\VAPNPP\SREVEMST 

RGRFQLTGDPAKGNCSLVIRDV 

QMQDESQYFFRVERGSYVRYN 

FMNDRVLVLKVTALTQKPDVY 1 

PETLEPGQPVTV ICVFN WAFEE 

CPPPSFSWTGAALSSQGTKPTTS 

HFSVLSFTPRPQDHNTDLTCHV 

DFSRKGVSAQRTVRLRVAYXPP 

ETFGI SIFT VTNTPDPPEN LRVM 

VSQANRTVLENLGNGTSLPVLE 

GQSLCLVCVTHSSPPARLSWTQ 

RGQVLSP 


16059 


46427 


A 


16150 


270 


1001 


CCCTVYRAF1RKRLKRSSDSVY 
RRKNPSASYDRDAEASLAAVK 
SGEVDLHQLASTWAKAYAETT 
LEHARPEEPSWDEDFADVYHD 
LI H SPA SETLLNLEHN Y F VSISEL 
1GERDVELKKLRERQGIEMEKV 
MQELGKSLTDQDVNSLAAQHF 
ESQQDLENKWSNELKQSTAIQK 
QEYQEWVIKLHQDLKNPNNSS 
LSEEIKVQPSQFRESVEAIGRIYE 
EQRKLEESFT1HL*AQLKTMHN 


16060 


46428 


A 


16151 


60 


648 


LAMSLSHLYRDGEGRIDDDDD 
ERENFE1TDWDLQNEFNPNRQR 
H WQTK.EEKG SLQRK.EFFTDL V 
GLCFCAYRARDYSAPVNFISAG 
LKKGAAEEAELEDSDGFLRFFFI 
LFFH* LSFDFSFLQGGNFKPSQK 
GFAGGTKSFMDFGSWERHTKG 
I * FTYMNCCDRKTLFFFC*NSSG 
IINPIE AKQRKG KG A VGA YG 


16061 


46429 


A 


16152 


237 


450 


LAMSLSHLYRDGEGRIDDDDD 
E/REENFE 1TD WDLQN EFNPNR 
QRH\WQ\TKEESTYGVWAERDS 
DDERPSFGG 


16062 


46430 


A 


16153 


12 


85 


VSFLSMGSGHCIRSTRGSKMVS 
WSVIAK1QEIWCEEDERKMARE 
FLAEFMSTYVMMNIHMIVEKN 
T*SPFCPWARATVSGPPVAPKW 
SPGP 


16063 


46431 


A 


16154 


49 


481 


















16065 


46433 


A 


16156 


493 


728 


VSFLSMSSGHC1RSTRGSKMVS 
WSVIAKIQEPCEEDERKMAREF 
LAEFMSTYVMMVSGRAARSG 
WALPGPSMTPSPF 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16066 


46434 


A 


16157 


136 


306 


ASSSREGLTKFAKFTKF TK1HQ1 
*ITLTSYSIKSLEKVCADLIRGTK 
EKNLKVKGPV 


16067 


46435 


A 


16158 


563 


1216 


MMFWPELQPRVCWMGLSWVN 

HQNGRRRRKNQKHH*QKVPLL 

IMASK*KLLEFLNRETKASANL 

SETVTKPPLPQKNTAQVGASSQ 

TRKPNKL A PHP A VP A F VKNTCP 

SRPRERQTHFLRPRPEDRMVAL 

K.PIK.IVLPPVFMPFSSPQGIRSR 

MPTQHLYCRWVAPKALVPTCL 

PTHSLSRKEEKPKRMDTPFLPY 

SRPPSGEWLL1VLWFFNRSQRS 


16068 


46436 


A 


16159 


1 






16069 


46437 


A 


16160 


40 


230 


KQAAQPAVATLSGPLPHCGSFV 
LSLFAINLVAAHSLGPHCLYEL* 
HSPR.RSTASLREGPRLHS 


16070 


46438 


C 


16161 


233 


319 




16071 


46439 


A 


16162 


290 


472 


EFLDTFCYIPKVVDQ*D*THKQ 
QHNVAIIPHVSSAQMSTFC*RT 
MPT1SDDPWHMASMRAV 


16072 


46440 


A 


16163 


3 


553 




16073 


46441 


C 


16164 


270 


608 




16074 


46442 


A 


16165 


2598 


2943 


HSPRGSAASFLKSVRPRTHQFR 

TQEDRLSPGIQDQPGQPSNTPSL 

QKL*N*LGVMGRICSPSYLS*P 

WREDHLSPGG*GCSEP*LHHCT 

PAGVTKSDRVSKNK*INKNKTN 

NDNQ 


16075 


46443 


A 


16166 




58 




16076 


46444 


A 


16167 


218 


342 




16077 


46445 


A 


16168 


734 


872 




16078 


46446 


A 


16169 


1233 


1706 


CLVFWLLYYPGLQLPFHLLPHS 
LG SGQQSSEESAATPSLAEGRR 
EAAFRCGPAGLARQAWRPHAR 
LPGPAAPLAAPSLAPLPTGRSG 
RWLPMLCAASC*SPSPAMSVYP 
QRRLGQGGAEDSEGGPVSRGC 
RAPGPQRPLAAPGEQTAARTQ 
AICLIW 


16079 


46447 


A 


16170 


598 


1159 


CRQTGVKIYDVWFFWLLYYPG 
LQLPFHLLPHSLGSGQQSSEESA 
ATPSLA EG RREAAFRCGPAGL A 
RQAWRPHARLPGPAAPLAAPSL 
APLPTGRSGRWLPMLCAASC*S 
PSPAMSVYPQRRLGQGGAEDS 
EGGSVSRGCRAPGPQRPLAAPG 
EQTAARTQASVYLLLPHSPPLL 
SALHIHHLLPPS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16080 


46448 


A 


16171 


834 


1185 


RSLFRHHRPSAAFPRTPCSDCPR 
CSAGTMEDCWLVLGSPELR*KS 
LHERPFHWLPSPSRARCCLPRSE 
TPAGP VPPRPG PRRARRPRGTS 
RPPPASSRGRGALGSLPASEPLP 
ARAT 


16081 


46449 


A 


16172 


78 


478 


VVKNSLIFLVNQVLNSRDFHVF 
FKTT*NCPAQAHTAALYQGLGP 
ACSQRASHWMSSSSKRSSKSLK 
KSA*TAFSLAAK.SIKSPGAASRL 
GNGKARLCQVRFPKEQVISALQ 
GHYPHKKRRWVRGNRLKLEST 


16082 


46450 


C 


16173 


1323 


1656 




16083 


46451 


A 


16174 


77 


231 


RSCMTLMWPRSTP*FGLMERR 
RHMFDWLL1TMLWMLPTKLGS 
SKLSPAA*F*SSCLIL 


16084 


46452 


A 


16175 


1 


255 


STSKGEKPAIRAMAHFLEPHPIN 
FLGARARKADLSPT*YHFFKHL 
DNFLQGKCFHNQQDAENAFQQ 
FFKSQSTNFYAGSSFVTEV 


16085 


46453 


A 


16176 


690 




SPVLQRAFKNGPGTANERTVQ 
WWFKKLCKGDESLEDEEHSG* 
PSEIYNNQLRAIFKADPLTITRE 
EVFPHPLYSPDLSPTSY HFFQHL 
DNFLQGKCFHYQQDAEHAFQE 


16086 


46454 


A 


16177 


1 


383 


MHRSCGSDAYALLGERSVSLR 

RC A VRH A GG 1 RS AN A D I SN DKA 

GEKPARRKTKGSCPTLIGAGLV 

QSLSPIQSAADAGELGSNGILPD 

VESLR1PVQYL AN LLTAGDTKP 

VLRALKRMLAMRHYKRAETV 

DGKVDTRALEEVGLTEAQAQE 

MYRYLAIANYEDRFVVPSSHRE 

LAREAFPEKNGCGFTFGDGCH 

GSDTKFNLFNSRRIDAID*PCPD 

* R WTGTLGLP ASG LFTRFI VTY 

VSIRTSDTSSMPHSTPSQAVTERS 

PNNA*ASLQTC 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


16087 


46455 


A 


16178 


740 


1977 


SASASRSLEH1TVTPSTGILTCFP 

STTPFGLAL/GGTLGLPASGLFT 

RF1VTKSSIFSVTPLVQPKPSCN 

GYSPPPPPVPHRREFQRRVIAEK 

IFCQHHRAKLNRLEERQYLTVN 

FRAIAQRVNIGITGLQ1TIDANA 

AINRQPGASCQGRFPGAVRCGG 

NYRIHFDIALAVQRWPECQNPF 

FPAPVTEISTADERPSPLTGCLQ 

RJL VTFGS VIFG I INMIMRL APIG R 

FGAMAFTIGKYGVGTLVQLGQ 

LIICF YITC ILF V VL V LG SI AKAT 

GFSIFKFIRYIREELLIVLGTSSSE 

SALRRMLDK.MEKLGCRKSVVG 

L V 1 PTGYSFN LDGTSI YLTM A A 

VF1AQATNSQMDIVHPITLL1VL 

LLSSKGAAGVTGSGFSVLAATL 

S AGG PI AG SG SG ADPRY STA LC 


16088 


46456 


A 


16179 


757 


1037 


FLDPSPEPNVTVTPSTGILTCFPS 
TTPFGLALGVDSPCPD*RWTGT 
LGLPASGLFTRFIVTYGVTPALD 
TGLM*LRSCGPPRSML*HRTQQ 
KC . 


16089 


46457 


C 


16180 


1 


J 13 




16090 


46458 


A 


16181 


178 




LLLGLASEN*HCP1ASEAP*TTT 
DTELWVTLTVEGKS 


16091 


46459 


A 


16182 


1 


251 




16092 


46460 


C 


16183 


129 


1136 




16093 


46461 


C 


16184 


117 


364 




16094 


46462 


A 


16185 


636 


748 


LLLGLAAED*RCPIASEAPQTIT 
DTELWVTLTVEGKS 


16095 


46463 


A 


16186 


37 


444 


DPQVGKLLQHCPARJKMTVTF 

NNHRKPQLSKFHQLYSEDTQQ 

QIIRETFHLVFKRDENVCKFLGT 

IWSLTTGKLNRGQAPLFGIFHT 

VELHLEIRSSCQGIVHF*LTCFSS 

CPCSGPFVNSPFYLPLESGHSK 


16096 


46464 


A 


16187 


179 


422 


LQLGPKEKQSRVLGSFFQVPSC 
GKMGCGSSGSRHIGFPP\PQLSG 
GPLDPRQGSGISEMK*TE*GGY 
PKGSPQHYSRKHQGS 














KEQCLQALSSVKNREKRPSSFH 
PICWSAVSFSVGREGDMWPLAP 
FPDSENVAGAGALLLRLAALPG 
LSWALRPPPPAPVRSWATSGW* 
GGQGREPGRGIPPRW 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codnn for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 


16098 


46466 


A 


16189 


44 


515 


VGGGGVQPSMTMGDKKSPTRP 
KRQAKPAADEGFWDCSVCTFR 
NSAEAFKCSICDWRKGTSTRKP 
R1NSQLVAQQVAQQYATPPPPK 
KEKKEKVEKAGQKRKPEKRPR 
KFSP/SVVTKKNTNKKTKPKSDI 
LKDPPS\EANSIQSANATTKTSE 
TNHTSR 


16099 


46467 


A 


16190 


382 


795 


DSGRSWKRLLSPPRPMCDTWA 
LGSYPRLCFAVSPPFSCSLPLPSL 
FPH SPLLGRPKRQ A KPAADEGF 
WDCSVCTFRNSAEAFKCSICDV 
RKGTSTRYLK1CVTWVVVVI*Q 
VF1EHTAICALGVQWYKDRPGP 
CSYGA 


16100 


46468 


A 


16191 


2 


343 




16101 


46469 


A 


16192 


472 


625 


KTSLFQHWLWKVT1VIVMF**L 
RVNVGKLLNNIHRYNSENLASL 
GSQWKFP 


16102 


46470 


A 


16193 


343 


693 


KTSLFQHWLWKVTIVIVMF**L 
RVNVGKLLNNIHRYNSENLASL 
GSTQ1PLKAFTNPCHTSFTLCKH 
MVIQAHQEKQLIQQILYLGDLL 
ET*HFQAFWQALDENMTLLESI 
TGFEGF 


16103 


46471 


A 


16194 


340 


534 


TAIMNDMVTI*TRKFMTNQRLQ 
RKQMVIDVLHPGKATVPYLILI 
EQLRFARHCAWYGGDSDETSH 


16104 


46472 


A 


16195 


80 


552 


P1PHLEKFHAPTRRTFRGNQMW 
1DVLSPPGKADQCP*AQEIPGKT 
*PKMYQDPHPDVI\FVFWIPELH 
FGSRGKTKLAFGNDFMTSLGFI 
AKEKWNPK.HRTLQGHGPGME/ 
ERKKTSKGKPTERERQGTGLEG 
KFQGGLAKGPFFGAWAKRRNE 


16105 


46473 


A 


16196 


248 


474 


YPETPESPTQLSSGQPHREQPPE 
MPESPTQPSSGQSCQEQPPETPE 
LPM*PCLAQPSQKHMIKG*QNN 
KHHENKM 


16106 


46474 


A 


16197 


223 


669 


PRPSLPACSPWRIVDDCGSLKS 
WKRVCQWLQPCPNALPSCLGS 

rLKUc-roOrrfviN JjOLOijI ILibr 

AVWGGLFSTIDCGLVRRPGPSP 
FHPVLPALTSVSLPPTPPGGPLA 
MVGSAMMGGWSGEWEILHLA 
SSTHPYPSLPSPAPPFLE 



2082 



WO 01/075067 



PCT7US01/08631 



SEQ ID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 


16107 


46475 


A 


16202 


188 


484 


HFGRVEVGRSQGQEFQTRLAN 

KAKHHLYSFMNESQISPIGC*P 

M/PPKLIRKVHREKNCAGRNLT 

R\QRSGFKTGPPGPPARPSSPTLP 

PPPPLPRLPRRP 


16108 


46476 


A 


16203 


36 


409 




16109 












NTSVKNNFSFMNESQ1SPIGC*P 
MAPKL1RKVHRERNCAGRNLT 
RAEKRLQTPGLPVPPARPSSPSS 
PPTPPLPAATPGGR 


16110 


46478 


B 


16205 


13 


441 




161 1 1 












NSSNSFSIQFCSFAGEELCSFGG 
EEAFWFLEFSAFLRCFFLIFRDL 
STFGL*CAPLEEKRHSGFWNFQ 
PFCAAFSSSSGIYLPLVFDAGDL 
QMGFLCGCPFC 


16112 


46480 


A 


16207 


23 


841 


EKAKEFRRAEEKKKEVPAVPET 

LKKKRRNFAELKIKRLRKKFAQ 

KMLRKARRKLIYEKAKHWHK 

EYRQMYRT\EIRMA\RMARKA\ 

GNF\YVPA\EPKLAFVIRIQRVS 

MGVSPKGSERCCKLLRPFVKIF 

NGNLL*KLNKGFRLTML\RIV\E 

PYIGMGGTPILKSVNELIYKR\G 

YGKI H\RKR1 A\LTDY ALI ARSLG 

KYGIVCMEELNHE1YTVGKRFK 

tAlNlNr b Wrr rvl^oor\VUU\MlsJs. 

KTTHFVEGGDAGNREDQINRL 

HRRNEI.TRLTWIFF 


16113 


46481 


A 


16208 


1137 


1200 


PPSAPAPG*LRPPALSSGSP*PPS 
APAPG*HAPPPSAGTPPP 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16114 


46482 


A 


16209 


1 


1480 


MNECRGVEITTVCSEDWIQRHL 
PGAVVPLKGEGNVGVATEDHY 
QEDSFGFGLRGTGKPLKLEKSR 
PGAVTHTSPSDGLTQYVPDSLT 
AMPAAAVVIWVIRPGCGVQQQ 
IGFLRHSN1DDIRPRTI1RAVAPV 
K.LHGIRIKMASFTSATRLTDEQ 
VITAPADSG1VIPRFSDNWVAG 
GKTHLTHKDS HKLKVKG WKK 
AFHANGHQKQAGVAILTSDKT 
NFKATAVKKDKEGHYIMVKGL 
DQQENIT1LNIYAPNTGAPKFM 
KQLLIDVRNEIDSNTIIAGDFNT 
PLTALDRSSIQKVNKETMDLNY 
TLEQMDLKD1YRTLHPTTAEYT 
IYSTVHGTFSKIDYMTGHKTSL 
NKFKKSEI1SSSLSDHSGIKLEID 
SKRNHQNHANTWKLNNLFLNN 
RWVNNEIKMEIIQLFELNNNND 
TTYQNLWDTAKVVLRGKFIAL 
NAYIKKTERAKKTI YSHTSGI* K 
QEQTKPKPSRRKEI1KIRAELNEI 
TTKKTIQKK. 


16115 


46483 


A 


16210 


32 


398 


ASERLG G PG SPG VP VN PRTDG S 
GAAWLSQRAQCTQSDPRV*EV 
PEHLSPSTPSQEYRGLPAL\PHTS 
RPSHCLPACPLPSRTQPWVPVK 
PGPTACRGFLQHSPTPG SPSP* S 
FQGSSWWDTDL 


16116 


46484 


A 


16211 


2 


681 


AEPWDEGGDGVPCRVPSSGSV* 
V*TLYLDSSVQLCGTEAPQHPV 
DGPPGGKLCHEGSLHLRQGQIP 
GPRLVLQFVQQAGVCGPGGNA 
VYSTPRJDSASLVSGRTSMLFLR 
KFGKTWRKGKLHQRGPPASPV 

HjtxoUlN WO V lOiNJrLr A^oj/our 

ACAKDAAELGAAMPGLVSGPL 
GAALQPRGAGVQLGAATGPGS 
CSK/RGSPKADAR/PRHSQEPGQ 
VPPHAPQGPGLS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16117 


46485 


A 


16212 


102 


1005 


VQWSARPDATPLSTEPSLADYP 

EAQSHIPRRGPRRPEKQGRGGK 

PPRALGRERAGGGSRGPPASPD 

PLSRPCSQAPPPGASAGA*DAP 

ACRREAGSDGVPCRVPSSGSV* 

V*TLYLDSSVQLCGTEAPQHPV 

DGPPGGKLCHEGSLHLRQGQIP 

GPRLVLQFVQQAGVCGPGGTD 

GSGAAWLSQRAQCTQSDPRV* 

E VPEH LPQ VDTHKGEL YQ* PGG 

RDGPGWEEPPQCGMGVSEAHG 

GAGGPGEAGKGRLQRKFGKT 

WRKGKLHQRGPPASPVLGRPR 

PE*VLLRCD*EG*PPSAGQLL 


16118 


46486 


A 


16213 


378 


494 


GTACLQIPQTQGV*QRGFLAEY 
IQWQLRMRSGS1PVRTG 


16119 


46487 


A 


16214 


18 


894 


SVG SLCCLQETPG L RAFG V P WR 

SAQRRWPRRSAASLLSLVLPGR 

AHSPRPTLAPGPLEAQQPPPGG 

SALAQHSRTAPAGTSAACLWP 

V SEQG A A PMCQVTRPPG SQ AP 

CSQPSAHAHKHLTTGSSSPAEA 

SALPRATGSRWETKSSERVSSF 

SA*GTACLQIPQTLRRRTG*RQ 

VGRRLPGSGGFDGCSIFS*S*PV 

TYSLRSVSATSSNEATQLGTT*S 

NSI1FEFCSAQSTAVRCRLFST*T 

DAPWSRSSSTTKTCFSITASCSA 

VLPLLLEALMEAPCPCLACSSA 

S 


16120 


46488 


A 


16215 


340 


582 




16121 


46489 


B 


16216 


93 


711 




16122 


46490 


A 


16217 


1378 


2081 


LSRKKPNWPSSMPWYQFSLIWL 

MSVKTSPSWKPSSPWFSGWKS 

YSTLQLGWSRGGMLLLGVQM 

DLLED WKGDEAA I LGT V VQGK 

PPLDCSGSPRSKAAPRTWAYTPA 

WGVRKLPASCA*ASLPARPGSA 

WPASGRSAAPPP/AARS*LICSM 

SVSRRLCMLVSATSLESSNFSSA 

WRSSSSGILPCRFSMSRESFTSA 

RCFMDSPASSSASLKLDSLPSSF 

W WRI RHSLRS PSDCG 


16123 


46491 


A 


16218 


191 


288 




16124 


46492 


A 


16219 


67 


209 




16125 


46493 


A 


16220 


96 


341 




16126 


46494 


B 


16221 


1 


1185 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


16127 


46495 


A 


16222 


192 


703 


AMPSCTRAGLAFVCHVRRRGC 
LSCRGVIPASSQCLFPAPMGTTE 
ATLRMENVDVKEEWQD*DLPR 
PLPEETGVELLGSPVEDTSSTSN 
TLNFNGAHRKRKTLVAPEIMSL 
D H SEG SLLFDDFLDTLDDLDIN 
VDDIETPDETDSLEFLGNGNEL 
EWEDDTPVATAKNMP 


16128 


46496 


A 


16223 


8084 


8251 


TAGDERHGPSRVRMFRIKGRRL 
G WMGPLGRGKR* VTRGM WPG 
KGPAYPGSSASSF 


16129 


46497 


A 


16224 


645 


1317 


WGASRLREPPSPRTLHSPRPGP 

ASAPPLRPLPQNRTPSPSAASTT 

APPQPSEASRLPA* K A KPKPHPP 

SAPRRGG SPPRHSAQPACGRRR 

PRSVGGAAPYAAERRNSAPQGP 

PQRLRRTAEGGKRPSNPRQRSH 

PRQRGDSLP*LGPWSRDRRAGR 

DGRDGSAGGTRRSPSPRYASPE 

PLGPAAPASPAGASWTGGPGRR 

ADDSWRASVFGAQSSACFPRA 

RVL 


16130 


46498 












16131 


46499 


A 


16226 


151 


372 


GGQHWAKAWRQTLGPEMPER 
TGACGCGSL*PFTTPPPPAICVD 
GTFHKYVFTPDGNCNREAFDV 
YLD1CDDDDF 


16132 


46500 


A 


16227 


182 


1083 


HPGPCPDHEQVGSMGLVEDPV 
SPGLPLTLNLGPDNPPTCPAVLI 
WDD AREGK D* EG * SSLG I PPPP 
HGHPVLCDTHRIVIVLKNRQLC 
PF*DAASSSAAH PTPHLHTLG L 
CELPCGLLAPSLHTTPTSDSSLL 
PQDLASTKPGTSSAPFTINAHQS 
DIACVSLNQPGTVVASASQKGT 
L1RRVCMVGW*PHTT*HVGITA 
DLSSSINFSHDSSFLFPTLPCPCP 
PAHLPYLGLASAACRLARVGK 
VGPMIGQYVDSQWSLASFTEM 
PERTGACGCG SL* PFTTPPPPAI 
CVDGTFHKYVF 














r, vurur.ee a /^n a Ar.PiPDTCvi-r 
u V nLnlir oAu^nAu^Gr 1 i>VH 

ETLLPHQLQDQSALRGGVQNR 
QRHQAAEGPGERAGAAVSVGL 
G EPQCH* VG AGRAARG PPILE V 
PAGGADAAAECPAGPHGCGG 
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SEQID 

NO: 


SEQIDNO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


16134 


46502 


A 


16229 


141 


633 


WENARPEPSQGDLRAASVVSPR 

LPPRKGQGGLGYFGRGAGHAH 

GTAGQGASESETLLPHQLQDQC 

ALRGGVQNRQRHQAAEGPGER 

AGAAVSVGLGEPQCH*VGAGR 

AARGPPILEVPAGGGDAAAECP 

AGPHGQNARGQQSGISQLRHE 

REFLLRPFPQAPQL 


16135 


46503 


A 


16230 


65 


466 


VVFAEAAEASLMTSGVGGGAA 
QSPRSRRGGWWPLGEMPYANQ 
PT V RJ T E LTDEN VK F I IENTDL A * 
GYRGKRLAALGRGRPKPGPRG 
RGRGCSGWGGGDVLPELPPCT 
RALALGACGAGPACRGCSAFTP 
LGF 


16136 


46504 


A 


16231 


42 


491 


SGGKEAQGQSGTDQTVVVLSN 
PTYYMSND1PYTFHQDNNFLYL 
CGFQEPDS1LVLQSLPGKQLPSH 
KAILFVPRRDPSRELWDGPRSG 
TDGAIALTGVDEAYTLEEFQHL 
LPKMKGNKWEQKSHYKPDWD 
"NLSCLFRQVLNFVIVAPP 


16137 


46505 


A 


16232 


531 


976 


NQS1VRVNVDNSLSIPVIAAELG 

VRKPSEKGMQQKKKTKDLGFR 

AGKESKTEWRK*GLQDMASQ 

MFASPLK*PVTAAFHDSSMPSS 

LLQ1EMEQLFLEARLQLDSKSE 

ARRNQCDSMLLRNQQLCSTCQ 

EM KM V QPRTM K 1 PDDPKA S 


16138 


46506 


A 


16233 


2 


419 


SFLLSSSYTRTKSILRWPSLKKR 
ESGFPLNSSNSGVRKSC*LSSDP 
KSGTIVCPRFSNTISPSSSSSSSSI 
CSKTFLVPSFSCLPQKAAPNLAR 
SWGLPGSRTARLSQGPDRGPRG 
VCRLGSGAAEPSQRRGKPSRDE 
IV 


16139 


46507 


A 


16234 


27 


792 


1NSIRILSTCKMGHPRFAPQAPG 

PLRTSEKGPAVLPAWGNSSSDH 

SSEPSVGFYFNEDSDGSHPVLQ 

MRACSPDPAQGARPSAEAPGQP 

*HSASRGSDPKVASEWRLPHAE 

ASPQLPGFSGAASPAPKHSCSSF 

SCLPQKAAPNLARSWGLPGSRT 

adt cnr.DhDr,DDr.\/ r rDi n<zr\A 
AKL^urUKurKuVLKLuSuA 

AEPSQRRGKPSRGTHRPEPRAG 
GRLSPAERSPETEHAQCGRRGS 
LRND*TSPVLRGAQKEVGRRD 
CRGSSAILRAGEL 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location oflirst 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, \=possible nucleotide insertion) 


16140 


46508 


A 


16235 


343 


969 


YDKTRLFNTVPLPPPHKKIIKK.il 
QDIKGEILRAFPLRTGTKHRCPL 
SPLLFNILLEVLARA1RQEKEIKS 
1QIGKEEVKLSLFADDIIIYLESP 
KYSSRKLQELIKEFSKVSRYEIN 
VHKSVALLYTNSNQAENQIKKS 
TPFTIAAKNK1KYLGIYLTKDAK 
DGYKENYKTLMKEIIDDKNKQ 
KYIP*SWKGRINIVKTTILSTAIY 


16141 


46509 


A 


16236 


15 


403 


ICESRRGRVCSALVRRYVGEGF 
GKAGSICMPQAPDKSSRWTILI 
RPPRFPPSVPSCSPGKEAPGGSEL 
/SPLPHAWPSDPVSPLGDRVTA 
NPAEIR*EPGPQSAAPGFREQRR 
RG QM G * I W Y LTPTPPG G Q 


16142 


46510 


A 


16237 


19 


454 


KGKSLLCTSPKVCRGRLRKSRK 
PETKVTHICMPQAPDKTSRWTI 
LIRPPRFPPS\PSCSPGKEAPGGS 
EL/SPLPHAWPSDPVSPLGDRVT 
ANPAE1R*EPGPQSAAPGFREQR 
RRGQMG*IWYLTPTPPGGQRPS 
SAASPRGFPLV 


16143 


46511 


A 


16238 


276 


898 


MKGTAPWRCGSRRGRVCSALV 

PKVCRGRLRKSRKPETKVTHIC 

MPQAPDKTSRWTILIRPPRFPPS 

SILQSWEGGTGWLRTLPLPHA 

WPSDPVSPLGDRVTANPAEIR1L 

G E D PE S PE ETLN LILRTPIPPKPR 

GNAKSHP/GGHRSHR*EPGPQS 

A APGFREQRRRGQMG * I WYLT 

PTPPGGQRPSSAASPRGFPPTNN 

SSRLPAEPE 


16144 


46512 


D 


16239 


177 


284 




16145 


46513 


A 


16240 


253 


416 


CCPVLPGPWAAGHPGD* PDGP 
G * * AQPHKECRGGF APLQ VTLG 
PKQPSGKRVNK 


16146 


46514 


A 


16241 


1401 


2246 


NIYLLLQVFDCWGLQGILGVSN 
PSYSIRRCYTAGQSPRGLPDPGR 
F*G*EESTGEQADCP*GSHRRSR 
SAAGAADGGLDPGAHTITCGC 
LSHRGRLVPAQKSSAAL*APSG 
AKPAPTVAPVHDPARQG*GGQ 
ARGQGARQPHSHREGLCEC*A 
VTTL*EPHLRNSSAPA*ERGPQG 
IRVPEGQSGDQESSAEEHHGGD 
PGGGKPRCGQHQEPLGAGWPS 
PAGVEPLLGGLQKGSDGAP**E 
PQRGCVDEAQQSSPGAVPEAK 
A I A VQPPAPDVFA A VARCD 



2088 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


16147 


46515 


A 


16242 


30 


461 


IPAETTC/EPAKHFHCFTDGSSN 
GKASYSGSKGKVFQTPY1SAQK 
VELVAV1EVLTAFDMP1NVISDS 
SYMVHSTQLIENAQLRFHTDEQ 
LI I KTKKGGNRD YGTAQTQLNL 
ALLTFHFSSLPKGQMLPAAEQH 
LQKPAAKTQAE 


16148 


46516 


A 


16243 


1 


573 




16149 


46517 


A 


16244 


1 


1689 




16150 


46518 


A 


16245 


1 


1416 




16151 


46519 


A 


16246 


27 


779 


KNHFNWKDKFPPRLR1SFLMVA 
TVKPPEPTPLKRLTEKPIWIEKW 
PLSK* K.LEALEKLVTEQLENGHI 
APTFSPWNSPVFIIKKK.SGKWR 
MLTDLIA1NSV1QPMGALQPPGL 
PSPA1IPKNWPL1VTDLKDCFFTI 
TLAKQDCEWFTFIIPAVNNLQP 
AKHFHCFTDGSSNGKASYSGSK 
VKVFQTPYTSA LTA EL V A VIE V 
LTAFNMSINM1SDSSYVVHSTQ 
LVENAQLQFQTDDTNDFIYPVA 
NSS 


16152 


46520 


A 


16247 


2 


394 




16153 


46521 


A 


16248 


63 


1123 


ELDVMGLPEERVRSGSGSRGQE 
EAGAGGRARSWSPPPEVRLVSL 
LRLNMSQ K1NDI WA SI S V A EF W 
GDIAKEFYWKTPCPGPFLRYNF 
DVTKGKIFIEWMKGATL*LCLF 
LVWGRSYTPNHWFFLVCLREG 
NEPGGQLDGREQVAARRVHGS 
YSVLLPAGIQKGDRVAILSNPFL 
HSLNPWGFLLSLRLSSLP*GPM 
DIVPTRQHGAY*GLECLLLPKD 
MDMGGSCQVPFEPTRLPL*AFL 
FSRGFPVRCCIVVKHLALTLSSH 
SL YTWTLQGQGTG VSCPH LELF 
TVLPCPSLQISWNQGIDLWWHE 

GHKTLTCSPFFPQGVVHTVGGY 


16154 


46522 


A 


16249 


35 


219 


ALGVHFVLGPVGDGSRAVDCG 
QQL\PTSSACTTSGLSISRRCSGI 
WRMNQKKQVRG PSPKE 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=IInknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16155 


46523 


A 


16250 


1934 


3213 


WPAPPSQVPSLDYGLALWFDA 
YVSVHGTQETSQCSPESSLTPPR 
LCGLRILQPYAERIPVVATAGIT 
INFTLRGYAWPNGALPASTVPC 
GFAACPGEFLCSVNGRQAPAGS 
SGFLPPVPSLCPHTVCRATFQCK 
EDSTC1SLGRFPWGSETHLLCPA 
PIPSVPGVPCGTFTFQCEDRSCV 
KSLSASPLPLLLCPPHHLPPSPD 
CGLQGPSSRIVGGAVSSEGEWP 
WQASLQV RGRHILG RG SFLPPH 
LTPPHPTPPHPSMASTVLWTVF 
LGKVWQNSRWPGEVSFICVSRL 
LLHPYHEEDSHDYDVALLQLD 
HPVVRSAAVRPVCLPARGRIEN 
RGSRLLRSHFCP*PRTGPISNAL 
QKVDVQL1PQDLCSEVYRSSPG 
KGGALTLLQSFLLSPFQGDSGG 
PLVCKALSGRWFLAGLVSWGL 


16156 


46524 


A 


16251 


511 


853 


CCWNMALIQTFQMSMEIPLCTT 
LS*TALHLASANGNSGVVKLLL 
DRRCQLNVLDNKKRTALTKAV 
QCQEDECALMLLEHGTDPN1PD 
EYGNTTLHYAIYNEDKLMAKA 
LLLYGADIESKNKVEEEMKKH 
ESNNVGLLENLSNGVTAGNGD 
DGLIPQRKSRTPENQQFPDNESE 
EYHSHTEFLPSR1YP 














r , npnA^r , rr , Fi?PFA att>p.*dca a 
UL/r ^JVlL>UCrivr£.AA 1 ru RtAA 

SAGPWDSAPPSPARTSLPSAHSS 
DYPLPRSRSSSASAASRSPPRPL 
STIARRLNPRRSGRSLPSGQPAG 
PSDPRGFCL 



2090 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16158 


46526 


A 


16253 


2 


3486 


SSQSGAAAGAFCGLCVDLELTA 

SCDLEADSEDRTEHLATLQLRP 

DFSGSRCPAPQKHLQTHRPHSK 

PWPIY*PT*RSYLA1SPHSW*AP\ 

PPSRRRAPPAFHPHTQACPSTCY 

CHTLASRRGPSNGRYHRPGYPH 

PTAVQRDPPAGPRGCQSPC*HQ 

PPACRRPCG RHYR*HGQHDPPP 

WQ*HC*SRSPCHPPSQRDAVTW 

PRIH I PAED/SHTQPQKSP\PAFRP 

HTKTCPFTCYCHTFAGRRGPSD 

GRHHHLGYHHPSAVQWDPPAC 

*RGCWRPCQREPQTCPCFCGR/P 

PPGTSLA*PPHPRVPLKEKLCQY 

DEFSEGLRHSAHLNRHQRVPTG 

EKSVKSLERGRGVRQNTHIRNH 

PRAPVGDMPYRCDVCGKGFRY 

KSVLLIHQGVHTGRRPYKCEEC 

G KA FG RSSNLL V HQRVHTGEK 

PYKCSECGKGFSYSSVLQVHQR 

LHTGEKPYTCSECGKGFCAKSA 

LHKHQH1HPGEKPYSCGECGKG 

FSCSSHLSSHQKTHTGERPYQC 

DKCGKGFSHNSYLQAHQRVH 

MGQHLYKCNVCGKSFSYSSGL 

LMHQRLHTGEKPYKCECGKSF 

G RSSDLHIHQRVHTGEKPYKCS 

prr.kT.PRRMQni UQi-ir>p vutp, 
DLUKurluuNolJLnjnvKV rl lu 

ERPYVCDVCGKGFIYSSDLLIH 
QRVHTGEKPYKCAECGKGFSY 
SSGLL1HQRVHTGEKPYRCQEC 
GKGFRCTSSLHKHQRVHTGKK 


16159 


46527 


A 


16254 


333 


695 


1 SVFRSPGQSTSQHDAATWPFL 
HISGEGPTPSRRKAPPAFHPHTQ 
ACPSTCYCHTLASRRGPCNGRY 
HRPVYPHPTAMQRDPPAGPRG 
CQSPCWHYTPACRHPCGRHYR 
*HGQHDPPPWQ*HC*FGSPGQS 
TSQHDAVTWPFLH1PGERPTAS 
RRKAPPAFH PHTQACPS AC YCH 
TLASRRGPSNGRYHRPGYPHPT 
AVQRDPPAGPRGCQSPC*HEPP 
ACRHPCGRHYR*HGQHDPPPW 
Q 


16160 


46528 


A 


16255 


9 


437 


SCNMSLCRCNVCIRAAFKEGTP 
ALLVYSA1LSFTPVSLAKSCS1S1 

ATVCXTTI CWT HPFTif I? n\/VQPT QT? 
AlvolNlLbWLUrrrvK.UV VatL&K 

LPSRVLL*L*LVHSLLKETSFRS 
SSFSSCRACFLRSSQ/STAGPCR 
HLCRPTSAG1GEQRRCRPESHH 
EIVDRGI 
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SEQ ID 
NO: 


SEQ Il> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16161 


46529 










SCNMSLCRCNVCIRAAFKEGTP 
ALLVYSAILSFTPVS*DPEAFSP 
HLPSNCWSLPPSLSSNVSRDRG 
AEAMQAGKSPWCVFPP*EPGPT 
GCEPPRTLPPAPFKLCSL 


16162 


46530 


A 


16257 


408 


801 


SQRRGSVCRLVHGRHGQPGKG 

TSPHSSLWDWQPGPQPSGPPWP 

EGGASPG1 PSLIPRS*SASCCFP 

WHPGCSC*GAPASQC*VALSPQ 

PWFPLPCLSVPSPVGAQATGPK 

HVRTPPGSDSAPPQLQPQSRI 


16163 


46531 


A 


16258 


1 


199 




16164 


46532 


A 


16259 


665 


1006 


1 G SPDG RN V I RERT VTNETQTEG 
EREKEEERESFHTGDVLKVGDL 
GPQGSSREFQLLSNLTVPNFIDI 
QFPK*VSAAC*DGPSHTHSSYIS 
SSLFIIRASQSSPGDFS1SVRY 


16165 


46533 


A 


16260 


247 


404 




16166 


46534 


B 


16261 


258 


934 




16167 


46535 


A 


16262 


519 


924 


NRTIQA DLLYPDDAGNPLPARN 
TRQASASADPPGARAGERRRG 
AAGPSPGR*QQAPGPPPPGEGA 
G ARPG * EGDA AGG ATRF VGED 
ARLLRAGCHRGGRGEAEEPLQ 
ALRHPGLQGLL*EGAPHGELAL 
VAFAHL 


16168 


46536 


A 


16263 


121 


214 




16169 


46537 


A 


16264 


139 


272 




16170 


46538 


B 


16265 




1962 




16171 


46539 


A 


16266 


2373 


2554 


S ATP WLPTG L A A PTPGLA APGT 
RSPPGQT* PERSPA A SPKRPERP 
ALDFQPPRQPPPPPP 


16172 


46540 


A 


16267 


919 


1653 


WNCFVCSADTMAQ1MAEQEVE 
NLSGLSTNPEKDIFVVRENGTT 
RRPLQPPPRGRAS*GGAGRLCS 
QL1TEQADIALTRGAEVKGRCG 
WRPLGLRTQTLRGRLKRTSPAQ 
QESHNM SKGPE ATCQLSGTLG * 
EQ*GF*LLLWALAVAGKHTAN 
SHHLSALVTPAGKSYECQAQQ 
TISLASSDPQKTVFCRTYDSGCF 
DQSSLLFFFPIAEHKCPVDEREQ 
LEETLPLILGLILGLVIMVTLAIY 


16173 


46541 


A 


16268 


2 


j21 


PA WPPWPG ITGFCPQQDSPSNT 
FVVPAAHTV*CSHPCSYYKGIR 
QMVGLPQPLFHPDCPVTPQAHT 
DSLNTLGVLGGPPVCSDATLPQ 
1 INALEEDPAAQKMQLAF 


16174 


46542 


A 


16269 


120 


327 




16175 


46543 


A 


16270 


540 


791 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


16176 


46544 


A 


16271 


1688 


1945 


DRVSLLPRLRQENRLNPGGRGC 
SELRSHHCTPAWATE*GSVSKK 
KKKKKNQKKNQFDFISLALPPS 
PHCPPLSQSLLLQPSSSAN 


16177 


46545 


A 


16272 




343 


DIHHVRKSMEVNFLSYVVLTV 
AALPMLKQSNGS1VVVSSLAET 
AMKAVSGIVHMQAAPKEECAL 
EIIKGGALRQEEVYYDSSLWTT 
L\LIRNPCRK1LEFLYSTSYNMD 
RFINK 


16178 


46546 


B 


16273 


48 


407 




16179 


46547 


A 


16274 


35 


646 


DLTGFIKFSLLLGLFMAYYYYS 

ANEEFRPGKYPCVSFWRNRFK 

KHRGA*VAYHLAKMGAHVVV 

TARSKETLQKVRVLCSQICVPS 

HAQMCSYI*DMTFAEQFVAQA 

GKLMGEAVSLTSSSELCPWGH 

QELLDIHHVRKSMEVNFLSYVV 

LTVAALPMLKQSNGSIVVVSSL 

AUixWUKUltUR iSJS.lS.IV IN A KUU 

AVQTPGSKSAI 


16180 


46548 


A 


16275 


221 


393 


LLYPANCVYMRCPQMLHFQG1 
QRPILL/HVSSGGAIHLQTGVET 
EEMRSA1APDPIPLT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16181 


46549 


A 


16276 


2025 


4146 


SDEWIISAGSVSGDYNSSAAVS 

KNDILLGIEHISVFSETNHSSEEA 

FIKTAKSQLVE1EPATQNPKTSF 

SYERLQALQETCKENKGVPKQ 

GDTFLSFSAACETDVSSVTPEK 

EFEETSATGSSMQSGSELLLKE 

REILTAGKQPSSDSEFSASLAGS 

GKSVAKTGPESNQCLPHHEEQ 

AYAQTQSSLFYSPSSPMSSDDE 

SEI EDEDLKVELQRLRFRHIQEV 

VNLQTQQNKELQELYERLRSJK 

DSKTQSTEIPLPPASPRRPRSFKS 

KLRSRPQSLTHVDNG1VVIDPLC 

VESNAASCQQSPASKKGMFTD 

DLHKLVDDWTKEAVGNSLIKP 

SLNQLKQSQHKLETENWNKVL 

QLESVYHREDEATWLPQLRAQ1 

VAYPACAAAIASAHRRSMGVQ 

GFQEFLEKRCPGAVVPVDLLKL 

ARTVSRQQQQQHLHRQLPPTA 

ALAPGAPRAARGSVPLQPPLPP 

AALGAYSGGAGPIRHHHPAHH 

FHHHGQAQPGLHPPLPPPPPPQ 

LPGARVLVDAGSALPRLYGGY 

QTDWVCGGQWNAMLGYLSAL 

CQACAYPGGDGLELVVMFPGG 

LG KDRL A E WG RRCQ A ERQTAQ 

LIVGHVGNKGTPPPRAWFLPPA 

CLSHCVRLALIRFRF*VFQSLED 

HHLEVVAFFRENGFHGLLAHD 

SEYALYNIPSYYSSHALKLSWN 

GKNLTTNQFLMQEVAKQLGLK 


16182 


46550 


A 


16277 


1 


542 


MRAPPK.SGQLQHCRPSRGALRS 

GDLPWEINPLSSCSLLHEKDPP 

MTSGPQTNQPKEHLTNFKSGV 

RP/LQGRLPWSFTLSGKSRFSGE 

GASTPTPYIS/GAP1PYFRTPTSY 

LCAPIPYVRTPTSYLCALTPFPL 

FWRHIRTSKRLN/LQQPGIPPEPP 

PPG/CLLQVPEI* PPGQGMPAAQ 


16183 


46551 


A 


16278 


3 


351 


VRPRRDACLGPSPLAASPAFLG 
KGQV PQPLISLCPDPLFPHPNL I S 
LRPNPLCPHPDL/GISVP*PLSRF 
SGGT*ELPNA*TAAA/AAF/LPEP 
PPPG/CLLQVPEPPPGQGMPAA 
QDSS 
















16185 


46553 


A 


16280 


774 


1007 


ARSVTSSSELCG S WCLQASRHT 
HVPWCQL*KLPVVHLVQPQPC 
RGPAPGAALPAGSLEMPGTTEP 
ERGCHSPGLGIS 



2094 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon Tor last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16186 


46554 


A 


16281 


507 


520 


LLLGLAAED*CCLIASEAP*TQS 
LFGGLFTRTHMKFGAVTQIRGP 
PLGDKSPVLLLFALERQRRHVL 
SMDPKLRCWSRTGKAAFPWCL 
IIAEMPDYSPTFQRCQTTQGRLP 
WSFTLSSKSRFSGEGARACYKC 
QKSDHQAKECPQPGIPPKPCPIC 
AGPHWKSDCSTHLAATPRAPG 
TLAQGSLTDSFLA 


16187 


46555 


A 


16282 


269 


607 


RARSEGAGLWSVVAPSAVSVFF 

VSDPRCAPFHRSPSCCSPVDRV 

CRCLRRVALAPAALVLVCSGSH 

SQSPWNSGLKLSDRLLLGLAAE 

D*RCPIASEAP*TTTDAELTIPGL 


16188 


46556 


C 


16283 


1 


1752 




16189 


46557 


B 


16284 


146 


372 




16190 


46558 


A 


16285 


336 


753 


ARTPLAAASRGSGGTRGGAAW 
VAGDDLRGPAPGPAEPGPARRR 
RGKGTPSSRPRTQRRPRSAAMH 
GHRCPQPARRSREHPNTYPAGR 
RPPELRRGRSGVPPPRP*RRPGE 
APRAPRPRAAEL*ARLPRPSVRP 
APARRV 


16191 


46559 


A 


16286 


1 


768 


FDELREEGFRQSVITNFSELKXD 

V*THRKEAKNLEKK\LDEWLTR 

INSVEETLNDPMELKTMAQELR 

DACTT*FREKRVKRNEQSLQE1 

WDYVKRPNLRLIGVPESDGEN 

GTKLENTLLDM 1QENFPKLARQ 

ANIQIQEIQQIPQRYSSRRATPR 

HIIVRFTKVEMKEKMLRAAREK 

GWVTHKGKPIRLTADLSAETLQ 

ARREWGPIFNILKEKNFQPRISY 

PAKLSFISEGEIKYLTDKQMLR 

DFVTTRPALKEL 


16192 


46560 


A 


16287 


345 


894 


EQRHNIPESLGH1*STSAGDTPA 
DRVWSGPPANSSRPAAEGPDC* 
KEN*QRARTS\NQNPICTSPSSK 
TKEAKNLEKRLDEWLTRINSIE 
NTLKDLMELK.TRARELRDACR 

or dov^r L)\J V DCIv V o V 1c Uv^lvirN c 

MKKEEKFREKRVKRNEQSLQEI 
WDSVKRPNLHLIGVPESDGENG 
IKLENTL 


16193 


46561 


A 


16288 


1 


1206 





2095 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


16194 


46562 


A 


16289 


1 


882 


MAPV S ASEDF WQCPETSLI SQL 

ESAPG1QLMEARDADKSL1MHE 

IAPTSNRELPVHKISIAKPCSML 

M ISWPF VNTGQSFQRKDQA AIF 

AVLQPLLVIHRQTGSGVDLQQT 

PTDLQLRDLTVRRKNNKQKGI 

ASTSRKRTSTPKPHLQDHSSSPA 

MEQSWMQKDFDKLAEVGFRR 

SVITNFSELKEDVQTHHKEAKN 

LEKRLDEWLTRINSVENTLNDL 

MELKTMAQELHDACTSFSRQF 

DQVEERVSVIEDKISEIKQEEKF 

REKRVKARNEQSLQTIWDYVKR 

PNLHLIGVS 


16195 


46563 


A 


16290 


1 


1008 


MVRFGDELGGRYGGPGGGERA 

RGGGAGGAGGPGPGGLQPGQR 

VLYKQSIAQRARTMALYNPIPV 

KQNCFTVNRSLFVFSEDNVVRK 

YAKR1TEWPPFEYMILATIIANC 

IVLALEQHLPDGDKTPMSERLD 

DTEPYFIGIFCFEAGIK1IALGFV 

FHKGSYLRNGWNVMDFVVVL 

TGRKAGLGCCGSGVESGGWGD 

RSSSPAMEQSRMENDFDELTEV 

GFRKSVITNFSELKEDVRTHRK 

EAKNLEKRLDEWLTRMNSVEK 

TLNDLMELKTMARELRDACTS 

FSSQFDQVQEMVS VIQDQI SEM 

KREEKFREKRVKRNE/QSLQ*! 

WDYVERPNLRL 


16196 


46564 


B 


16291 


1 


1257 




16197 


46565 


A 


16292 




467 


KTPFVGYQHQRPKVDKTTKMG 
RNQSRKAENSKNQSTSSPPKDP 

r^c< i DATcncu/^rtMvincriCi TPA/r; 
UbLrAffcl^SW I tUSUrUtLU IE vu 

FRRSAITNFSELKEHVLTRRKEA 
KNLEKRLDEWLTRINSVEKTLN 
DLMELKTMAQELRDARTSFNS 
*FNQVEKRISVIEDQIDEIK*EDK 


16198 


46566 


C 


16293 


115 


498 





2096 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16199 


46567 


A 


16294 


2 


1455 


TERDS1N1NKKDIYTKTQSVGRQ 

HQRPKVDKTTKMGRNQNRKA 

ENSKNQSASSPPKDCSSSPAME 

QSWMENNFDELTEIGFRRSV1T 

NFSELKEDVQTHCKEAKNLEK 

K\LDEWLTRJNSIEKNLNDLMEL 

KTMAQELRDACTSFSSQFDQVE 

ERVSVIEDQMNEMKQEEKFRE 

K\RVKRNEQSLQEIWDCVKRPN 

LHL1GIPESDGENGTKLDNTLQ 

D1I*ENFPHLAR*ANIQIQEIQE1Q 

RTPQRYSPRRATPRHIIVRFTKV 

DMKEKMLRAVREKGFKPTKIR 

RDKEGHY1MVKGSIQQEELTIL 

NIYAPNTGGPRFIKQVLSDLQR 

DLDSHT1IMGDFNTPLSTLDRS 

MRQKINKDIQELNSALHQVDLI 

DIYRTLQPKSTEYTFFSAPHRTY 

SK.1DHVVGSKTLLSKCKRPETT 

TNC LSNRS Al KLELRIKKLTQN R 

SAAWKLNNLLLNDYWVHNEM 

KAEIKMFFETRTKIQHARJSGIL 


16200 


46568 


A 


16295 


395 


656 


FQLQRPASCSSPIQIIRKIIIPRKP 
A\SQSSLPHTGKSARQPQEPQNR 
ENCLLRJLIRVASEATRRWTRPS 
EFSSRSENPRAHHPRRALR 


16201 


46569 


A 


16296 


671 


1126 


RRK.VSELEHRRPVWKCPRRPPE 
VRKPESARVSFSPRGGARRSRP 
GATRSPQPRVPAAASASFGFGG 
LGRGGRGERARRGRGPKLEGP 
ESSAVLA*RNFPSRPRRRRPGRA 
GVEIARLGGTGSSPRPCPKPDPT 
ASLSELFM1PSDIPRRRN 


16202 


46570 


A 


16297 


2571 


2716 


THGMLEKRCCLQENMPIIPGKD 
FMTKTLKAIATKVKIGK*DLIKS 
FCT 


16203 


46571 


B 


16298 


54 


576 




16204 


46572 


A 


16299 


475 


719 


VTW1RNNNACFTLNWFYHERS 
HIWILKSTLQCGQII1GNDVESR 
HK\CPKPS* L VGS VELEIADNVL 
PQ KFPA AKTIFAL YF 


16205 


46573 


A 


16300 


395 


830 


LSPCHNSFFFFFQAFDDIAKYFS 
KKEWEKM K* ATVPGPSLPLKK 
*TFCSFLGFKVTLPPFMRSVSLE 
FGNLYQQRKILM*L*STVEMSLI 
L F I C DLHI VK1 MPKKP A E EENGL 
KEVPEA SG PQNDGKQLCPPGNP 
STLEKINKTS 


16206 


46574 


B 


16301 


54 


576 





2097 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16207 


46575 


A 


16302 


475 


719 


VTWIRNNNACFTLNWFYHERS 
HIWILK.STLQCGQIIIGNDVESR 
H KACPKPS *LVGSVEL EI ADN V L 
PQKFPAAKTIFALYF 


16208 


46576 


A 


16303 


393 


822 


LSPCHNSFFFFFQAFDDIAKYFS 
KKEWEKMKSATVPGPSLPLKK 
*TFCSFLGFKVTLPPFMRSNSLE 
FGNLYQQRKILMYF* STVEMSL 
ILF1CDLHIVKIMPKKPAEEENG 
LKEVPEASGPQNDGKQLCPPGN 
PSTLEK.INK 


16209 


46577 


A 


16304 


1 


447 




16210 


46578 


A 


16305 


75 


565 


LLFSGFSLLHGYLPH WYLCHLP 

RSRSLGLRDKRWKVKGDTDFL 

SPSHPEYLLK.EENDGHLCSLSFR 

MGNQFSSPLPAYTPLEC1LNHW 

DGFYP*NLEEKHLIALRTKGWP 

NYDLQEGLSWPQEGTIHFNTT 

WQLELFCRHEDRWSEATYMQ 

AFYILQGNRDLG 


16211 


46579 


A 


16306 


1 


1620 




16212 


46580 


A 


16307 


128 


223 




16213 


46581 


A 


16308 


1 


1578 




16214 


46582 


B 


16309 


592 


883 




16215 


46583 


A 


16310 


1 


344 


MHQTTAKTPHTSYPNNYEEHN 

RRANRSKNYDRIRHTTIILK.RTN 

PAQTITNLLKSRFNRYNYVQPR 

SCRS1FIHIPGERDLNLC1APNPP 

AIFPTSIGYLGPDLNNLPTYAPFI 

TTNLTGPAPTTTHPVGNLGTTG 

NPEPGGCGILIVWCCVNWACL 

WDS VV AAPREPYM PAGLLRHR 

RHYRHRREDLIAVPAARQTDE 

NRRPALCHEYAVGHRKIKTNV 

EHTEPYILPLITHSQPLNRGAFF 

CPGVRFLVVSVLDFEKRLAFAS 

*SCGVQLR1RGKVQGVGFRPFV 

WQLAQQLNLHGDVCNDGDGV 

EVRLAYRVLVGQPQHYPRGRP 


16216 


46584 


A 


16311 


84 


237 


DG1VLSTYYHFYWHHF*ILEGP 
LPANTGDLCLPLQVQPDREQVR 
WALFKK 



2098 
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SEQ ID 
NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16217 


46585 


A 


16312 


2887 


3537 


HLDRSGLFNIQV1PVCRKLGKE 
GN DEKQC VTTSRSN A AFFLLH F 
FLLATFTWMGLEAIHMY1ALVK 
VFNTYIRRYILKFCIIGWGKPLK 
IFLVLFFPHENCQ V YG KES YGK 
EKGDEL*VIKTFCDE*ISFVS*SG 
VMFFLNIAMFIVVMVQICGRNG 
KRSNRTLREEVLRNLRSVVSLT 
FLLGMT WGF A FF A WGPLNIPF 
M YLFS1 FN SLQGKINCT 


16218 


46586 


A 


16313 


302 


547 


QIGLWTPN FRARTFC V WTGGL 
VLCF*GFCFQEAAGARDTSSFA 
MGVSPWEFRHG*LWPEMRSME 
QILELLVLEEFLTITGQ 


16219 


46587 


A 


16314 


1 


1174 


WEEKENKEYLKSLFEILILMGK 

QNIPLDGHEADE1PEGLFTPDNF 

QALLECRINSGEEVLRKRFETT 

AVNTLFCSKTQQRQMLE1CESC 

I REETLRE VRDSHFFS1 ITDDVV 

DIAGEEHLPVLVRFVDESHNLR 

EEF1GFLPYEADAEILAVKFHTM 

ITEK.WGLNMEYCRGQAYIVSS 

GFSSKMKVVASRLLEKYPQAIY 

TLCSSCALNMWLAKSVPVMGV 

SVALGTIEEVCSFFHRSPQLLLE 

LDNVISVLFQNSKERGKELKEIC 

HSQWTGRHDAFE1LVELLQALV 

LCLDGINSDTNIRWNNYIAGRA 

FVIACSAVSDFDFIVTIVVLKNV 

LSFTRAFGKNLQGQTSDVFFAA 

G SLTA VLH SLNE VM ENIEV YHE 

FWFEEATNLAHQT 


16220 


46588 


A 


16315 


717 


902 


G A LQS WPC Y LPRQCG AT VQNF 
CGVPTCMRKSTWSNLVVFRFP 
QDPSRCAN**LDCCTACTQ 


16221 


46589 


A 


16316 


1 


374 


EHSEPPIGVQIVDYLLRQEKVT 
DRMDHSK.VETETVLSFVDDIIS 
GAKSPCAMPSQVPDK/QAQEIA 
DKIYNLFNGYTSGKEQQTAYN 
TLLDLGSPTLHRVLYHYNQHY 
ESFGEFTWRCEDELGPR 


16222 


46590 


A 


16317 


2 


1293 





2099 
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SEQ ID 

NO: 


SF.Q ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


[Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


16223 


46591 


A 


16318 


219 


1912 


PHPTRTRSAQSVQYIEKDWGPG 

EGLEEGGVLGQLVAFDSFTVSF 

HFVSAGNSPSDESEERERDPKV 

LTFPEYITSLSDSGTKHMAAGV 

RMECHSKGRCPSSCPLCHVTSS 

PDTPAEPVLLEVTKAALLNTQS 

FPCSLMQLLQEATMSSLWCSGT 

GDV1EDWCRCDSTAFGGCVPVS 

CSFLSAHRLRLSTVHEPSSTLVV 

LE WEH SEPPIG VQI VD YLLRQE 

KVTDRMDHSKVETGEHLLLHG 

LVLIQGDKTKTKKNALPHGFAP 

GPQYPRAMQEEQGEEEAVLLL 

QEAAVLLPLRVRDIRSCCFRHR 

ELLFLMLFPFLLLWAETVLSFV 

DDI 1 SG AKSPC AMPSQVPDKQL 

TT1YFQPLIARFSFSSRKGLLRIM 

SSHCHGDCDVSTLDSYTVSAN 

HALPLPARPTLWGVDNTGRRS 

RPSDVIVYM*ITYFPFPPSSEIAD 

KI YNLFNG YTSGK EQQTA YNTL 

LDLGSPTLHRVLYHYNQHYESF 

ASF*LKYPLCL1HRKAGLILSQL 

GDLSSWCNGLLQEPKISLRRSS 

LKYLGCRYSEIKPYGLDWAELS 


16224 


46592 


A 


16319 


1 


203 1 




16225 


46593 


A 


16320 


1 


739 


MKRAGSSGGRGECDISGAGRL 
GLEEAARLSCAVHTSPGGGRRP 
GQAAGMSAKERPKGKVIKDSV 
TLLPCFYFVELPILASSVVSLYF 
LELTDVFKPVHSG FSC YDRSLS 
MPYIEPTQEAIPFLMLLSLAFAG 
PAITIMVGEGILYCCLSKRRNG 
VGLEPNINAGGCNFNSFLRRAV 
RFVGVHVFGLCSTALITDIIQLY 
TGHQAPYFLTVRTPNYTSLNVS 
CT*NSYLAEDIRSRSDLTLTHSG 



2100 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codnn for peptide 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16226 


46594 


A 


16321 


48 


1359 


GDKNQNPRNWPLGEGKGNSLG 

RKETGRSNSRSHSSRSKSR*QSS 

SRSRSRSHSRKK.RHSSRSRSRTY 

SRSWSRDRMYSRDDRH*YEVIV 

DCSRHGREYKGREPRHGSGSLE 

RPTEQETSQPKI RKE1 VETKGTA 

RGNCGTTGLLRPKTM M VERS Y 

GPQDRVAVGTWPHPGTERWAS 

SWDVSSSVRHQSEGVVQGWEH 

RCTHKSQQEVGACVNFRTPKVI 

L1YNLYLPVSHQFSKTFMSIVIV 

QKNLYLHNDFRALNVTHIYRLT 

IPNTTTCFTATQDEDKQIFHTAA 

QHRSHTSSYQYLSLTRSHRYEI 

VFYTRGLGAPFPAGDGHGKFQ 

RLGKPYSHSVHFVIPQDKTQHIS 

INTPHKNSETTKQHTCSFAYGL 

YYYQQKEDNPYAWPQVPAAA 

EMVSRLAQSRHSQQSILIHFSHQ 

SYHTDHISTV 


16227 


46595 


A 


16322 


227 


3020 


SCIKPRRKEMGRSNSRSHSSRSK 

SRSQS\SSRSRSRSHSRKKRYSS\ 

RSR\SRTYSRSRSRDRMYSRDY 

RRDYRNNRGMRRPYGYRGRG 

RGV/YYQGGGGRYHRGGYRPV 

WNRRHSRSPRR\GRSRSRSPKR 

RSVSSQRSRSRSRRSYRSSRSPR 

SSSSRSSSPYSKSPVSKRRGSQE 

KQTKKAEGEPQEESPLK.SK.SQE 

EPKDTFEHDPSES1DEFNKSSAT 

SGDIWPGLSAYDNSPRSPHSPSP 

1ATPPSQSS 
















16229 


46597 


B 


16324 


1 


435 




16230 


46598 


A 


16325 


1120 


1209 


ASSDNPP* SEPRVSLTIEGQEIDF 
FLDTGTAFSVLSSCPGWLSSRS 
VT1RG1LGQPVTRYFSHLL 














1HQSALCI*LKVCKHTNQQPVSS 
SGFVNAPIDTLYLATLVGPWRT 
LCVHTLYLVNLVGMWRTFVSS 
SG 1 VNAPIS ALSKQTT WLYQS A 
GCGWGQIRE 



2101 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16232 


46600 


A 


16327 


2 


840 


APAVATEVLPGAGLTAGVLLW 
SDPKEPSNPGSSHRVGASDLDN 
PAHPTLLSYTMQKLEEELDVVL 
FDRSGHRTKFTNVGRMLLERG 
RVLLQAADKLTTDAEALARGW 
ETHLT1VTEALVPTPAFFPL1DK 
LAAKANTQLAIIT*VLAGAWER 
LEQGRADIVIAPDMHFRSSSEIN 
SRKLYTLMNVYVAAPDHPIHQ 
EPEPLSE VTRVK YRGI A V A DTA 
RERPVLTVQLLDKQPRLTVSTIE 
DK RQ ALL AGLG V ATMPYPM V E 
KD1AEGRLRVVSPESTS 


16233 


46601 


A 


16328 


3 


923 


RFLSDGT11SVDSAGKVQFWDS 

ATGTLVKSHLIANADVQSIAVA 

DFFPGHESRATEALCWAEGQR 

LFSAGLNGEIMEYDLQALNIKY 

AMDAFGGP1WSMAASPSGSQL 

LVGCEDGSVKLFQITPDKIQFER 

NFDRQKSRJLSLSWHPSGTHIA 

AGSIDYISVFDVKSGSAVHKM1 

VDRQYMGVSKRK.CIVWGVAFL 

SDGT1ISVDSAGKVQFWDSATG 

TLVKSHLIANADVQSIAVADQR 

RQFRGGH SRGNSLPFSAGPCVAS 

NSS*EAVGADKTVPASHS*RAH 

CGPTAQQR*YLGGTDTHLVFRP 


16234 


46602 


A 


16329 


2 


1059 




16235 


46603 


A 


16330 


582 


1540 




16236 


46604 


A 


16331 


1 


720 




16237 


46605 


A 


16332 


1 


477 




16238 


46606 


A 


16333 




540 




16239 


46607 


A 


16334 


1 


261 




16240 


46608 


A 


16335 


964 


1574 


LRWCCGSQLFRGYWGGVTGR 
YLTVLPPHLAVGCMAPWGPFS 
VRIAAVVFIQIFAGEVFWCPVM 
CVRGLCTPVLTGVPGHGNSHIP 
AIVFTCSLQTLVGGTRRWWRC 
C A AG D VTKFPAL VG VGGETPR 
PQLPIGVTTVILLQVLVWKFGR 

MVCA/TCA/U/A I DVDr~:T ACACDU/ 

ASWKFCRHSFLHCNAYIPLHTQ 
ECRSSHISFLDQ 


16241 


46609 


A 


16336 


3 


87 




16242 


46610 


A 


16337 


1 


1398 





2102 



WO 01/075067 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16243 


46611 


A 


16338 


1596 


2205 


LRWCCGSQLFRGYWGGVTGR 
YLTVLPPHLAVGCMAPWGPFS 
VR1AAVVFIQIFAGEVFWCPVM 
CVRGLCTPVLTGVPGNGNSHIP 
AI VFTCSLQTL VGGTRRW WRC 
CAAGDVAKFPALVGVGGETPR 
PQLPIGVTTVILLQVLVWKFGR 
NVSMSVWALRVPGLAFQSRH/ 
ASWKFCRHSFLHCNAYIPLHTQ 
ECRSSHTSFLDQ 


16244 


46612 


B 


16339 


276 


442 




16245 


46613 


A 


16340 




300 




16246 


46614 


B 


16341 


1 


903 




16247 


46615 


A 


16342 


119 


889 


RQHILESHSRPILCTTWLPLLIIQ 
DPRTLQSAAMLLTQSLFGGIFT 
RTRMKFGAVTWIGGPPLGDQS 
P\SSCSLLREKDPPTTSGPQTHQ 
PKEHLTOFKSGVRPRRDACLGP 
SPLAASPAFLGKGQVPQPL1SLC 
PDPLFPHPNL1SLRPNPLCPHPD 
LVSLCPDPFPAFLEAHKNFQTPE 
PQQPGIPPEPPPPGACYKCQKSD 
IIQAKECLQPR1PPKPCPICAGPH 
WKSDCSTHLAATPRAPGTLAE 
GSLTDSFSA 


16248 


46616 


B 


16343 


1 


498 




16249 


46617 


A 


16344 


3 


903 




16250 


46618 


A 


16345 


1 


684 




16251 


46619 


A 


16346 


2 


1028 




16252 


46620 


A 


16347 


1 


338 




16253 


46621 


A 


16348 








16254 


46622 


A 


16349 


790 


2184 




16255 


46623 


A 


16350 


773 


890 




16256 


46624 


A 


16351 


467 


606 




16257 


46625 


A 


16352 


1569 


1841 




16258 


46626 


A 


16353 


430 


980 


LLTEDALDDL1PSFLLTGQQTPA 
FGRRVSGVIEIADGSRRRKAAA 
LTESNYRVLVGELDDEQMAAL 
SRLGNDYRPTSAYERGQRYASR 
LQNEFAGNISALADAENISRKII 
TRCINTAKLPKSVVALFSHPGE 
LS A RSG D ALQKAFTDKEE LLKQ 
Q ASN LHEQKKAG V 1FEAEEVIT 
LLTSVLKTSSASRTSLSSRHQFA 
PGATVLYKGDKMVLNLDRSR* 
RGIT*AAGI*PS*AEKSWGDI*S* 
RSYHSFNFCA 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possibIe nucleotide 
deletion, \=possible nucleotide insertion) 


16259 


46627 


A 


16354 


1 


343 


MKRAPV1PK.HTLNTQPVEDTSL 
STPAAPMVDSLIARVGVMARG 
NAITLPVCGRDVKFTLEVXSGVI 
VLRRPLGYGQVrvlNVTRSCLLR 
THWMISSLLFY*LVNRHRRSVE 
EYLVS 


16260 


46628 


A 


16355 


1 


584 


MLRJDLLKNVDLKGFEPDVRILL 
TKYSNSNGSQSPWMEEQIRDA 
WGSMVLKNVVRETDEVGKGQI 
RMRTVFEQA1DQRSSTDNEGAP 
VIPKHTLNTQPVEDTSLSTPAAP 
MVDSL1ARVGVMARGNAITLP 
VCGRDVKFTLEV\SGVIVLRRPL 
GYGQVMNVTRSCLLRTHWMIS 
SLLFY*LVNRHRRSVEEYLVS 


16261 


46629 








350 


SLPNLDNAAICSSSSSPTRTR*SL 

SVSAAALRRRLPSA1SDHTREVF 

STLSPRSTSRVNFTSRPHTGKV 

MALPRAITPTRAINESTIGAAGV 

DNEV 


16262 




A 








RLFEVHHHVHKHLLGDNRYP1 
W1MQPSAHHP/RSPTRTR*SLSV 
SAAALRRRLPSAISMTPDTLRP 
NAGVC 


16263 


46631 


A 


16358 


1 


378 




16264 


46632 


A 


16359 


159 


4j3 


GLHNADHVHK.HLLGDNRYPIW 
IMQPSAHHP/RSPTRTR*SLSVS 
AAALRRRLPSA1SMTPDTLRPN 
AGVC 


16265 


46633 


B 


16360 


' 


624 




16266 


46634 


A 


16361 


3 


299 




16267 


46635 


A 


16362 


163 


699 




16268 


46636 












16269 


46637 


A 


16364 


663 


734 




16270 


46638 


A 


16365 


391 


1248 




16271 


46639 


A 


16366 


1 


1143 




16272 


46640 


A 


16367 


1 


271 




16273 


46641 


A 


16368 


1 


493 


MSKRRWLTGNGSDRENIRLDL 
GFLVSDEEKRYKCEDCGKAFN 
RSSNLTTHKKIHTGEKPYKCEE 
CGKAFKRSS1LTTHKRIHTGEK.P 
YKCEECGK VFKYLSSLSTHK 1 1H 
TGEKPYKCEECGKAFNWSSHL 
TTHKRIH\MERNPTNVKNVAKA 

T QTDT PI I XITI^ 


16274 


46642 


A 


16369 


728 


1428 




16275 


46643 


A 


16370 


3689 


3864 


NYKSFFKWS/SQMQSMTKIYRG 
PLDHPDSPCSN VND1 EGTPPEE1 
STAQPLLHPRPAGSS 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oHast 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16276 


46644 


A 


16371 


2 




WPLLLLGCLSLTKEWGFQA*LE 
KHVKRVKFPSHNLVPGRSI 


16277 


46645 


A 


16372 


728 


2207 




16278 


46646 


C 


16373 


1 


873 




16279 


46647 


A 


16374 


1220 


2097 




16280 


46648 


A 


16375 


73 


1438 


QDLRLFYLKDTMFSKLAHLQR 
FAVLSRGVHSSVASATSVATKK 
TVQGPPTSDDIFEREYKYGAHN 
YHPLPVALERGKGIYLWDVEG 
RKYFDFLSSYSAVNQGHCHPKI 
VNAL\KSQVGQN*PLTSRAFYN 
NVLGEYEEY\ITKLF\MYHKVLP 
MNTGVEAGETA\CKLA\RKWG 
L/YTVKGIQKYK\AKIVFAAGNF 
WGRTLSA1SSSTDPTSYDGFGPF 
MPGFD1IPYNDLPALERALQDP 
NVAAFMVEPIQGEAGVVVPDP 
GYLMGVRELCTRHQVLFIADEI 
QTGLARTGRWLAVDYENVRPD 
1 VLLGKA LSGGL YP VS A VLCDD 
DIMLTIKPGEHGSTYGGNPLGC 
R V Al A AL\E V\LEEEN L AEN ADK 
LGIILRNELMKLPSDVVTAVRG 
KGLLNAIVIKETKDWDAWKVC 
LRLRDNGLLAKPTHGDIIRFAPP 
LVIKEDELRESIE1INKTILSF 


16281 


46649 


A 


16376 


600 


806 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16282 


46650 


A 


16377 


1 


2255 


EPDVCAKMAGRSMQAARCPTD 

ELSLTNCSVVNEKDFQSGQHVI 

VRTSPNHRYTFTLKTHPSVVPG 

SIAFSLPQRKWAGLSIGQEIEVS 

LYTFDKAKQCIGTMTIEIDFLQK 

KSNDSNPYDTDKMAAEFIQQF 

NNQAYSVGQQLVFSFNEKLFG 

LLVK.DIESMDPSILKGEPATGK 

RQKIEVGLVVGNSQVAFEKAE 

NSSLNLIGKAKTKENRQSIINPD 

WNFEKMGIGGLDKG\FSDIFRR 

AFASRVFPPQIVEQMGCKHVK 

GILLYGPPGCGKTLLARQIGKM 

LNAREPKVVNGPEILNK.YVGES 

E AN IRKLFA DAEEEQRRLG ANS 

GLHII1FDEIDAICKQRGSMAGS 

TGVHDTVVNQLLSKIDGVEQL 

NNILV1GMTNRPDLIDEALLRPG 

RLEVKME1GLPDEKGRLQILH1H 

TARMRGHQLLSADVDIKELAV 

ETKNFSGAELEGLVRAAQSTA 

MNRHIKASTKVEVDMEKAESL 

QVTRGDFLASLEND1KPAFGTN 

QEDYASY1MNGIIKWGDPVTRV 

LDDGELLVQQTKNSDRTPLVSV 

LLEGPPHSGKTALAAKIAEESN 

FPF1 K.1CSPDKM1GFSETAK.CQA 

MKK.IFDDAYKSQLSCVVVDDIE 

RLLDYVPIGPRFSNLVLQALLV 

LLKKAPPQGRK LLI IGTTSRKD V 

LQEMEMLNAFSTTIHVPNIATG 

EQLLEALELLGNLK.DKERTTIA 


16283 


46651 


B 


16378 


1 


2181 




16284 


46652 


A 


16379 


1 


441 




16285 


46653 


B 


16380 


47 


482 




16286 


46654 


A 


16381 


1 


636 


MRDPNTKRSRGFGFVTCATVE 
E VDA A MNARPCKV VGRTV EPK 
RAVSREDSQRPEDTEELHLRDY 
FEQYGKIEVIEIMTDQGSGKKR 
GFAFVTFDNHDSMDKTVIQKY 
HTVNGHNCEARKALSKQEMAR 
ASSSQRGRSGSGNFGGGRGGGF 
GGNDNFG RGGNFSGHGGFGGS 
HGGGGYGG/SGDGYNGFGNDG 
GGGSYNDFVNYNNQSSHFGPM 


16287 


46655 


A 


16382 


1 


762 




16288 


46656 


B 


16383 


59 


1042 




16289 


46657 


B 


16384 


76 


848 




16290 


46658 


B 


16385 


179 


400 
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! 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16291 


46659 


A 


16386 


27 


372 


VGSLRRPGPPREETRRLRERRRS 
LEPWAFLLKEAKVG*QPSSLFQ 
WEGPMGLCSTPLVMNMGDSLI 
TK\HLFQVPPLTITSPGPRTRRPH 
S* YPSPSLATG V WAA VWCKQP 
HFPAK 


16292 


46660 


B 


16387 


134 


284 




16293 


46661 


A 


16388 


1 


2013 




16294 


46662 


A 


16389 


313 


770 


IFGFVVAMHGAPGQAVLELLQ 
LTGDQSLGLSQRHMAALDALV 
HLLHGGLAVLTTAGAAPEHET 
RGIAGLREEQCRNPRCVKRGW 
AQEKQA*PGQRGGRKSSPFWSF 
TL/DSASAGPRAAHLHLPDVLS 
LQTLHHGLHRLLHPELLQLSHG 


16295 


46663 


A 


16390 


1 


2753 




16296 


46664 


A 


16391 


1 


1363 




16297 


46665 


A 


16392 


26 


181 




16298 


46666 


A 


16393 




867 




16299 


46667 


A 


16394 


1 


1447 




16300 


46668 


A 


16395 


31 


659 


APALPGCEHMMA1RELKVCLL 

G DTG VGKSSI VCRF VQDHFDH 

NISPT1GVASFMTKTVPCGNELH 

KFLIWDTAGQERFHSLLPLYL\R 

GSAAAVIVYDFTEAGFHFHPLK 

KWV\KRLKELGPE\MVMAIAG 

NKCDLSD1\REVPPEGMLKEY\A 

E SI G AI V V ETS AKN AINI\EELFQ 

GISRQIPPLDPHENGNNGYTIKVE 

KPTMQASRRCC 


16301 


46669 


A 


16396 


1 


1182 




16302 


46670 


A 


16397 


1 


513 




16303 


46671 


A 


16398 


146 


429 


TFYTCFSPSV1 PFSFSIHTKPYPG 
HHQSFYMTNVSSNNPTISPLTT 
RPPFSLISPALGSHAAPNPA*SSP 
EKHRPFSLHTTPQKFHRPNTSTL 
F 


16304 


46672 


A 


16399 


1 


435 




16305 


46673 


A 


16400 


56 


477 


ARAAK.GESCEGPGVGRCFSFSS 

YRQTPPCCQRLVN VPKTR\RTF 

CKK\CGKH\RPHKVTQYKKGKD 

SFYA\QGRRRYDRKQSGYGGQT 

KPIFRKKAKTTKKVMGLRL EC V 

EPNCRSKRVMLAIKRCKHFELG 

GDKKRKGQVIQF 


16306 


46674 


A 


16402 


183 


373 


IHGSSENPTPERETLFWHAENG 
SALASC*KSGGQAPKRKVRTTL 
ILKAE1LILGMLVLRSHGM 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknnwn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


16307 


46675 


A 


16403 




881 


MPFKCK.KQHTFNKTSPKEGA1I 

FTHGCLCTSPFNSELSEHLGNL 

KLSSWEHLHHRSQQTLSVRLH 

VPTPQPVEHEF1QLIYIHTGAKL 

QASKVIIATKDGKRRKSPLWQL 

KYPKLI LREASS VS EELHKEVQ 

EAFLTLHK.HGCLFRDLVRIQGK 

DLLTPVSRIL1GNPGCTYKYLNT 

RLFTVPWPVKGSNIKHTEAEIA 

AACETFLKLNDYLQ1ETIQALEE 

LAAKEKANEDAVPLCMSADFP 

RVGMGSSYNGQDEVDIKSRAA 

YNVTLLN FMDPQKMPYLKEEP 

YFGMGKMAVSWHHDENLVDR 

1QLQLWDPVDGTTASSAVPKQ 

GRDKRREVPNTLSQPNSQEGLI 

S AF HSRC VH A VF YKLTS A PKTT 

SLPDVPSDLLAEGL AA SRAGQA 

LWRCDKKSLLTLVRKINLQGK. 

RDGG RSATNQQSQPHLDNTGL 

ERQLEQKVGRCRSPWRGLGHL 

EGNAQKGHLLHGVNKNGQHL 

L*MPPSPLPGGQKGRLVGMLS 

WVLT*VYK1QH/GT/PAAVEG*D 

EAFLAVWLGEGVGDFSPLVPSL 

LWHS*RGCCSIHGIPELELNPVH 

QIFIM/SASSLPFSPCQNKVPLSG 


16308 


46676 




16404 


1 


459 








— 










16310 


46678 


A 


16406 


1 


816 




16311 


46679 


A 


16407 


1 


217 




16312 


46680 


A 


16408 


3 


135 




16313 


46681 


A 


16409 


21 


218 




16314 


46682 


A 


16410 


392 


3744 


LNYKMLLKNLSPMSMLKAFSF 
A1PMQPPAQTNLPTAKPNGFQP 
LLLSQYNACPPPQ*EAG/QVDL 
CST1PLNLLPDSLPLTVPTGPLPQ 
GSVGLVLGRASSSAKGITIHTGL 
INSDSVDEIKLITSAKVPVSILAG 
ESIAQLLLLPNIILNKGDKTRGP 

UMU3K.tjE.rvA A Y W1JN V loKA^Kr 

TCTIH IQGRKFEGL VDTGADVS 
VISSSLWPSSWLKHPTNMGLVG 
VGKAEEVYGSTFILPCTGLDGQ 
KGTIQPYIM 


16315 


46683 


A 


16411 


1 


783 




16316 


46684 


A 


16412 


1 


1911 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16317 


46685 


A 


16413 


3 


1381 


KTPFVGYQHQRPKVDKTTKMG 

RNQSRKAENSKNQSTSSPPKDR 

SSLPATEQSWTENDFDELTEVG 

FRRSA ITN FSELKEH VLTRRKEA 

KNLEKRLDEWLTRJNSVEKTLN 

DLMELKTMAQELRDARTSFNS 

*FNQVEKRJSV1EDQIDEIKQDD 

KAAETCNWRWVSESLRQLRAS 

VDAFHARASHYNAGECLHQLA 

ALNSRLNCAQEMARRDS1GEVP 

PVPWRTVVGSG1AGEAKLDHL 

RLVSL1GREVNKENSPAATRWL 

FSFQAGALAGGQIVLQAAKPN 

AHGQPVVATRN LLNPAGl V A V 

LKQRPRLVAAAVQAFYLRDPID 

LRACRVFKTFLPETRIMTSYYAI 

EWSLWTLVDVLHAENSESAHM 

SHNSYDPPSDVARJHLTHLPMSP 

1PDYIIARFRYRHRSRVRLTARK 

LSPAFMRCSSEIQRYSTMLERG 

FNGGYCRSTTVRVVTEATRML 


16318 


46686 


A 


16414 




1191 




16319 


46687 


A 


16415 




1909 




16320 


46688 


B 


16416 




1791 


















16322 


46690 


A 


16418 




1044 




16323 


46691 


B 


16419 




1140 




16324 


46692 


A 


16420 




1062 




16325 


46693 


B 


16421 




972 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16326 


46694 


A 


16422 


1 


1758 


MDTFLQAERKDYMEAYELIEQ 
EEQGVKELNRPLTAPSALHPRD 
EAHLIMVDKLFDVLLDSVCQYF 
1EDFC1DVHHINSRWI/AVCQYFI 
EDFCIDVHHINSRWIKDLNVRP 
KTIKTLEENLGNTIQDIGMGKD 
FLSKTPKAMATKAKIDKWDLIK 
LNNFCTAKETTIRLPVPNPCGPV 
AETPLSRVFVLREARKTLKPHQ 
STCLSKGRDNSIDSWKTAARVL 
KTAISSTPTIPILKDQTQEWSVS 
ATFTSDGKIRLFYTDYSGKHYG 
KQSLTTAQVNVSKSDDTLKING 
VEDHKTIFDGDGKTYQNVQQFI 
DEGN YTSGDN HTLRDPH YVED 
KGHKYLVFEANTGTENGYQGE 
ESLFNKAYYGGGTNFFRKESQK 
LQQSAKKRDAELANGALGIIEL 
NNDYTLK K VMKPLI TSNTVTDE 
I ERAN VFKMNGK WYLG ELG W 
RREWSSGDRJCSLARLSKTGTLG 
LAALTYKCTRDQWTVYCRVIR 
EKNLCQDMRWYQRCCQTCRD 

r Y AINRM£>rA 1 AbLV 1 Kbl IS.OKS) 

VI PI DVfll \/PICI ^VDADl/r.f 
PlLKLKi yLVr l&LrvUrvr AKrvOPv 

ASSGSKLSLLSSSKTVALAGMG 
RGDEFQMELESEDLTSERDG1L 
TPTSSNQKKSKAYGSLIRT 


16327 


46695 


A 


16423 


1 


4449 




16328 


46696 


A 


16424 


3 


3859 


QFLPNLDSTVLGENYFDGTYQ 

MLYLLVKGTIPVEIHTATVIFVS 

FQLSVATEDDFYTSHNLVKNLA 

LFLKIPSDKIRISKIRGKSLRRKR 

SMGF1IEIEIGDPPIQFISNGTTGQ 

MQLS ELQEIAGS LGQ A VILGN 1 S 

SILGFN1SSMSITNPLPSPSDSGW 

1KVTAQPVERSAFPVHHVAFVS 

SLLVITQPVAAQPGQPFPQQPSV 

KATDSDGNCVSVGITALTLRAI 

LKDSNNNQVNGLSGNTTIPFSS 

CWAN 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of llrst 

sequence 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16329 


46697 


A 


16425 


65 


1905 


RTS SRKTTNH C S EI KEDTNN WK 

NIPCSWIGR1N1VKMAKLPKPPL 

VIPRQTG SG V DLQQTPTDL HLR 

VLTVRRKTNKQKGHPHQNPICT 

SPSSKTKVLEVLARAFRQEKEI 

KGIQVGKEEVKLSLFADDMIVY 

LENPIVSAQNLLKL1SNFSKVSG 

YKINVQKSQAFLYTNNRQTESQ 

IMTELPFTTASKRIKYLGIQLTR 

DVKDLFKENYKPLLNEIKEDTN 

KWKNIPCSWVGRINIVKMAILP 

KV1YRFNAIPIKLPMTFFIELEKT 

TLKFIWNQKRARIAKSILSQKN 

1CAGG1TLPDFKLYYKATVTKTA 

WYWYQNRDIDQWNRTEPSEIM 

LHIYNYLIFDKPEKNKQWGKDS 

LFNIWCWENWLAICRKLKLDPF 

LTPYTKINSRWIKDLNVRSKTIK 

TLEENLGNTIQDIGMGKDFMSK 

TPKAMATKAK1DKWDLIKLKSF 

CTAKETT1SVNRQPTEWEKIFA1 

YSSDKGL1SR1YNELKQIYKKKT 

NMPIKKWVKDTNRHFSKEDIYA 

AKRHMTKCSSSLAVREMQIKT 

TMRYHLTPVEEVRAGEMAKTR 

RCQNVKGASEEGIRA/HCFVSH 

*PHCP/LWRATTLMETLKFKPIE 

VPCKPLEKSVSLLLL 


16330 


46698 


B 


16426 


1 


2348 




16331 


46699 


A 


16427 


1 


660 


MPNFF1DRPIFAWVIAIIIMLAGG 
LAILKLPVAQYPTIAPPAVTISA 
SYPGADAKTVQDTVTQVIEQN 
MNGIDNLMYMSSNSDSTGTVQ 
ITLTFESG\QVQNKLQLAMP/LL 
PQEVQQQGVSVEKSSSSFLMVV 

U V IN 1 UKj 1 M it^ELJloLJ Y V AAfN 

MKDA1SRTSGVGDVQLFGSQY 
AM RI WMNPNELNK VERNSRRQ 
DVGERDISSGSRKVNKESREDE 
EVT 


16332 


46700 


A 


16428 


1 


975 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16333 


46701 


A 


16429 


1171 


2007 


AVD1VQGLVRGWGRQGWLLS 
GRGIPEGPLLLWGATVGSWRR 
LLPLTGVCGLPLGAVPVLIS*LL 
GGAQVQLLREEEAGHELVQQL 
VDGALVLLLDGRJLPLHVVADE 
RCCVLQDLPVLVHKDEVRLAR 
GGTAALRVLLLVLVVDALDLV 
EQALGAQGLGVVLLEVHSLVV 
KGLEVRLLILLPPDLVEALLGLP 
PLLFLGLQSFQDNGDSGDRVLL 
EALDDLRGLVAIDAINGTALDH 
LRRASQGVVQPELLLVFRRHPR 
QLLLHTFQHTDCGQVRLQDIV 


16334 


46702 


B 


16430 


1 


768 




16335 


46703 


A 


16431 


1 


2553 




16336 


46704 


A 


16432 


3 


573 


CEMHSVQKNEHDKTPEHSRKR 
SRPSLLRPVSAPAKKXMKLRGT 
KDLSIAAVGKYGTL/PGIFFL*Q 
GPPGAEEPGGVKLPPLHRTLQ 
PGAGVWL*APAARQP1SGVSS* 
LPRAP*GGSVPVNSIYLVFSYCF 
*AMIVLF*NPVY*LT*LI*LLIPM 
HL*GAIHHLGTLQLVPLPVTSV 
VSILTRIQWVLE 


16337 


46705 


A 


16433 


110 


1347 


LTTATGMELSMGSTTWTSLCK 

AENAACQQEKPH1WLCSISSFL 

RLKRRRTTTKNTGTKKIASTVA 

VT1PPITPLPTAFCAPEPAPVLLT 

SGIPPRLNASENPQLLSGS/SSSD 

STGTVQ1TLTFESGTDADIAQVQ 

VQNKLQLAMPLLPQEVQQQGV 

SVEKSSSSFLMVVGVINTDGTM 

TQ EDI SD Y V A ANMKDA1 SRTSG 

VG D VQLFG SQ Y AMRIWMN PNE 

LNKFQLTPVDVITAIKAQNAQV 

AAGQLGGTPPVKGQQLNASIIA 

QTRLTSTEEFGKILLKVNQDGS 

RVLLRDVAK1ELGGENYDIIAEF 

NGQPA SGLG I KL ATG ANA LDT 

AAA1RAELAKMEPFFPSGLKIG 

Y P YDTTP V VNI SIHE VG KTL VE 

AKNLVFLAMNLVLQEFPADVIS 

TIAGPPSLRSSRVPGL 


16338 


46706 


B 


16434 


1 


2550 




16339 


46707 


B 


16435 


1 


630 




16340 


46708 


A 


16436 


270 


455 




16341 












GALQPPPCTVGAPFWAGQGWS 
PLPQLAGRCGGRGTXRGTGAAC 
GACGPAGVPGGLGLGGPRTRSS 
RPALLAPGNGGLSTRASGCGGC 
TESPSSGWPTSAALDFLPGP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


16342 


46710 


A 


16438 




413 




16343 


46711 


A 


16439 


31 


507 




16344 


46712 


A 


16440 


1 


537 




16345 


46713 


A 


16441 


152 


247 




16346 


46714 


A 


16442 






EEMTSKMYKVI1RKTMKASVC 
TQVKHPAIASICKAVL*VGPWS 
GHFKYAGLPTL 


16347 


46715 


A 


16443 


1 


549 




16348 


46716 


B 


16444 


376 


862 




16349 


46717 


A 


16445 


2 


1603 


TNVSTTIATVVLNALARATKLL 
PPG H RRSPNPATA AASSPPTTLA 
HCSLRSHHQPLRGEQQPQA1RT 
TAGRCKALSSCPSFFECGSRSSG 
APPGACGQ1FRVSNAKLEPQAR 
PSSPVTGGPLDLMACRVVAAST 
REMAMLIAQALQT1NYGRDDE 
NGHTHSACEVHHGGRVPELSV 
PSFSWRNRNNPSF1MGSITPTDY 
TLSKCYLPREDVVLIIYCGVSTN 
EQPDEEVPRTRFPTVAVSIGFAV 
RQELEFGVIYHCLE\YRLYTGRR 
GRGAFCNGQRLRVSGETASGM 
LPG IQQI H1QQEQNLQVG ASTEL 
PCNLHTTRJRVASAPSSAPEDGT 
ESKTCNFRVTSSKGYCLALPRV 
PFPLTTG YK.HLH KPPTGTHSTY 
HSMCLLNQPGWLRTISIILFLNN 
K1CWQKKSGRE1KIEDYFPEYA 
NYTVPEDGHLSAHLY1LSGLCM 

SFVMVNSVALNGDGCGICSETE 
AELIEVSHRLNCSREVGEHLNA 
TGELGEERAHGRQQAACGFTIA 


16350 


46718 


A 


16446 


1 


648 
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SEQ ID 

NO: : 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oMast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16351 


46719 


A 


16447 


329 


2497 


GEGQAVLQGKMGGEEKPI\GA 

GEEKQKEG\GKKKNKE\GSGDG 

SRAELNPWPEYIYTRLEMYN1L 

K.AEHDSILAEKAEKDSKPIK.VT 

L PDGKQVDA ES WKTTP YQI AC 

GISQGLADNTV1AKVNNVVWD 

LDRPLEEDCTLELLKFEDEEAQ 

AVYWHSSAHIMGEGMERVYG 

GCLCYGPPIENGFYYDMYLEEG 

GVSSNDFSSLEALCKKIIKEKQA 

FERLEVKKETLLAMFKYNK.FK 

CRILNEKVNTPTTTVYRCGPLID 

LCRGPHVRHTGKIKALKIHKNS 

STYWEGKADMETLQRIYGISFP 

DPKMLKEWEKFQEEAK.NRDHR 

KIGRDQELYFFHELSPGSCFFLP 

KGVYIYNALIEFIRSEYRKRGFQ 

EVVTPNIFNSRLWMTSGHWQH 

Y SEN M F SFE V E K.ELF A LK P MNC 

PGHSLMFDHRPRSWRELPLRLA 

DFGGLHRNELSGALTGLTRVRR 

FQQDDAHIFCAMEQ1EDEI KGC 

LDFLRTVYSVFGFSFKLNLSTRP 

EKFLGD1EVWDQAEKQLENSL 

NEFGEKWELNSGDGAFYGPKI 

D1QIKDAIGRYHQCAT1QLDFQL 

P1RFNLTYVSHDGEDKKRPVIV 

HRAILGSVERMIA1LTENYGGK 

LAPFWLSPRQVMVVPVGPTCD 

EYAQNVRQQFHDAKFMADIDL 

DPG CTLNKKI RNAQLAQYNFIL 

VVGEKEKITGTVNIRTRDNKVH 


16352 


46720 


C 


16449 


189 


456 




16353 


46721 


A 


16450 




1414 




16354 


46722 


A 


16451 


95 


293 
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SKQ1D 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16355 


46723 


A 


16452 


1 


1136 


MKKRPGHSLFQFQFLMFRLFSE 

ARQPLSEEDVASLSWRPLHLPS 

ADWQRAALSLWTHRTFREVLK 

EEDVHLTYQDWLHLELE1QPEA 

\MLFQILNGRTSTSGRSMSTFSL 

SPRLQGAVTETCRLRVPFLSTH* 

WISTKAQGVMTTQKIL1WSLVA 

AQEMRILFPDCRRW*LTWSCSK 

TS*CLSATPLPRSTSSLRFSADG 

SRL*QAGGAWLPAFRDRGSC*C 

TNGSSSACLRLSSAAAASRQNS 

PSLPDASSSSTWSTLR*ETSAPT 

EVP*HRTSLPTS\QGPPERLSAE 

QRPL PDGR/RS Y WPS ARRN A/RL 

ILT/FCSGVVAEPGACAALPVEE 

TLPEPAAPGTAEATRRPAVCQR 

VRVGAIGFPFLLLLDGPAVVTS 

Dl.K 


16356 


46724 


A 


16453 


3003 


3482 


HRPRTRPCPWRRNHHLGHRAP 
L*PQRARR*SPNPPEDGSEDEHL 
*QLC 


16357 


46725 


A 


16454 


598 


759 


KVILGLWTEEAQVGGQGLRAP 
TPRLLHHVLK*D1KR*AHRPDA 
VAHACNPNTLG 


16358 


46726 


A 


16455 


1 


1767 




16359 


46727 


A 


16456 


2 


572 




16360 


46728 


A 


16457 


1 


726 




16361 


46729 


A 


16458 


155 


1334 


HALGRRGGSQELSAAAGAASP 

SGSERRAPGALPCAWAAALLV 

LGAPPASRPGGFAAGKTMLLK 

E\YRI\CMPLTV\DEYKI\GQLYM 

ISKHSH\EQSDRGEGVEVVQKE 

PFEDPHHGNGQFTEKRVYLNSK 

LPSWARAVVPKIFYVTEKAWN 

YYPYTITEYTCSFLPKF\SIHIET 

KYEDNKGSNDTIFDNEAKDVE 

REVCFIDIACDEIPERYYKESED 

PKHFKSEKTGRGQLREGWRDS 

HQPIMCSYKLVTVKSEVWGLQ 

TRVEQFVHKVVRDILLIGHRQA 

FAWVDEWYDMTMDEVREFER 

ATQEATNKKIGIFPPAISI SSIPLL 

PSSVRSAPSSAPSTPLSTDAPEFL 

SVPKDRPRKKSAPETLTLPDPE 

KKATLNLPGMHSSDKPCRPKSE 


16362 


46730 


A 


16459 


26 


355 




16363 


46731 


A 


16460 


86 


489 




16364 


46732 


B 


16461 


1 


201 




16365 


46733 


A 


16462 


3 


367 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16366 


46734 


A 


16463 


58 


553 


VARSAPPDGAVCAGPGSRRTE 

MAEQSDEAVKYYTLEEIQKHN 

HSKSTWLILHHKGWDLTKFLE 

EHPGGEEVLREQAVGGDYATENF 

EDVGHSTDAREMSKTFIIG\ELH 

PDDRPKLNKPPEP*RRCFKETL1 

TTIDSSSSWWTNWVIPAISAVA 

VALMYRLYMAED 


16367 


46735 


A 


16464 


185 


489 




16368 


46736 


A 


16465 


134 


345 




16369 


46737 


A 


16466 


572 


1017 




16370 


46738 


A 


16467 


911 


1013 




16371 


46739 


A 


16468 


1 


157 


FGGNQKGERTGQKGKGERGAK 
RKDFPGAVCISALGLLAKGCG* 
SWRPSSSAN 


16372 


46740 


A 


16469 


71 


369 


SCGLSLIKMTTSQKHRDFVAEP 
MGEKPVGSLAGIGEVLG\KKLE 

ergfdkayvvlgqflvlkk.de 
dl f\rewlk dtcg/apn akqsr 
dcf*clrewcdafl 


16373 


46741 


A 


16470 


1 


831 




16374 


46742 


A 


16471 


368 


679 


SSQLNKAPSLFNPVSEEFCLWL 
LLLQKELLTR1TSLEKNTNDLV 
DLKNTA*ELHEAHTSINS*IDQV 
EERI SEC EDHLTEIRH SEKMKTA 
LLK*DMQTRREKKK 


16375 


46743 


A 


16472 


536 


717 




16376 


46744 


A 


16473 


1 


1632 




16377 


46745 


A 


16474 




651 




16378 


46746 


A 


16475 


1 


903 


GGGGRMKLIDYGLSGYQEESA 

EWKAMDFITSTA1LPLLFGCLG 

VFGLFRLLQWVRGKAYLRNAV 

VVITGATSGLGKECAKVFYAA 

GAKLVLCGRNGGALEELIRELT 

ASHATKVQTHKPYLVTFDLTDS 

GA1VAAAAEILQCFGYVDILVN 

NAGISYRGTIMDTTVDVDKRV 

METNYFGPVALTKALLPSMIKR 

RQGHIVAISSIQGKM\SIPFRSGI 

CQPSKHATQAF\FDCLAVPEM\E 

QFEIEVTVISPGYIHTNLSVNAIT 

ADGSRCGVMDTTTAQVAEALW 

RWPRMFLLLWGRRRKM 


16379 


46747 


A 


16476 


359 


1094 


















16381 


46749 


A 


16478 


1 


371 




16382 


46750 


A 


16479 


11 


257 




16383 


46751 


A 


16480 


2 


419 




16384 


46752 


A 


16481 


1 


2514 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=IInknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16385 


46753 


A 


16482 


262 


822 


AGCTRKTRJIDVVYNASNNELV 
RTKTLVKNCIVLIDSTPYRQWY 
ESHYALALGRKKGAKLVRVTS 
L*GLWGGQPDSSLLVMKTLSSS 
ATEGREMRAF*AEEGQHWGVQ 
GSRKLPGPAFLP*AHIFVSPFQT 
PEEEEILNKKRSKKIQKKYDER 
KKNAKISSLLEEQFQQGKLLGE 
KADELEVGSRRD 


16386 


46754 


A 


16483 


2 


799 


SQWLKLPSPLPHAGISRYYNWD 
QAP*KTGGPRESPYHKKREVM 
KLGRPSCPN/NPKIGPPAGIQHSP 
VCRGG* Q VNTRAPE V WTVGNF 
\SWGLICRCTP*NKDPSIVVLQC 
HLNNGAWFRTQGPWVEEFC1V 
ASSDQQQPYR\QWVRSPNLCAC 
PLGPAKKGEPKLDSLRKEEIFK 
QKNDLKKLRKEPLKRKKNCQT 
PAVLPGREQFPARGKLSCRA/SR 
FQGPGQLWAEQDGFCA* EGQK 
SLEFLSFRKNPRPRKGQIKFLVF 
VFHPC 


16387 


46755 


A 


16484 


1 


681 




16388 


46756 


A 


16485 


287 


694 


HSSRPAPASAPRRWGLSWSWQ 
RCWC**TPSPSPRPRPAEG\CLR 
GRGRGAGGGLPFRPHGSLVHS 
GAQPPHFPHLPGGARQTCGAPP 
GSWSCVL/CRPAETGAAAAGSP 
AAAGSTRKRLGRAQGRGCRVA 
ALRLSPTH 


16389 


46757 


A 


16486 


189 


381 


QGAGSVGRTGQQLLKPGPFFLE 
KLLSLGCT/LSG*ALRARACCSP 
CCRPGAGCQPQAPVAQAGHP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16390 


46758 


A 


16487 


1 


2388 


QGRLVAKPPRPARSTAADSSTP 

RDMLGLRPPLLALVGLLSLGCV 

LSQECTKFKVSSCRECIESGPGC 

TWCQKLNFTGPGDPDSIRCDTR 

PQLLMRGC AADDI MDPTSL AET 

QEDHNGGQKQLSPQKVTLYLR 

PGQAAAFNVTFRRAKGYPIDLY 

YLMDLSYSMLDDLRNVKKLGG 

DLLRALNEITESGRIGFGSFVDK. 

TVLPFVNTHPDKLRNPCPNKEK 

ECQPPFAFRHVLKLTNNSNQFQ 

TEVGKQLISGNLDAPEGGLDA 

MMQVAACPEEIGWRNVTRLLV 

FATDDGFHFAGDGKLGAILTPN 

DGRCHLEDNLYKRSNEFDYPS 

VGQLA\HKLAENNIQPIFAVTSR 

MVKTYEKLTE11PKSAVGELSE 

DSSNVVHLIKNAYNKVLSSRVFL 

DHNALP\DTLKVTYDSFCSNGV 

THRNQ\PRGDC\DGVQ1NVPITF 

QVKVTATECIQEQSFVIRALGFT 

DIVTVQVLPQCECRCRDQSRDR 

SLCHGKGFLECGICRCDTGYIG 

KNCECQTQGRSSQELEGSCRKD 

NNSI1CSGLGDCVCGQCLCHTS 

DVPGKLIYGQYCECDTINCERY 

NGQVCGGPGRGLCFCGKCRCH 

PGFEGSACQCERTTEGCLNPRR 

LPLCQECPGCPSPCGKYISCAEC 
LKFEKGPFGKNCSAACPGLQLS 
NNPVKGRTCKERDSEGCWVAY 


16391 


46759 


A 


16488 


353 


1205 




16392 


46760 


A 


16489 


11 


440 


FRALTEGDTQLNWNIVSFPVAE 
ELSHHENLVSFLETVNQPHHQN 
VSVPSNNVH APYSSDKEHMCT 
VVYFDDCMSIHQCKISC\ESMG 
SHPNIRWVSLMACCECIGPEC1D 
YGSKTVKCMNCMF*RRQMQT 
K.AT* *NNRYKKLKK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon Tor peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


16393 


46761 


A 


16490 


515 


1808 


KRKQTGEFGFNSFE\WCDSDLC 

EMNAGMPKGNLNEQDPKHCPE 

SEKCLLSIEDEESQQS1LSSLENH 

SQQSTQPEMHKYGQLVKVELE 

ENAEDDKTENQIPQRMTRNKA 

NTMANQSKQ1LASCTLLSEKDS 

ESSSPRGRIRLTEDDDPQIHHPR 

KRKVSRVPQPVQVSPSLLQAKE 

KTQQSLAAIVDSLKLDE1QPYSS 

ERANPYFEYLHIRKKIEEKRKLL 

CSV1PQAPQYYDEYVTFNGSYL 

LDGNPLSKICIPT1TPPPSLSDPL 

KELFRQQEVVRMK.LRLQHSIER 

EKLIVSNEQEVLRVHYRAARTL 

ANQTLPFSACTVLLDAEVYNVP 

LDSQSDDSKTSVRDRFNARQF 

MSWLQDVDDKFDKLKTCLLM 

RQQHEAAALNAVQRLEWQLK 

LQELDPATYKS1SIYE1QEFYVPL 

VD VN DDFELTP1 


16394 


46762 


A 


16491 


1 


699 




16395 


46763 


B 


16492 


6 


5954 




16396 


46764 


A 


16493 


22 


585 




16397 


46765 


A 


16494 


1 


837 




16398 


46766 


A 


16495 


1 


1422 




16399 


46767 


A 


16496 


13 


189 




16400 


46768 


A 


16497 


193 


366 


GRPGIFKSFCRWW*C*FHMEFI 
WKSSA*/WSGVWHAGNICLSIS 
NPEDLRASQFCSSG 


16401 


46769 


A 


16498 


1 


888 




16402 


46770 


A 


16499 


3 


531 


DAWADAWADAWADAWALQS 

RRRRRRTQLTLSSPHDCYRGLQ 

SLLLILCKMATLKEKLIAPVAEE 

\EA\TVPNN\R1TVLGDGQVGMA 

CAISILGKSLAADELALVDVLED 

KLKGGNDGSFQHG\SLFL\QTPK 

\IVGR1KDYSG\TAQF*RIVVGN 

WQGVRSARRGKVRSNLVQRN 

VNVFK 


16403 


46771 


A 


16500 


2 


406 




16404 


46772 


A 


16501 


2 


394 




16405 


46773 


A 


16502 


1 


399 




16406 


46774 


A 


16503 


74 


464 


FAFNMPEPAKSAPAPKKGSKK 
AVTKAQKKDGKKRKRSRKESY 
SVYVYKVLKQVHPDTGISSKA 
MGIMNSFVNDIFERIAGEASRL 
AHYNKRSTITSREIQTAVRLLLP 
G\EL\AKHAVSEGTK\AVTKYHQ 


16407 


46775 


B 


16504 


84 


832 




16408 


46776 


B 


16505 


201 


829 




16409 


46777 


A 


16506 


1 


804 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16410 


46778 


A 


16507 


3 


615 


PECIIGIDILSSGQNPHIGSLTGR 
VRAIMVGKAKRKPLELPLPRK1 
LNQKQYRIAGGIEEISATIKDLK 
DAGVVIPTTSLFDSPIWPVQKT 
DG SWRMTVDYRQINQVATPIA 
A A I PD V ASLLKQ1NTS PDT W/PI 
RPP1SNGD*GVSGR*ACCLEPLA 
GPHR*1TSEASR1LEQGPAIFCR* 
LLSF*ETALGLLLGFGGN*TFDY 


1641 1 


46779 


C 


16508 


25 


153 




16412 


46780 


A 


16509 


1 


1317 




16413 


46781 


A 


16510 


1 


1557 


QVPGCIIGID1LSSWQNPHIGSLT 
GRVRAIMVGKAKWKPLELPLP 
RKI VNQK.QYH 1LGGTV EI SATIK 
DLKDTEAVTPTTSPFNSPIWPV 
QKTDGSWRMTVDYCKLNQVV 
TPIAAAVPDV/VSLLEQINTSPG 
TWFEWSPK\KALQQVQAAVQA 
ALPFGPYDPADPMVLEVSVAD 
RDA1WSLWNAAIGESQRRPLGF 
WSKALLSSADNYSPFERQLLAS 
YWALVETERLTVGHQVTLRPE 
LPIMNWVLSDPSSHKVSGAQQ 
HWKCAVHT/IIKWKWYIRDWA 
QAGLEGTS*LYWPRASRYQQG 
HQDLF1LRSDLPSQVFIRDKLME 
RRNRRTG RTEK A RJ WE VTDRT 
VRTW1GEAVAAAAADGVTFSV 
PVTPHTFRHSYAMHMLYAGIPL 
KVLQSLMGHKSISSTEVYTKVF 
ALDVAARHRVQFAMPESDAVA 
MLKQLS 


16414 


46782 


A 


16511 


41 


428 




16415 


46783 


A 


16512 


1 


1026 
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SEQID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


16416 


46784 


A 


16513 


648 


1886 


LDPEVAWAKWQHSTVKGPQK 














QFAFSWQGQQYTFTGLPQGYIN 














SLSLCYNLIPRDLDRFSLPQDIT 














LVHYIDDIMLTGSSEQELAYTL 














DLLVRRLCAKGWEINLTEIQEA 














STSVKFLRVQWCGACQDIPSK 














MKDKLLHLFPPTTK.KKASLFGF 














RRQCIPHLECGPEQEKALQQAQ 














AAVQAAVPLERYDPADPMVL/ 














V/ELTWLWPLLSAQFASSGDQH 














*ALHMAPFLGVVSQLPGGKLIIL 














DIFHHGKGRVLFSLETLTPDM 














GLPILH1MLLPRLPSVNSQNALS 














TVMPGFTGPGIKGWK.WHHSPS 














PLVIH*QNFCFLFP*HYVLLA*R 














S*FQRKEPCHQET*Q*FH*TGS* 














GCQLDTLGSCYF*VNKLRRELQ 














C WLG *LTQTI KMKS VY YSITEN 














C WM K.RSPVKRRKILELEE A 


16417 


46785 


A 


16514 


1 


402 




16418 


46786 


A 


16515 


1 


396 


PTRPGERSVHVE1PRRVGSGAG 














HAQWAGPVRVARPQLNAQLE 














GWLSQVQSTKRPARAIIAPHAG 














YTYCGSCAAHAYKQVDPSITAQ 














RFRYSYYDESQGEIYRSIEHLDK 














MGMSIIEQLDPVSFSNYLKKYH 


16419 


46787 


A 


16516 


2 


358 




16420 


46788 


A 


16517 


2 


769 




16421 


46789 


A 


16518 


1 


1017 




16422 


46790 


C 


16519 


54 


294 




16423 


46791 


A 


16520 


159 


245 


GISVSCSMYL*PDRSAGYYGLF 














KDRKEK 


16424 


46792 


A 


16521 


1 


1227 




16425 


46793 


A 


16522 


1 


2697 




16426 


46794 


A 


16523 


200 


696 


YG1VTGPSLCAGDKQPKKQEK 














NPVLVSPEFVDEALCACEEYLS 














NLAHMDID/IGPGGPAVPQPPRA 














GPSSSSVTVPSGPVSPLQLGLWA 














VGRCLGIDPFCLVQPLPLPQASR 














5>r 1 ri^rOoVj 1 LtlJbriCLKJJKV W 














ATFLGSWHSIVTKSMDCATKW 














TAHYPKCVLCGC 


16427 


46795 


B 


16524 


1 


960 




16428 


46796 


? 


16525 


' 


2183 




16429 


46797 


A 


16526 


306 


1844 




16430 


46798 


A 


16527 


59 


189 


YNSGCLYGSQCSVCRCL*GVRN 














l^J V Kol^l^l^AMivl AM AIL V iN Ivft-Lj 

G 


16431 


46799 


A 


16528 


1 


2034 




16432 


46800 


B 


16529 


1 


855 




16433 


46801 


A 


16530 


1 


834 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 




4j>802 




16531 




12? 








- — 




— 






16436 


46804 


A 


16533 


460 


647 




16437 


46805 


C 


16534 


529 


804 


















16439 


46807 


A 


16536 


1 


484 




16440 


46808 


A 


16537 


511 


681 


QQGYTPFQGSGRESFLASSSFW 
WL/PG LP WL A AA * LQ ALTPSSH 
SLLSYLCSLLFCHP 


16441 


46809 


A 


16538 


51 


634 


PVPTFGL PARHTG AEKRRKNSG 
G EQLSKNN L YIRGLPPGGTDQD 
L 1 K.LCQP YG Kl VS\TRAFLDKTTI 
RCKGYGFVDFDSPAAAQKAVA 
SLKANGVQAQMAKLQERDPA\ 
GLSVSSLLL\SMYEQELENMLK 
PFGHVISTRILRDANGVSRGVG 
FARMESTEKCEVVIQHFNGKYL 
KTPPG1PAPSEPLLCKIADG 


16442 


46810 


A 


16539 


1 


759 




16443 


46811 


A 


16540 


74 


352 




16444 


46812 


A 


16541 


1 


747 


GSAVYLCYKKSVAKTNTVSYK 
AGL1CRYPQEDYESFSLPESVPL 
FCLPMGATIECWPSNSKYPLPV 
FSTFVLTGASAEKVYGAAIQFY 
EPYSEENLTEKQRLLLGLTSAD 
G KSDSSKTI HTN KC 1 CLLSHWPF 
FD\AFRKFLTFLYR\YS1SGAHVL 
PIEKHISHFMHKVPFPSPQRPRIL 
VQLSPHDNL1LSQPVSSPLPLSG 
GKFSTLLQNLGPENAVTLLVFA 
VTEHK1LIHSLRPSVLTSVTEAL 


16445 


468 L 3 


A 


16542 


319 


969 




16446 


46814 


A 


1654j 


131 


342 


NSDMGLNLGSALTG*PWVAIEF 
LLrUrryillvrbLLLUWL VAr 
rir fNLr bor An. Y MDr rvn,Al^c.lj l L) 

YH 


16447 


46815 




]6544 






1086 






4^8T? 


— , 


— 




469 
















598 




16450 


46818 


A 


16547 


227 


604 




16451 


46819 


A 


16548 


416 


1814 




16452 


46820 


A 


16549 


763 


867 




16453 


46821 


A 


16550 


1 


1419 





2122 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16454 


46822 


A 


16551 


915 


3125 


SLAGMRLTGTVSGGEVRV/TAK 

AGARVGPPELVGRPLEGECWY 

FSGVSRTQAQQLLLSPPNEPGA 

FLIRPSESSLGGYSLSVRAQAKV 

CHYRVSMAADGSLYLQKGRLF 

PGLEELLTYYKANWKLIQNPLL 

QPCMPQKAPRQDVWERPHSEF 

ALGRKLGEGYFGEVWEGLWL 

GSLPVAIKVIKSANMKLTDLAK 

E1QTLKGLRHERL1RLHAVCSG 

GEPVYIVTELMRKGNLQAFLGT 

PEGRALRLPPLLGFACQVAEGM 

SYLEEQRVVHRDLAARNVLVD 

DGLACKVADFGLARLLKDDIY 

SPSSSSK1PVKWTAPEAANYRV 

FSQKSDVWSFGVLLHEVFTYG 

QCPYEGMTNH ETLQQIMRG WF 

FGC1SRSEAVRRLQAEGNATGA 

FL1 RVSEKPSADYVLS VRDTQA 

VRHYK.1WRRAGGRLHLNEAVS 

FLSLPELVNYHRAQSLSHGLRL 

AAPCRKHEPEPLPHWDDWERP 

REEFTLC RKLG SG YFGE V F EGL 

WKDRVQVAIKVISRDNLLHQQ 

MLQSEIQA M KKLRHKHIL AL Y 

AV VSVGDPV Y1ITELMAKG SLL 

ELLRDSDEKVLPVSELLDIAWQ 

V AlUML i Lbo^IN Y IriJviJlj/AAK 

ktii v/f" 1 ttxtxt rv\/rncn apt iv 
INlLVLitJN ILCrvVUUrUi^AKJLlJS. 

EDVYLSHDHNIPYKWTAPEALS 
RGHYSTKSDVWSFGILLHEMFS 
RGQVPYPGMSNHEAFLRVDAG 


16455 


46823 


A 


16552 


1 


990 




16456 


46824 


A 


16553 


1 


2847 


MTAREHSPRHGARARAMQRAS 

T1DVAADMLGLSLAGEPHRACT 

GLQTTGYPGL\DPSG*TRK*GRG 

MSALFL*TASAGA*LH*FSSLVA 

GAPPG*CGNVQVF/WLAHAQA 

MGTNNPI F LSSIAFFQDS L INQM 

TQVKLSVYDVKDRSQGTVKSA 

ESDRVGNITVIGWQMEEKSDQ 

RPPVTRSVDTVNGRLHPPAPTV 

MHSLSHRHSKKNSNFRALALM 

VLPVDESLTEALGIRSKYASLR 

KDTLLKSVFGGAICR 


16457 


46825 


A 


16554 


1 


327 




16458 














16459 


46827 


A 


16556 


262 


3159 




16460 


46828 


A 


16557 


1 


1398 




16461 


46829 


A 


16558 


123 


393 




16462 


46830 


A 


16559 


245 


424 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






16463 


46831 


A 


16560 


1 


531 




16464 


46832 


A 


16561 


2348 


2775 .. .... 




16465 


46833 


A 


16562 


373 


555 


LRIQVTFDDVAVEFTPEEWALL 














DTTQKYLYRDVMLAENYMNLA 














SVGKSNITLLGMVACTCS 


1 6466 


46834 


A 


16563 


165 


457 




16467 


46835 


A 


16564 


310 


349 


K*TMK*EMGKFK*FY/1YLEQED 














YANANALLSPAPALPKEKRTDS 














NGRV YF VNHNTRITQ WEDPRS 














QGQLNEKPLPEGWEMRFTVDG 














1PYFVDHNRRTTTYIDPWSTRP 


16468 


46836 


A 


16565 


1 


2217 




16469 


46837 


A 


16566 


1402 


1860 




16470 


46838 


A 


16567 


461 


696 


KRMCFCTSLSSARSSGSMYMSC 














RICCSMMPPFSSVFRS1SSRYSR 














AAFWXAWTETRLCWQAAMPRQ 














QPPGLLHQWTTSP 


16471 


46839 


A 


16568 


1 


601 




16472 


46840 


A 


16569 


468 


1213 




16473 


46841 


A 


16570 


2 


365 


EGCFQKIKLDH1LSPPPMPFWK 














CSNPDVAFGPGKSLKYKRQLS* 














DGRQLRRGSLGGALTGRYLLP 














NPVAGQAWPASAETSNLVGMR 














SQALGQSAPSLTASLPCVSKCW 














ENIPPWMNCPPIK 


16474 


46842 


C 


16571 


220 


408 




16475 


46843 


A 


16572 


840 


1091 


QSLQHDVTL*VPVLLSYPEPAPS 














GHGLLRGSAQIALTIPADPAGT 














YLKTREPTLGCQTVPLPAPHLS 














VDTVCRCLSSSVWPQ 


16476 


46844 


A 


16573 


1 


1356 




16477 


46845 


B 


16574 


1 


1084 




16478 


46846 


A 


16575 


2 


526 


QPRGKKFSKNKPRKQNFPTP1CH 














MRVVLPPF/PPLKFFIFPKGLKFL 














EGGCPNISPPQKKGSLPKIPR*V 














LlKjrlJvrvJS.LrrL' 1 AKV ivLUrr 1 ^ 














GSFKTAAPSSSSP*SADPVYLAG 














f/DDnccODrrTrpf mdddddi r\ 
lUrK^aboruu 1 OOLlNrrrKKU^ 














PQPHPGPSWHSSSSRGPGGHPR 














RESAERSRCASGNPGGQ 


16479 


46847 


A 


16576 


j>6 


167 


RQLFENTQSDETKQEQNKQNK 














K*STATESRKVPQTGKSKSYWP 


16480 





A — 





171 


Pt 


















16482 


46850 


A 


16579 


1 


294 




16483 


46851 


A 


16580 


185 


299 


GLQYLKGKSGLKVKRGKVW*S 














ACCKKKGAALGTVASPL 


16484 


46852 


A 


16581 


3 


414 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16485 


46853 


A 


16582 


462 


928 


WGVPGLPGRHLLPLPSQPPPSW 
LSILYVSWAALTCFLNSGESTA 
AKFFCPNLSAISYHTEAIPTTWQ 
GVHLSWAFGNGAPDIFSGPGGL 
L*PA/PQP/DLALGALFGAGVLV 
TTVVAGGITTLLLF1QHHTTQEI 
H*QIVQWIKTTL*ILATVSYVIG 


16486 


46854 


A 


16583 


1 


654 




16487 


46855 


A 


16584 


66 




RVSLEIHVIQKRRPHHLSLLSFW 
TRMKTFRRRK/WGEAEESATDT 
TSETNKVGTGVFVLSLWVPVL 
VRNLAGPGVVLGNICKHFPVC 


16488 


46856 


A 


16585 


1 


1530 




16489 


46857 


A 


16586 


615 


873 


FVFLWSLMMVMYRWGFGVAV 
LSVC*FSF*QSGPSAAGLLEFAG 
G PFQTPF A WVS V VE A A EQRIML 
NSKRCCVIVPLVVSSQRGTRP 


16490 


46858 


A 


16587 


286 


626 


PCKLFPCCNTC YS\RV* DFFRVA 
GKRSL\LNNYTSWVNTSMLVPR 
VAFACGFPLQQAAVLCVHLLG 
SP1LGAADSSVTPPFCWMANAH 
ICGLQLQNTLSFAEP1YLGQEHA 
QLS 


16491 


46859 


A 


16588 


226 


489 


PYLSV1FFFDYGFNEEQCQRPIQ 
GDGQNFHRHNGW1KINPSCISF 
AIFFPFGAEKNMWSTPVTEAFN 
LLST*AF*LFGYKCTLVISSS 


16492 


46860 


A 


16589 


' 


1344 




16493 


46861 


A 


16590 




257 




16494 


46862 


A 


16591 


73 


374 


ESETEHKRPGKHSPKRSCNMCG 
QWAFHASLTVSYCLLTWCNET 
CSGDGCEGGMRIDIDPPVSQTR 
FFITLL * LC\FPG A G PQPA YFCTQ 
TQCHVETPRVSQ 


16495 


46863 


A 


16592 


1 


666 




16496 


46864 


A 


16593 


95 


1840 




16497 


46865 


A 


16594 


1740 


2026 




16498 


46866 


A 


16595 


39 


487 


SRLDPRVRLLFRQFCETRPGLEC 
YIQFLDSVAEYEVTPDEKLGEK 
GKEIMTKYLTPKSPVFIAQVGQ 
DLVSQTEEKLLQKPCKELFSAC 
AQSVHEYLRGEPFHEYLDSMFF 
DRFLQWKWLE/RVCACQVRAT 
GKVMYACSRLEKKRIQKRK 


16499 


46867 


A 


16596 


1 


591 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16500 


46868 


A 


16597 


71 


1994 


EQEQRGRQGGLLAPPAPAAAA 

AA RA AA A AA A APQALTAPPAG 

SVADRRLSMELEN1VANTVLLK 

AREGGGGKRKGKSKKWKEILK 

FPHISQCE\SLRRTIDRDYCRVC 

DKQPIG\RLLFRQFCETR\PGLEC 

YIQFLDSVAEYEVTPDEKLGEK 

GKEIMTKYLTPKSPVFIAQVGQ 

DLVSQTEEKLLQKPCKELFSAC 

AQSVHEYLRGEPFHEYLDSMFF 

DRFLQWKWLERQPVTKNTFRQ 

YRVLGKGGFGEVCACQVRATG 

KMYACKRLEKKRIKKRKGESM 

ALNEKQILEKVNSQFVVNLAY 

AYETKDALCLVLTIMNGGDLK 

FHIYNMGNPGFEEERALFYAAE 

ILCGLEDLHRENTVYRDLKPEN 

I LLDDYG H I RISDLGL A VKIPEG 

DLIRGRVGTVGYMAPEVLNNQ 

RYGLSPDYWGLGCLIYEMIEGQ 

SPFRGRKEKVKREEVDRRVLET 

EEVYSHKFSEEAKSICKMLLTK 

DAKQRLGCQEEGAAEVKRHPF 

FRNMNFKRLEAGMLDPPFVPD 

PRAVYCKDVLDIEQFSTVKGVN 

LDHTDDDFYSKFSTGSVS1PWQ 

NEMIETECFKELNVFGPNGTLP 

PDLNRN HPPEPPKKGLLQRLFK 

RQHQNNSKSSPSSKTSFNHHINS 


16501 


46869 


A 


16598 


1 


963 




16502 


46870 


A 


16599 


192 


609 


RPKGARELRLHPGPRYGRTSPQ 
NCPWARPGCLHEAL*G\WKICL 
HCKCPQEEHMVTVMPLEMEKT 

ic-iq N/1 cMTrr^DMC^r^PkrM^Q/^r^ a t 
IbivLIVIr Ur l^KJNo I ^JJJJIJMjwvL 

ccva A\/\/DDr;T l^'T^c^^\/trr^vvc^ , 
TLsL I A W V rruLlVrc^ V ril^ Y i J>U 

LPEEKVPYVNSPGEKLRIKQLL 
HQLPPHDNEV 




l^ZI 




i|^y 


^o 










— 






8lr3 




16505 


46873 


A 


16602 


99 


248 


RLEKHINCSRVPSWAASPGLTA 
AAYRVTLNPPGTFLEGVAKVG 
QYTFT 


16506 


46874 


A 


16603 


1 


717 




16507 


46875 


A 


16604 


271 


556 


TAACLQSHHFKSSGQLSFERKW 
PK.VGTITRSIASLLSGPVFGLHH 
LAFSAHVPREGPTTPWNYFPRV 
AAP/RRWTPGEHARTTTGLGAA 
PCVLLWA 


16508 


46876 


C 


16605 


135 


341 




16509 


46877 


A 


16606 


125 j 


226 




16510 


46878 


A 


16607 


194 


547 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


16511 


46879 


A 


16608 


2073 


2338 




16512 


46880 


A 


16609 


1 127 


1282 




16513 


46881 


C 


16610 


1 


2094 




16514 


46882 


A 


1661 1 


523 


706 


QHPLPNPCCHQPFHLCLRR*TL 
HCLRQQ*WPPLRQLPGKIMLIL 
LRSHPQHPCLLLDLQLD 


16515 


46883 


B 


16612 


190 


805 




16516 


46884 


B 


16613 


90 


2812 




16517 


46885 


A 


16614 


44 


216 


RCRRRL1PHPRRLSPVVIRRIQVP 
Q/VQPGAGPSRPGHTRDPIGAA 
AAHCPCPGDSGAH 


16518 


46886 


A 


16615 


1 


1107 


MTEEPLQALVLSAVLLYQEAY 

VRRSLTALGLDTFANFAHFSEM 

QPLSDAPCGLVTGVTRPLVAYS 

VEVGGFT1ICGLSLASGNISGWC 

QLYLLLTQCRRGAATLWDSGM 

GGGRQSSRQTSVPRWTLDSKCI 

PGPKLTTRPQMDTKALGGQQA 

HVEHQTHEDIRPQVDTQAPGG 

HKALGEQQDPVGHQASVGYSP 

QVPQDSLGQALAGQATPEIPLG 

LQLHTVLVQEIQEL1EAQTRAP 

GPCAEVRALPAPAAEPEPAWEE 

APPERALELEGAPAKDQTNEEL 

PEITA/PYC/EPLALTLELKAWLE 

RKVGGRG\DQHSPSQQLPCCP*S 

WARWQTCRQRAGH LA WPPVP 

RCREASLIH'NHSPAAAGPFILL 


16519 


46887 


A 


16616 




792 




16520 


46888 


A 


16617 


1 


963 




16521 


46889 


A 


16618 


1 


378 




16522 


46890 


A 


16619 


1 


494 


MKPRTLAVSVTVLKGGVSRVC 
SFWCSDVFRVSSFWWVRGLAD 
SGVKLRTFAVSVTPLKAARLEL 
FVPPGGFVVSLASGVKLQPFEV 

RGKEQSYHTGEGHPSRLP/PAG 
SGSLLLFSYLAPPTSC*LVQPSG 
LF*QGADWCIYNP 


16523 


46891 


A 


16620 


137 


262 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of lasl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16524 


46892 


A 


16621 


1 


2786 


EVSLREATQRKLRRFSELRGKL 
VARGEFWD1VAITAADEKQELA 
YNQQLSEKLKRKELPLGVQYH 
VFVDPAGAK1GNGGSTLCALQC 
LEKLYGDKWNSFTILLIHSDEW 
KKKVSES Y VIT1 ERLEDDLP1 KE 
KELTELRNIFGSDEAFSKVNLN 
YRTENGLSLLHLCCICGGKKSH 
IRTLMLKG\LRPSRLTRNGFTAL 

141 A\/VVr\WAP! TTCl 1 UCPAnT 
HLAV I KUINAfcH 1 oLLribuAJJl 

QQVGYGGLTALHIAT1AGHLEA 
ADVLLQHGANVN 


16525 


46893 


A 


16622 


174 


722 




16526 


46894 


A 


16623 


1 


1554 




16527 


46895 


A 


16624 


1 


843 




16528 


46896 


A 


16625 


2 


745 


ECWDGEHDIETPYGLLHVVIRG 
SPKGNRPAILTYHDVGLNHKLC 
FNTFFNFEDMQEITKHFVVCHV 
DAPGQQVGASQFPQGYQFPSM 
EQLAAMLPSVVQHFGFKAYVIGI 
GVGAGAYVLAKFALIFPDLVEG 
LVLVN1DPNGKGW1DWAATKL 
SGLTSTLPDTVLSHLFSQEELVN 
NTELVQSYRQQIGNVVNQANL 
QLFWNMYNSRRDLDINRPGTV 
PNAKTLRCPVMLVVGDNAPAE 
DGVVECNSK 
















16530 


46898 


A 


16627 


1 


633 




16531 


46899 


A 


16628 


2 


1324 




16532 


46900 


A 


16631 


1 


591 




16533 


46901 


A 


16632 


138 


832 




16534 


46902 


A 


16633 


55 


586 


IFVHPTPAASTMPSKFDPNEIKV 
VYLRCTGGEVGATSALAPKIGP 
LGLSPKK.VGDDIAKATGDWKG 
LRJTVKLTIQNRQAQIEVVPSAS 

g/tm iTFrvnT\/xi r a d o\yfP ud gt ap 
E\LSGTIKEILGTAQSVGCNVDG 
RHPHDIIDDINSGAVECPAS 


16535 


46903 


A 


16634 


1 


735 




16536 


46904 


A 


16636 




346 




16537 


46905 


A 


16637 


57 


649 


GPRRAYGGRMAGGGGDLSTRR 
LNECISPVANEMNHLPAHSHDL 
QRMFTEDQGVDDRLLYDIVFK 
HFQR\NKVEISNAIKKTFPFLEG 
LRDRDL1TNKMFEDSQDSCRNL 
VPVQRVVYNVLSELEKTFNLPV 
LEALFSDVNMQEYPDLIHIYKG 
FENVIHDKLPLQESEEKEREERS 
GLQLSLEQGTGENSFRSLTWPP 
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SEQID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /-possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


16538 


46906 


A 


16638 


1 


1665 




16539 


46907 


A 


16639 


348 


1534 




16540 


46908 


A 


16640 


1 


627 




16541 


46909 


A 


16641 


1 


1343 




16542 


46910 


A 


16642 


76 


479 


IRAVSRSRERPGSRSRYLQAC*G 














GGAFPGP*SAEISRLVRSHNLGG 














YSCT/EGGGGCRKGSCLLQHSC 














LLWHSCLLPASKNTVCSKDLG 














GCSCTQESRAPACSWSPRTQGG 














SASSHDLGSCRNAWETPSRQLG 














RSW 


16543 


46911 


A 


1664 j 


130 


675 




16544 


46912 


C 


16644 


118 


420 




16545 


46913 


A 


16645 


1 


987 




16546 


46914 


A 


16646 


1 


494 




16547 


46915 


A 


16647 


360 


1510 




16548 


46916 


A 


16648 


375 


2187 


VTAAAAATAMAESGESGGPPG 














SQDSAAGAEGAGAPAAAASAE 














PKIMKVTVKTPKEKEEFAVPEN 














SSVQQFKEE1SKRFKSHTDQLV 














LIFA\GKILKDQDTLSQHG1HDG 














LTVHLVIKTQNRPQDHSAQQTN 














TAGSNVTTSSTPNSNSTSGSATS 














NPFGLGGLGGLAGLSSLGLNTT 














NFSELQSQMQRQLLSNPEMMV 














QIMENPFVQSMLSNPDLMRQLI 














MANPQMQQL 1 QRNPEISHMLN 














NPDI MRQTLEL A RNP AMMQEM 














MRNQDRALSNLES1PGGYNALR 














RMYTDIQEPMLSAAQEQFGGN 














PFASLVSNTSSGEGSQPSRTENR 














DPLPNPWAPQTSQSSSASSGTA 














STVGGTTGSTASGTSGQSTTAP 














NLVPGVGASMFNTPGMQSLLQ 














QITENPQLMQNMLSAPYMRSM 














MQSLSQNPDLAAQMMLNNPLF 














AGNPQLQEQMRQQLPTFLQQM 














QNPDTLSAMSNPRAMQALLQI 














QQGLQTLATEAPGLIPGFTPGL 














GALGSTGGSSGTNGSNATPSEN 














TSPTAGTTEPGHQQFIQQMLQA 














LAGVNPQLQNPEVRFQQQLEQ 














LSAMGFLNREANLQAL1ATGG 














DINAAIERLLGSQHHSSISVS 


16549 


46917 


A 


16649 


269 


440 




16550 


46918 


A 


16650 


469 


746 


RLNLPGPLCAGTSILFAVLMEAI 














f. \/"^v ' ion A rfv; I r \/ ,\ C I-l I V* T". I \A 
Kj V odlvl^AUUOri V Aorll i ULM 














/PALAL*DTEPRNPSALPETCLC 














GSGPQSQMGHQTSHLLSSPGTG 














LSF 


16551 


46919 


A 


16651 


1 


1026 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


16552 


46920 


A 


16652 


719 


906 




16553 


46921 


B . 


16653 


1 .... . 


I971 .. 


















16555 


46923 


A 


16655 


109 


177 




16556 


46924 


A 


16656 




1542 




16557 


46925 


A 


16657 


1 


453 




16558 


46926 


A 


16658 


2 


487 




16559 


46927 


A 


16659 


1 


1260 


MEDAEGTVTLLAVTLVARDLN 
CIQPQTGPSGGIPEESIVIIGDVSS 
MHVIAPEDLPVGQDVEVEDSDI 
DDPDPVRALPLQIHACGRVGFE 
AHDDWSEGGDPAADTLIDPSQ 
DARYLKCEGMQAPHNSNPVAQ 
KTE1SYH1WIARIPREKSGKVTG 
TLCDLLKDLTVIHSLIPKQGCSD 
GLGVLVQGTFQPQGNTDTCTC 
QVSAVEGKGEGLMQLASLSRR 
VT1 WAYGDSQERDLKTQLEKIT 
AIKDMKEMQEKEYRIMEKAHS 
RQRKQHHKGPE RJKLEQ A AIF A V 
LQPPLV1TRQTGSGVDPQKTPA 
DLQKRCRTVRRKTSQQKAVAS 
TLTKRITTQKLNAKDHNSSPTR 
EQNCTENEFDELTEVGFRRWVI 
TNSSELKEHVLTQCKEAKNFDK 
RLEELLIQITSLEKNISDLMEL*S 
F ALSFC V VI L F VN VD AT A FC WL 
VFLLTVRHLFCRSAGVFWGSTP 
DPVCLVITSGGCRTAKIAACSFL 
SGPLWCCFLCLEWAFSIILYSFS 
CISFMSLIAVIFSNWVLRSLS 


16560 


46928 


A 


16660 




799 




16561 


46929 


A 


16661 


1 


969 


MHVIAPEDLPVGQDVEVEDNDI 

DDPGQAK.KTMEEQWTLVSLLS 

TSQQQGPVPPGSTASSATDKLS 

RWELTLLYSrrLFLAREAFRRA 

CLSGGTQRDWSQTLNLLWLTV 

PLGVFWSLFLGWIWLQLLEVPD 

PN V VPH Y ATG V VL FG L S A V VE 

LLGEPFWVLAQAHMFVKLKVI 

AESLSVILKSVLTAFLVLWLPH 

WGLYIFSLAQLFYTTVLGLCYV 

IYFTKLLGSPESTKLQTLPVSRIT 

DLLPNITRNGAFINWEEAK.LAW 

GFFKQFFLKQ1\LTEGGRYVGG 

HFLNVLNFGDQGVYDIMNNLG 

SLVARLIFQPIEESFIYS 


16562 


46930 


A 


16662 




1665 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 

sequence 


Met 
hod 


SEQ ID NO: 
in LSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16563 


46931 


A 


16663 


1 


1521 


MDVSSPPCVDGVSILPPLLI PRQ 
TGSGVDLQQNPTDLQLRVLTV 
KRKTNKQKGHPHQNSICTSPSS 
K.TKEYTFFSVQHHTYSKIDHIV 
GSKAVLSKRKTIEI1TNCLPDHS 
AIKLELRIKKLTQNHKTTWKQN 
NLLLNDYWVHNKMKAEIKMFF 
ETNKNKDTTYKNLWDTVKAV 
CRGKFIALNAHKRKQERSKIDT 
LTSQLKELEKQEQTHSKASRRQ 
EITKIRAELKEIETQKTVQKIHES 
RSWFFEKINKIDRPLAGLIKKKR 
EKSQKDA1KNDKLD1TTDPTET 
QTTIRDYHKHLYAIKLENLEEM 
DKFLDTYTLPRLNQESLNRPITG 
SEIEAIINSLPTKKKYRTRRIHSR 
ILSEVQGGAVLEVLARAIRQEK 
EIKCIQLGKEEVK.LSLFADDMIV 
YLENPTVSAQNLLKL1SNFSKVS 
RYKINVQKSQAFLYTNNRQTES 
QIMSELPFTIASKRIKYLGIQLTR 
DVKDLFKENYKPLLNEIKED/N 
KWKSIPCPRJGRIN 1 M 


16564 


46932 


A 


16664 


2 


2315 




16565 


46933 


A 


16665 


1 


912 




16566 


46934 


A 


16666 


1 


912 




16567 


46935 


B 


16667 


199 


619 




16568 


46936 


B 


16668 


64 


1815 




16569 


46937 


A 


16669 


1 


239 




16570 


46938 


A 


16670 


1 


242 


FREDGKTACGHEPSPVLLGLRL 
GLQPWG*GWGCSHGAGSAPDL 
VAGSAHSCGLWLPGSLHHHPA 
QCLPALLCGHLCLSVQDQQNG 
LLGR 


16571 


46939 


A 


16671 


58 


505 


ASSRTRPSCTLARGRRWFPQPL 

SGRQRQRGGRRGSRVG/Y GTA 

QNSTTLTSPAASASEATVSGHW 

PSTAPCCV\PAGAG\SATMWRSP 

A*AACGSAAWTSTWSRRSPGP 

GAAAGYGGVRTFCQPAGLTR/L 

ANRSTAGLCGWGLTLSCRETEL 


16572 


46940 


A 


16672 


242 


2952 




16573 


46941 


B 


16673 


474 


2690 




16574 


46942 


A 


16674 


97 


451 




16575 


46943 


A 


16675 


667 


893 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


16576 


46944 


A 


16676 


3 


639 


RIRVHPTPAAFTMPPKFDPNEIK 
VGYLRCTGGEVGATSALAPKIG 
PLGLSPKKVGDDIAKATGDWK 
GLRITVKLTIHNRQAQIEVAPSA 
S A LI1 K.ALKEPPRDRKKLKILKL 
SGN1TFDENGNICSTDMR/HRSL 
SRELSGTTK.EILGTAQSVGCNV 
DGRHPHDIIDDINSENDKQPRKS 
KMRTSFSPQIPGHEHFHYLLLL 
QHVHCQLALTL 


16577 


46945 


A 


16677 


350 


984 


VYLEVAPGGESRLPLSALGPQR 

IGPPGSCLPKKSWVNDICQRQP 

G\DWKGP*GLQVKLTHSRTGQ 

A PDCTRVP/VLPSCP* FIQSPSRE 

PPKRPEKKPEKTFKHQLGIFTFL 

NE1CSTLLRQMR\HRSLSPEKLS\ 

GTPLKEIPGGLPQSSWAGNV*W 

AAIPHDIMDDIQQWVLWKCPAV 

SDIFIVTVGVKGGPPSVFTE1SW 

EVLEMVTGGVG 


16578 


46946 


A 


16678 


252 






16579 


46947 


A 


16679 


1 


182 




16580 


46948 


A 


16680 


275 


639 




16581 


46949 


A 


16681 


376 


418 




16582 


46950 


A 


16682 


1135 


1591 




16583 


46951 


A 


16683 




420 


AAKEIEVGGGRKAIXKSFQKIQV 
RLVRELEKKFSGKHVVF1AQRR 
1LPKPTRKSRTKNKQKRPRSRTL 
TAVHDAILEDLVFPSEIVGK.R1R 
VKLDGSRLIKVHLDKAQQNNV 
EHKVETFSGVYKKLTGKDVNF 
EFPEFQL 


16584 


46952 


A 


16684 


1 


879 




16585 


46953 


A 


16685 


2 


691 


HEEKAMFSSSAKIVKPNGEKP\ 
DEFESGHLPGLFLELE\MNSD\L 
KASAQGT*IITAS*RKLKVGGCS 
ESLFH*SFVPRSLKLKTFPQKNP 
KVRA*LRR1GKKKVPVGKAMS 
VLYPPSEGEFLPLSPTSEKARTK 
K*AKSRPPGARTLDKLVH\DAH 
PLRDFGPFPSGN FWAKRI PRSNL 
DGQPGSIKVPFWTKAQQNQCW 
NTRVETFFLVSYK\KLTGQGC*F 
LEFPRVFNC 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16586 


46954 


A 


16686 


1 


452 


TLLVIPRKMRSAVELQQTSTDL 
QLRDLTVRKKTNKRKATASTS 
QKGHLHQN PICRSPTSKTKEVG 
FRRSV1TNFSELKEDVRTYHKE 
AK.NLENRLDEWLTRINSVEKTL 
NDLKELKTMARDLHDACTSFN 
RRFDQVEERVTVTEDQIN*QTE 
SNSINFTKRSSTPKPHL\RSPTSK 
TKEVGFRRSVITNFSELKEDVR 
TYHKEAKNLENRLDEWLTRINS 
VEK.TLNDLKELKTMARDLHDA 
CTSFNRRFDQVEERVTVTEDQI 


16587 


46955 


A 


16687 


1 


618 




16588 


46956 


A 


16688 


280 


353 


SCNSIFARSVRACCS*VASSSFC 
C 


16589 


46957 


A 


16689 


1 


459 


IKYSSPMKSTFVDPVDPVAVAV 

IYCLAAGLVIIRIPFFQLVPLKEE 

KMVLLNMDYYEMASLSLVTH 

RNEAPFSGRVRSSLPATEQSWM 

ENDFDKLTEVGFRRSVITNFSEL 

KEHVLTHHKEAKNLEKRLDKW 

QTRINSVEKTLNDLMELKTMA* 

EEKMVLLNMDYYEMASLSLVT 

HRNEAPFSGRVRSSLPATEQSW 

MENDFDKLTEVGFRRSVITNFS 

ELKEHVLTHHKEAKNLEKRLD 

KWQTR1NSVEKTLNDLMELKT 


16590 


46958 


A 


16690 


2 


403 


LALSGEMTLVLFMLLAGGWVT 
HDKPEPMPRAATSGGTRKGKT 
KAALKDL1ATWKEVCVSSPATE 
QSWMENDFDELTEVGFRRSVIT 
NFF KLKE Y VLTHHKEA 1CNLEK 
MLDEWLTRJNSVEKTLNDLME 
LKNMA*ELTEVGFRRSVITNFF 
KLKEYVLTHHKEAK.NLEKMLD 
E WLTRIN S VEKTLN DLMELKN 


16591 


46959 


A 


16691 


1 


676 


















16593 


46961 


C 


16693 


1 


3075 




16594 


46962 


A 


16694 


78 


152 


CAAGFGLPVFY*GFLHRCSLGIL 
V 


16595 


46963 


B 


16695 


1 


904 
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SEQ ID 

NO: 


SEQ ID NO: 
ol peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16596 


46964 


A 


16696 


1 


2026 


EQEASYGRDAFAKAIYERLFC 

WI VTR1NDI IEVK.N YDTTIHGKN 

TVIGVLD1YGFE1FDNNSFEQFC1 

NYCNEKLQQLF1QLVLKQEQEE 

YQREGIPWKHIDYFNNQIIVDL 

VEQQHKGIIA1LDDACMNVGK 

VTDEM FLE A LN SKLG K.H AHF S S 

RKLCASDKILEFDRDFRIRHYA 

GDVVYSV1GFIDKNKDTLFQDF 

KRLMYNSSNPVLKNMWPEGKL 

SITEVTKRPLTAATLFKNSMIAL 

VDNLA SKEPY Y V RC1KPNDKKS 

PQIFDDERCRHQVEYLGLLENV 

R VRRAG FA FRQTYEKFLHRYK 

MI SEFTWPN HDLPSDKE A VKKL 

I ERCGFQDDVA YGKTKIF I RTPR 

TLFTLEELRAQMLIRIVLFLQKV 

WRGTLARMRYKRTKAALTIIR 

YYRRYKVKSY1HEVARRFHGV 

KTMRDYGKHVK.WPSPPKVLRR 

FEEALQTIFNRWRASQLIKSIPA 

SDLPQVRAKVAAVEMLKGQRA 

DLGLQRAWEGNYLASKPDTPQ 

TSGTFVPVANELKRKDKYMNV 

LFSCHVRKVNRFSKVEDRAIFV 

TDRHLYKM DPTKQ YK VMKTIP 

L LQLTCLNW SNGKDQLVVFHT 

KDNKDLIVCLFSKQPTHESR1GE 

LVG\VLVNHFKSEKRHLQV\NV 

TN P VQC SLHG\K.KCT VS VETRL 

NQPQPDFTKNRSGFILSVPGN 


16597 


46965 


A 


16697 


1 


1665 




16598 


46966 


A 


16698 


1727 


1908 


FLFFYIC*RELYFQLCGQFWNK 
CNVLLRRMYILLIWGGEFCRYQ 
LG LLGAELN S VPG YHC 


16599 


46967 


A 


16699 


1 


384 




16600 


46968 


A 


16700 


1 


636 


















16602 


46970 


A 


16702 


194 


368 




16603 


46971 


C 


16703 


62 


205 




16604 


46972 


B 


16704 


1 


1257 




16605 


46973 


A 


16705 


1 


1077 
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SEQ ID 

NO: 


SEQIDNO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16606 


46974 


A 


16706 


1213 


1228 


AQN*QTQRTSTPKPHL\SSPSTK 
TKENDFDELREEGFRRSVITNFS 
KLKEDVRTHRKEAK.NLEKRLD 
E WLTRINS VEKTLN DLMELKT 
MAQELRDTYTSFSSRFDQVEER 
VSVIEDQMNDMKREEKFREL/K 
RVQRNEQSLQEIWDYVKRTNL 
RLIGVPEKIQTTIREYYKHLYAN 
KLENLEEMDKFLDTYTCPRLN 
QEEVESLNRPVTGSEIEAIINSLP 
TKKVQDQADSQPNSTRVFKTV 
C1SSLGHTTASADTQDVCQLPV 
TSLLEQGLSSKSAGFLDYAVQR 
LWLLGTEPL 


16607 


46975 


A 


16707 


33 


263 




16608 


46976 


A 


16708 


204 


1756 




16609 


46977 


A 


16709 


760 


821 


TMRTHGHRKGN I * QR/R* * PEST 
KNSNKFTRKNQTTPSKREWMK 
LET1ILSKLSQGQKSKHRMFSLI 
SGN*TMRTHGHRKGNITHWGL 
LWG 
















16611 


46979 


A 


16711 


311 


514 


KNAHHQWPSKKCKSKLQ*DTIS 
HQLEWQSLKSQETTGTRMKME 
TITLSKLSQGQKSKHCMFSLIGG 
N 


16612 


46980 


A 


16712 


24 


1268 


AGLCAARARMRLFRWLLKQPV 

PKQIERYSRFSPSPLSIKQFLDFG 

RDNACEKTSYMFLRKELPVRL 

ANTMREVNLLPDNLLNRPSVG 

LVQSWDMQSFLELL*YENKSPE 

DPQVLDNFLQVLIKVRDRHND 

V V PTM AQG VIE YKEKFG FDPFI 

STN IQYFLDRFYTNRISFRMLIN 

QHTLLFGGDTNPVHPKHIGSIDP 

TCNVADVVKDAYETAKMLCE 

QYYLVAPELEVEEFNAKAPDK.P 

IQVVYVPSHLFHMLFELFKNSM 

RATVELYEDRKEGYPAVKTLV 

TLGKEDLSIKTSDLGGGVPLRKI 

pvr> I T?MVr\yf\/CTA DT? OCT CDTDA A 

JJKLrN Y IVl Y b 1 ArKr^Lbr 1 KAA 
PLAGFGYGLPISRLYARYFQGD 
LKLYSMEGVGTDAV1YLKALSS 
ESFERLPVFNKSAWRHYKTTPE 
ADDWSNPSSEPRDASKYKAKQ 


|^ 


4^915 




"Utt^ — 
















2^5 


W\ 


FFLSFPPLCQSS*NQNLLPW/ICA 
KVCSFTPEVSKTTNPLEGRNSG 
HI 


16615 


46983 


A 


16715 


268 


1524 




16616 


46984 


A 


16716 


1 


378 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, y=possiblc nucleotide 


16617 


46985 


A 


16717 


708 


987 


1QLPGHRSQGQVAGASHTDARQ 
QDPGNSHSDFVRHSHSLPCLER 
QDRRSAGHNGSATVPGTEACG 
RAYKAPAGHYHSGAGQSLPAA 
SHRSFSSP 


16618 


46986 


A 


16718 


1 


2052 




16619 


46987 


B 


16719 


1 


606 




16620 


46988 


A 


16720 


1 


541 


QHQRKQK.RQLRAQQNLSWEEI 

AKEYQNEEDSLGGSRVVVCD1 

NKEMLKVGKQKALAQGYRAG 

LAWVLGDAEELPFDDDKFDIYT 

1AFGIRNVTHIDQALQEAHRVL 

KPGGRFLCLEFSQVNNPLISRLY 

DLYSFVRVIPVLGEVIAGDWKSY 

QYL VE\S I RRFPSQE\KFKD\MIE 

DAGF\HKVTYESLTSG\IVAIHSG 

FKL*FLCLEFSQVNNPLISRLYD 

LYSFQGHPCPGRGHRWRLEVLS 

VPCREVSEGFRLRKEFKDHDRR 

CRLSTR 


16621 


46989 


A 


16721 


526 


933 




16622 


46990 


A 


16722 


191 


468 




16623 


46991 


A 


16723 


2 


677 


GKVH VLERRGFHRTEMH LQKI 
LLLPVLSSSSSSDP/STLSVSALV 
RMFSSADE*SVSEASSSEPSSSFS 
RRSSCSFGSEPSFASFSFSSFPDL 
ASLSSVFLLFRAFS\SSHVM*WL 
PSSS*VGS/STSARAQLPSYVPSF 
SVKTKSGLKSALRFFPKAFCRL 
PSTMGPSSSSSPESDSALHRHLV 
ILDVWLQ1KPRVRKPCCRRSHF 
RKRAQPAVRPLTFRSLLVVLR 


16624 


46992 


A 


16724 


31 


187 




16625 


46993 


A 


16725 


215 


947 




16626 


46994 


A 


16726 




378 




16627 


46995 


A 


16727 


2 


7567 


GGGGARRQRRGDAGGGAETAP 

SE11LSPAAEERSGRSETLRRGT 

AAGRMATVVVEATE\PEPSGSI 

ANPAASTSPSLSHRFLDSKFYLL 

VWVGEIVTEEHLRRAIGSIELGI 

RSWDTNLIECNLVDQELKLFVSR 

H S ARFSPE VPG\QKI L\H H RSERF 

*ETV\VLIQ\PFLMEGSSGTEVRL 

M1TDAARHKLLVLTGQCFENT 

GELILQSGSFSFQNFIEIFTDQEI 

r.pr t CTTHPAWAQI TT PTPPF 
LlCLL-o 1 1 rlrAlNIVAoL 1 LrLrtE. 


16628 


46996 


A 


16728 


101 


365 


VITGQPNPTNPNLQATPDIQGTL 
ARLGPA/LHPRGIIPF1GHQSA/R 
PH AP A PAN PN KRTLFRPP PL SPP 
SPEPPGSGQGAGLGARPALP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ IB NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possihle nucleotide insertion) 


16629 


46997 


A 


16729 


1170 


2847 


VASC*ENACKQNQRQKPCDYL 
NRCRKGLWQNSTTLHAKNSQ* 
TVL YKT1KFQLEKTTLKFI WNQ 
KRAHIAKSILSQKNKAVGJTLPD 
FKLYYKATVTKTAWYWYQNR 
DIDQWNRTEPSEIM PHIYNHL1F 
DKPDKN KX WGKDSLFN K WC W 
QNWLAICRKLKLDPFLTPYTKI 
N S RWI KDLH V RPKTIKTLE EN L 
GNTIQDIGTGKDFMSKTPKAM 
ATKDK IDKWDL 1 KLKSFCTAK E 
TTIRVNRQPTKWEKIFTT 


16630 


46998 


A 


16730 


79 


536 






46999 












16632 


47000 


A 


16732 


3 


339 




16633 


47001 


A 


16733 


279 


416 




16634 


47002 


A 


16734 


1 


1760 




16635 


47003 


A 


16735 


309 


1718 




16636 


47004 


A 


16736 


10 


417 


IAIMNDTVAIRTRKFMTNRLLE 
RKQMVIDVLHPGKATVPKTE1L 
EKLAQMYKTTPDVIFVFGFRTH 
CGGGKTTGFGMIYDSLDYAEK 
NEPKHRLARHGLYEKKKTS*K 
QRQERTNRMKKVRGTAKANV 
VAG*KPNE 


16637 


47005 


A 


16737 


96 


609 


EKFMT\NRLTSGETKWV1*CPFT 
PGRRTVP*AQKIR\ErCLAQNVQ 
RPHPDVIFVFGFRTHFGGGK.TT 
GFGMIYDSIADYAKEKMNPKH 
RLA\RHGPGMEEGKRPSKKGN 
GKER\KNQN*RKVQGGLAKGP 
LLGAGQKEEMKCLGSELEIGSQ 
PKELKVLPMMLAVATVDFSQE 


16638 


47006 


B 


16738 


1 


1041 




16639 


47007 


A 


16739 


3 


447 


VSVPFIFIWLTCKSFLKFDLKSN 
TNVLQSL/GKFQSEVSKRQKLA 
TVFSSFTSTGLCQGSVAFISRCP 
rLAausUov WKuud VrrorKr 

HEHKQSQPDAVPHLG 


16640 


47008 


A 


16740 


1 


2385 




16641 


47009 


A 


16741 


1 


639 




16642 


47010 


A 


16742 


1 


993 
















CTDK1TLVFGV*MLTPKPDK7CD 
DSAV*ELLWLTNQLSACVVHP 
GLYHLHVRSIWIPYRCLFSTMC 
GVCQTCTVAMQLDCLADSFNA 
VFKLTEAAGHMAR 



2137 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


16644 


47012 


A 


16744 


3 


374 


SLRLQFYYK1SFQTQDQANKLS 
DSDASHLHPLAPCSEPTRTNVH 
TKLPRERPQSQIASPYPLPPCPE 
RLKKQTNKKKNW*EPSPHILPP 
RNAAAHTGQSRASKSLPAPPPT 
VSPRPRPGAPGT 


16645 


47013 


A 


16745 


16 


253 




16646 


47014 


A 


16746 


163 


588 


TFHAVLHIENAGYFNSIPFFR1L 
NHNPLTTVEDPYLFKLPALKYL 
* VL*YSHESRDDLYSF*IFHQRL 
SILHLG*NVII\KF*LSY*KKVIGE 
EK.N*EDV*WSRQPAGEREQC*R 
THIDLE/PCRHMEEYYLTKKAK 
GKRCSLF 


16647 


47015 


A 


16747 




363 


GTSQTLLRSLASACIFQPKVRLL 
SREEIPLNLNY*SVSPNSNPNHL 
YSRHTILTAMLTLQLGTCVLLPI 
GLLVPYPNCPSPTGLQVTPFLPS 
PCGSGWPASFTYSSNRFTTNLL 
FCVFIL 


16648 


47016 


A 


16748 


1028 


1621 




16649 


47017 


A 


16750 




112 


LGNTWG*QPCKRLKIWLSLEFT 
KINVIRHMWKKFKRL 


16650 


47018 


A 


16751 


91 


597 


LKNRRRSRPSIRQSIGSTSVSRW 
LTSLFTYLDHTADVQ*V*REFIP 
LKPRQ*ED*MFQSWLHAWGDT 
LEEAFEQCAMAMFGYMTDTGT 
VEPLQTVEVETQGDDLQSLLFH 
FLDEWLYKFSADEFFIP\GWGEE 
FSLSKHPQGTEVKA1TYSAMQV 
YNEENPEVFVIIDI 


16651 


47019 


A 


16752 


226 


668 


1YFFRLHAWGDTLEEAFEQCA 
M A\MFG YMTDTGTVEPLQTSRS 
\KTQGDDLQSLLFHFLDEWLYK 
r sAUtr r JrKfc, V Is. VLJ>11JI < » KNr K. 

LRFMGWGEEFSLSKHPQGTEV 
KA1TYSAMQVYNEENPGSFCD 
HWTFKTTQKIKRLPTGKK 


16652 


47020 


A 


16753 


3 


942 




16653 


47021 


A 


16754 


3 


419 


SLYHNSSQKRHWTFSSEEQLAR 
LRADANRKFRCKAVANGKVLP 
NDPVFLEPHEEMTLCKYYEKRL 
LEFCSVFKPAMPRSVV\LTCAFL 

Aujs. V Ubr JN V S>IN Fl^r V ON LKc.br 

LGQEKALEQILEYELLLIQQLNF 
HLIVHN 




47021 


— 


16755 


— 


— 




16655 


47023 


B 


16756 


209 


1381 




16656 


47024 


A 


16757 




927 




16657 


47025 


A 


16758 


1 


3987 




16658 


47026 


A 


16759 


2 


175 





2138 



WO 01/075067 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16659 


47027 


A 


16760 


2395 


2700 




16660 


47028 


A 


16761 


2 


1118 




16661 


47029 


A 


16762 


26 


1205 




16662 


47030 


A 


16763 


1 


1594 




16663 


47031 


A 


16764 


1 


595 




16664 


47032 


A 


16765 


1 


1029 




16665 


47033 


A 


16766 


1172 


1364 




16666 


47034 


A 


16767 


253 


389 




16667 


47035 


A 


16768 


489 


855 




16668 


47036 


A 


16769 


2 


401 




16669 


47037 


A 


16770 


415 


694 


EAKLHLNLCDM S WLCCPTKGK 
RKQALEVLNILGPFLAPFWIAK 
SYFFTSPKTQVSSL*FLRYKRIK 
LQCRPKTCTNPSRTRSCALPGR 
F1PPF 


16670 


47038 


A 


16771 


1 


765 




16671 


47039 


B 


16772 


1 


1095 




16672 


47040 


A 


16773 


82 


311 


KANSDVPFGFGVNLEHLMEAC 
NS/GTNLLNSKRLNNDC1CLASH 
TDV S1IARKCCL VVSCLLLLRGL 
SILRSKESHC 


16673 


47041 


A 


16774 


2 


683 




16674 


47042 


A 


16775 


1 


2703 




16675 


47043 


A 


16776 


1 


555 


DHNSSPAREQ/SSMENKFHELT 
EVGFRKITSLEKNINDLMELKN 
TA RELREA YTSIKSRIDQA KESI 
SEI EDQLNE1KCEDKVREKRMK 
SNKQNFQEIWDYVK.RPNLRLT 
GVPESDRENGTKLENTLQEIIQE 
NFPNLARQANIQIQEIQRTAQR 
QSSSRATPIHIIVRFAKFEIKEKM 
LRAAREK 


16676 


47044 


A 


16777 




839 




16677 


47045 


A 


16778 




504 




16678 


47046 


A 


16779 




2367 




16679 


47047 


A 


16780 




1566 




16680 


47048 


A 


16781 


146 


464 


VTGWTNYEGNGRWRERSRQLC 
GCCSRKSSSSWGISLMKGSGAP 
LRPGRMMWSGFRKCSDTQVM 
YS* R*LLETMTLASIMR*THTK* 

"MAI PlffQAT KTMTI (~ZV A T Tt 


16681 


47049 


A 


16782 


1 


1782 




16682 


47050 


B 


16783 


221 


1075 




16683 


47051 


A 


16784 


1 


627 




16684 


47052 


A 


16785 


1 


1539 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16685 


47053 


A 


16786 


1 


1318 


LSPVLSLSPDSMSFTTRSTFSTN 

YRSLGSVQAPSYGARPVSSAAS 

VYAGAGGLATGIAGGLAGMG 

GIQNEKETMQSLNDRLASYLDR 

VRSLETENRRLESKIREHLEKK 

GPQVRDWSHYFKIIEDLRAQIF 

AN T VDN ARI VLQ IDN AYRLA AD 

DFVRVKYETELAMRQSWENDIH 

GLRKVMDDTN1TRLQLETEIEAL 

KEEL\LFMKK.NHEE\EVKGLQA 

QI ASS\G LTV E V\D APKF\QDL RQ 

DSWADIR\AQY\DELARKEPRG 

A*TK.YWFSADLRESTTV\VTTQ 

F\AEV\GAA*DDASQSWRTYSPS 

SLGDPTWGFPWRKS*RAS\LEN 

SLREG*RPAYALT/QMEQASTGI 

LACTFESELGTDPGAEGQRQAQ 

EY\EALLNIKVKLEAE1\ATYRRL 

\LEDGEDFNLGDALDSSNSMQT 

IQKTTTRRJVDGKVVSETNDTK 


16686 


47054 


A 


16787 


1 


253 


RVRTLKTSTSTCLYWFENKDS/ 
DHPERSSP*YMSPSHRYGSLVK 
ASITKPAFLKTSG RLFTCSSQFC 
PLISK1SDGFSHLPPFST 


16687 


47055 


A 


16788 


1 


276 


AAAAGPPGPLVMFTYRERVSG 
LRSVH1LRASHTDARLRQEEPT 
ERLQFHSSGLL1RFSRETEP1GV 
YIKED* EE WAYKMM VFAKSHD 
LPFAN 


16688 


47056 


A 


16789 


1 


203 


LLHTSTKNELWQ*GKRDPL1VF 
YTQYLF*EKTTRK*NQRQAGSL 
ALGPKPGLRLPGLNPVVENQFI 


16689 


47057 


A 


16790 


8 


361 


RGLDGQGGRDGSSSGGGGGGR 
RRRCLLLLAPAPAVIRASGRGP 
R*DCWRAGCA*AWRPC/RLAR 
RMWTLRSPLTRSLYVNMTSGP 
GGPAAAAGGRKENHQVARKR 
LNVCVFTRSVSETA 


16690 


47058 


A 


16791 


674 


1076 


VQLFRSAGSRDHHRFLGRGRN 
KQTKTLYPTPIPCSLKYQRKQN 
GSLLWTSRMPSSVFPCTLTPSFS 
LPLRISQTTHPNLRGPSCPKGLG 
IALISLVRHWLKPATSQVQAL 
WSFSM WM 1 YF WLP VQKPH ASR 


16691 


47059 


B 


16792 


296 


1470 




16692 


47060 


A 


16793 


1 


334 




16693 


47061 


A 


16794 


718 


2541 




16694 


47062 


A 


16795 


2 


406 




16695 


47063 


A 


16796 


74 


464 




16696 


47064 


A 


16797 


159 


610 




16697 


47065 


A 


16798 


1 


273 





2140 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16698 


47066 


A 


16799 


1 


543 




16699 


47067 


B 


16800 


1 


873 




16700 


47068 


A 


16801 


1 


558 




16701 


47069 


A 


16802 


27 


136 




16702 


47070 


A 


16803 


89 


363 




16703 


47071 


A 


16804 


579 


994 




16704 


47072 


A 


16805 


129 


362 


PKIIQPRRATTRFTSIHGWRICPS 
IPCFPEATINRRRCVKVDSVTCH 
LLTQR*YKSSKVQERC*SCRIQG 
QKISDCY 


16705 


47073 


A 


16806 


878 


1811 




16706 


47074 


A 


16807 


1 


843 




16707 


47075 


C 


16808 


19 


231 




16708 


47076 


A 


16809 


1 


1650 




16709 


47077 


A 


16810 


3 


404 




16710 


47078 


A 


16811 


279 


428 




16711 


47079 


A 


16812 




507 




16712 


47080 


A 


16813 


1 


1128 




16713 


47081 


B 


16814 


1 


567 




16714 


47082 


A 


16815 


3 


1206 


GSEGQGAGPGGAAATAAAME 

DEMPKTLYVGNLSRDVTEALIL 

QLFSQIGPCKNCKMIMDTAGN 

DPYCFVEFHEHRHAAAALAAM 

NGRK1MGKEVKVNWATTPSSQ 

KKDTSNH FHVF VG DLSPQ1TTE 

D1KAAFAPFGRJSDARVVKDMA 

TGKSKGYGFVSFFNK.WDAENA 

IQQMGGQWLGGRQIRTNWATR 

KPPAPKSTYESNTKQLSYDEVV 

NQSSPSNCTVYCGGVTSGLTEQ 

LMRQTFSPFG\QIM\EIRVFPDKG 

YASFVRFNS/HMESGRHMAIVSV 

NGTTIEGHVVKCYWGKETL\D 

MINPV\QQQNQIGYPQPYGQWG 

Q\WYGNAQQIGQYMPNGWQV 

P\AYGMYGQAWE/SSQGFNSDT 

VFLAPWDGDPNFGSCNRLQGQ 

NG\SLLPN\RPSGYRVAGYETQ 


16715 


47083 


A 


16816 


1425 


1564 




16716 


47084 


C 


16817 


151 


339 
















FCDCHHF1LMFKSPHI WPVGIFS 
SWLLCFFWACLHHSLSIALLSC 
TKRYSGLILYFLCSSFEITVSSKS 
SVSF*RRMVFRNQVLGSRCACC 
C*GVAAPRPFP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16718 


47086 


A 


16819 


1 


799 


MGPHWLWLHLALVLLPPSALL 
LPSCEKGVLRVRFYHEKW1YV 
HKESTKERHGYCTLGEAFNRL 
DFSSAIQDIRRFNYVVKPLLPRY 
KFQRLNAITKDRQRSSSGVQLP 
H AGQPQG ADPTQDERRQ V AG D 
TPGDPRALAGGGVVDRTYPGS 
YEASG RPGLQLAL AI EDLLRDS 
A1GCTFCDRCRPVGAQRLLAHS 
LALAAPGAEKREVVKLLLVAY 
VRRRPGKNLTTQNCGAPAAGYI 
PPGHQ*AASAHARSWKNQQPP 
PRVLIGSA 


16719 


47087 


B 


16820 


28 


438 




16720 


47088 


A 


16821 


366 


793 


A WVEQSK VLIKEGG IQLLLTI V 
DTPGFGDAVDNSNCWQPGINYI 
DSKFEDYLMAESQVNRCQMPG 
NRVHCCLYFIAPSGHGPLHN*R 
LPPSGRIG*YMFVTTWHCLLLR 
LKPLDIEFTKHLHEKVMIPLIAK 
ADTLMPEEC 


16721 


47089 


C 


16822 


228 


374 




16722 


47090 


A 


16823 


291 


604 


AWELEK.SHLRRGLDPSHN1NIR 
VEPKF* SKYGG VQLLLTI VDTP 
RFGDAVDNSNCWQPVrNYlDIK 
FEDYLNAESRVNRCQMPGNRV 
Q**LYF1APSGHGPLHN 


16723 


47091 


A 


16824 


148 


498 




16724 


47092 


A 


16825 


1 


595 


DRPRITGGGK.SGTEYPENLPTL 
KATIENKNSVLNTATKMKDVQ 
TSTPAEQDLEMA\SEGEQKRLE 
EYENNQPQVKN\QIHSRDDLDD 
IIQSSQTVSEDGD\SLCCNCKNV1 
LLIDQHEMKCKDCVHLLKIKNT 
FCLWKRLIKLKDNHCEQLRVK1 
RKLKNKASVLQKRISEKEE1KS 
QLKHEILELEKELCSLRFAIQQE 
















16726 


47094 


A 


16827 


1 


540 




16727 


47095 


A 


16828 


295 


460 




16728 


47096 


A 


16829 


2 


1355 




16729 


47097 


A 


16830 


650 


1184 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


16730 


47098 


A 


16831 


725 


2368 


AVDIIKEIKHPQKHKKLPAFQLR 

PFPLREET1PCNGVSFPRCEPPCL 

AEVYMCLNEMLKDEKKGCMN 

K.SGAGENPQERTAQKRKFPSPP 

HSSNGHSPQDTSTSP1KKKKKP 

GLLNSNNKEQVKQPLECIETQS 

KAMTMLT1EQLSYLLK.FA1QKM 

KQPGVRRKLKPVPLEQHPDYA 

EYI FHPMDLCTLEKVGLRQMY 

GCTEAFLADAKWILHNCIIYNG 

GEWLRTQIAKVVIKICEHEVCV 

SQVCPECYLAACQKRDNWFCE 

PCVSWIYD\SACQPV*WKLVIQ 

MFLPM/WKADIL/RGEEG*YTSE 

LIGWL*SLSCDCSAGTS1SHPSD 

SD* RWLTE H EG RRV S WP\ VNNC 

YLMSKEIPFSVKKTKSIFNSAM 

QEMEVYVEN1RRKFGVFNYSPF 

RTPYTPNSQYQMLLDPTNPSAG 

TAKIDKQEKVKLNFDMTASPKI 

LMSKPVLSGGTGRRISLSDMPR 

SPMSTNSSVHTGSDVEQDAEK 

KATSSHFSASEESMDFLDKSTG 

QLRAGERGGGPLDTGVSHGCT 

LGGPKQVSIKQQASVLQDTMN 


16731 


47099 


A 


16832 


2 


164 


PSTLRAEAWPP*NGSPVPLASS 
QASSSRSGPTSCIPRYPVASPSE 
RLPLPTAAA 


16732 


47100 


A 


16833 


51 


498 




16733 


47101 


A 


16834 


1 


531 




16734 


47102 


C 


16835 


257 


358 




16735 


47103 


A 


16836 


63 


193 


SGRLAPHTSRRTSANCSDDAKS 
SDSCSPSRKT*WSGRNTNRIH 


16736 


47104 


A 


16837 


1 


834 




16737 


47105 


A 


16838 


258 


545 


CQNPQILASPSTKDLMGLGRNT 
NKJDTLKACLA RV VKRRSEC SQ 
KPAS*MCTERNPTSMREVHDLE 

D W A \/l X/PkDT VTi* A \/T VT T \At~\ 

KJS.Y AVl_Y(jrLriJ AVLIsJjLIVH^ 
r MiNLKrvr,tjM 


16738 


47106 


A 


16839 








16739 


47107 


A 


16840 


1 


1362 




16740 


47108 


A 


16841 


1 


747 




16741 


47109 


A 


16842 


522 


687 




16742 


47110 


A 


16843 


112 


861 




16743 


47111 


A 


16844 


87 


472 


T VTFSQCRFGKMLPLEKA F ASP 
QELPSPAGSAHAGVSSRSSSRK 
NPRPSLRGPLLTLEFSRLRFREF 
VYP\EAAGPHHTLARLDELCRQ 
WLMPEARSKEQMLELLVLEQF 
L/SILPDKVRPWVVAQYPES 


16744 


47112 


A 


16845 


1 


393 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 




NO: 


of peptide 


hod 


in USSN 


location of first 




*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






16745 


471 13 


A 


16846 


621 


1099 




16746 


471 14 


A 


16847 


1 


453 




16747 


471 15 


A 


16848 


209 


1 175 




16748 


471 16 


A 


16849 


1 


546 




16749 


471 17 


A 


16850 


187 


421 


LG ESSQ* GSP\PPPTGGCGPATG 














Q*PLGQSFQRKELAA1FAVSQY 














SLVVPPGMGETEATGIWSRPPA 














NGNSPTVEWHIK 


16750 


47118 


A 


16851 


3 


1654 




16751 


47119 


A 


16852 


166 


465 




16752 


47120 


A 


16853 


1 


558 




16753 


47121 


A 


16854 


51 


380 


RNNLLLLTHHFVLIIQFLIPRK.ET 














KY Y LV1TPYSLSIN VLSNFFYYS 














PESLN DTNC YH HEEADTPWR* F 














LAIFEGLFNIAHQMQNMPFFLL 














WKQVPETLVIQQQLPRJN 


16754 


47122 


A 


16855 


3 


550 




16755 


47123 


A 


16856 


1 


462 




16756 


47124 


B 


16857 


1 


2811 




16757 


47125 


A 


16858 


3 


514 


ASGTAPEIQARPTRPRRKRRRK 














LLPL/TKAEAKAKALKAKKAVL 














KGVHSHKKKKIRTSPTFRRPKT 














LRLRRQPKYPRKSAPRJRNKLDH 














YA1IKFPLTTESAMKKIEDNNTL 














VFIVDVKANKHQ1K.QAVKKLY 














DIDVAKVNTLIRPDGEKKAYVR 














LAPDYDALDVANKIGII 


16758 


47126 


A 


16859 


73 


396 


FFQFSPK.KNCSVWWNC\AEVLL 














KYKTG ETN DFELLKNQLLDPDI 














KRLPWLNRSQTVVEEYLAFLG 














NLVSAQTVFLRPCLSMIASHFV 














PPRVI1KEGDVDVSDSDDEDD 


16759 


47127 


A 


16860 


132 


357 


YVSK.FAGRLSSSSSESETSTSPS 














LMITRGGTKWGSNHAETRSEE 














NSLC*YKITKKSQILFHYCFDFY 














STKAISI 


16760 


47128 


A 


16861 


380 


597 




16761 


47129 


A 


16862 


179 


280 


QRDIKSCVQILQWEGSTRPFTN 














t, I MAIN VKJNo 


16762 


47130 


A 


16863 


2 


175 




16763 


47131 


A 


16864 


178 


374 




16764 


47132 


A 


16865 


386 


2120 




16765 


47133 


A 


16866 


887 


1104 





2144 



WO 01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in liSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


[N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


16766 


47134 


A 


16867 


1 


708 


MEV A ALEHLDH RLREKVKQQN 
ALRHQVVLRQRRLEELQLQHS 
LRLLEMAEAQNRHTEVAKTMR 
NLENRLEKAQMKAQEAEHITS 
VYLQLKAYLMDESLNLENRLD 
SMEAEVVRTKHELEALHVVNQ 
EALNARDIAKNQLQYLEETLVR 
ERKKRERYISECKKRAEEKKLE 
NE/LHGAQADPGSDLNPRADPP 
RAPAATVRRHHPGQPACQGGG 
AAAALEHVPDGGDLWQGQGR 
HWH . . 


16767 


47135 


A 


16868 




1327 




16768 


47136 


A 


16869 




1776 




16769 


47137 


A 


16870 




397 




16770 


47138 


A 


16871 




1974 




16771 


47139 


A 


16872 




336 




16772 


47140 


A 


16873 


3 


661 


GRGGHNFAPNLTARSAVTSGL 
GGPPAAVMVGSLNCIVAVSQN 
MG IG K.NGDLPWPPLRNEFRYF 
QRMTTTSSVEGKQNLVIMG\KK 
TW\FS1PE/RRNRPFKG*EFNLVL 
SRELQGM LPQG A HFLSRSLDDA 
LKLTEQPELAN K VG M V W\I VG 
GSSIAYKESMNHSSSLKLFVTRII 
QDFESDTFFPEI DLEKYKFLPE Y 
PGVFFDVQEEKG1KYKFEVHEK 


16773 


47141 


A 


16874 


38 


755 


ALKTCSVNQPDAKDNIAGSSGH 

LRTLSPVVSRSCLKEEERRRRR 

RMKRRQRSRRRRSRRRRMRRR 

RRSRSRRRRMKRRKRRRRMKR 

RSSFILMYFFMLLLSGIPLLYME 

VIMGQWLHVDNIRVWKQLVP 

WLCSMSY/SSQSVCASVSLYNS 

TIISWNFFYSFAHPLPWDHCPLV 

KN1SVTDWAHQYFLYHTTLHA 

SDHSEEAAEALVPNRSLGCLLG 

RDHRDLDFKPEIRRGAHTGGAR 


16774 


47142 


A 


16875 


1 


1830 




16775 


47143 




16876 


2 ... 


1142 




16776 


47144 


A 


16877 




43 -- 1 




16777 


47145 


A 


16878 




963 




16778 


47146 


B 


16879 


247 


1092 




16779 


47147 


A 


16880 




16 - 3 




16780 


47148 


A 


16881 




2268 




16781 


47149 


A 


16882 


301 


555 


















16783 


47151 


A 


16884 


731 


834 




16784 


47152 


A 


16885 




2277 




16785 


47153 


A 


16886 


45 


2446 




16786 


47154 


B 


16887 


625 


696 
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SF.Q ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=L'nknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16787 


47155 


A 


16888 


193 


315 




WPGGGYSLLCFWCPLSFAGAA 
G/W*PPPGHH * PYSPKQEHY RT 
NSDTLIFLSSRTLVLQGS*GIKV 
AGSEGPKYNE*PRNPVLPSLCL 
HLFGC 


16788 


47156 


A 


16889 





_ 




16789 


47157 


A 


16890 


2 


22 ?. 




16790 


47158 




26891 


I 


— 




16791 


47159 


- — 

A 


16892 


516 


576 




16792 


47160 


A - 


16893 


144 


435 j 




1679 .? . 


4 -Z 161 .. 


C 


16894 


1 


996 




L 6794 


47162 


A 


16895 


424 


632 




16795 


4 Z1 63 


B 


16896 


446 


2944 1 




16796 


47164 


C . 


16897 


207 


470 




16797 


47165 


A 


16898 . 


1 


396 




16798 


47166 


A 


16902 


1 


585 


















16800 


47168 


B 


16904 


99 


276 




16801 


47169 


A 


16905 




756 




16802 


47170 


A 


16906 




383 




16803 


47171 


A 


16907 




582 




16804 


47172 


A 


16908 




615 


PECI1G1DILSSGQNPHIGSLTGR 
VRA1MVGKAKRKPLELPLPRK.1 
LMQKQYRJAGGIEEISATIKDLK 
DAGVV1PTTSLFDSPIWPVQKT 
DGSWRMTVDYRQINQVATP1 A 
AAIPDVASLLKQ1NTSPDTW/PI 
RPPISNGD*GVSGR*ACCLEPLA 
GPHR*ITSEASRILEQGPAIFCR* 
LLSF*ETALGLLLGFGGN * TFD Y 


16805 


47173 


A 


16909 


3 


415 


PVK/VGA*GGQVINGVLAQV*L 
TVGPVGPRTHPVVIFPVPECRIG 
RD1LSSWQNPHTG SLTGRVRAF 
MVGKA KWKP*ELPLPRKTVNQ 

Rt^J Y KlrOLjIAblo/A/ 1 IMN LKK.O 

VVIPTTSRFNSPIWPVQKTDGS 

W 1 J\f\U X 


16806 


47174_ 




_16910 


232 


63j 






47175 


— 


169U 




2677 




16808 


4717(5 


— 


26912 


328 


381 


1 1 vi r\i-i*N/tr*QDVt \,y;dca 
L,L.JvL^rl IVit^ar Y L V Lir z>l^ 


16809 


47177 


— 

A 




















TT25 




16811 


47179 


A 


16915 




1191 








A — 


T^TT — 




Wi 






iTTiT 






~r~ 






16814 


47182 


A 


16918 


12 


398 




16815 


47183 


A 


16919 


498 


595 


TEMASTTTCT/RFHDEYQLFEEL 
♦KGAFSVNGT 


16816 


47184 


A 


16920 


5 


367 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


16817 


47185 


A 


16921 


190 


2005 


VLYPLHLGTGTGKGAGGASSG 

EEGSEARRRRR1GGLWGRRPHA 

TLSGHLPSRPAPAHTPSRASYFR 

TRKVRAALGDSAAGPVPGLAA 

RLL ASGPSRSQPG H SPGPEMA S 

TTTCTRFTDEYQLFEE\LGRGAF 

SVVRRCMKIPTGQGYAAK1INT 

KKLSARDHQKLEREARICRLLK 

HPNIVRLHDSISEEGFHYLVFDL 

VTGGELFED1 V A RE YYSE A DAS 

HC1QQILESVNHCHLNGIVHRD 

LKPENLLLASKSKGAAVKLADF 

GLAIEVQGDQQAWFGFAGTPG 

YLSPEVLRKDPYGKPVDMWAC 

GVILYILLVGYPPFWDEDQHRL 

YQQIKAGAYDFPSPEWDTVTPE 

AKDLINKMLTINPAKRITASEAL 

KHPWICQRSTVASMMHRQETV 

DCLKKFNARRKLKGAILTTML 

ATRNFSAAKSLLKKPDGVKEST 

ESSNTTIEDEDVKARKQEIIKVT 

EQLIEAINNGDFEAYTKICDPGL 

TAFEPEALGNLVEGMDFIIRFYF 

ENALSKSNKPIHTIILNPHVHLV 

GDDAACIAYIRLTQYMDGSGM 

PKTMQSEETRVWHRRDGKWQ 

NVHFHRSGSPTVPIKPPCIPNGK 

ENFSGGTSLWQN1 


16818 


47186 




16922 




288 




16819 


47187 


A 


16923 


318 


458 




16820 


47188 


A 


16924 




578 




16821 


47189 


A 


16925 


803 


1068 




16822 


47190 


A 


16926 


1 


660 




1682j 


47191 


A 


16927 


2 


325 


TSSENNNGPICR* IHSTESLYLLQ 
GSVVADHDYIGLPEIPIGAYQA 
NILVEDATIGIVDNELLTSSKDR 
ELLEYRNTKISPLIDDHSSLEKQ 
TFSLLDSSNQVLEYLS 


16824 


47192 


A 


16928 


156 


573 




16825 


47193 


A 


16929 


405 


599 


CGNSQSR*TSTRCWYEHLQCTQ 
SHLQMQQYHEAYQSACALA 
















16827 


47195 


A 


16931 


1 


1125 




16828 


47196 


A 


16932 


27 


818 




16829 


47197 


A 


16933 


1 


4986 


















16831 


47199 


A 


16935 


153 


370 


SVLETCMSTAFPVSCHSSFKTA 
VLRISLS*ISAQGGPIDLFSQCHP 
SSSTGVSS\NHRGSWDTPGQSL 
VVICL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16832 


47200 


B 


16936 


47 


501 




16833 


47201 


A 


16937 


49 


1714 




16834 


47202 


A 


16938 


1 


999 




16835 


47203 


A 


16939 


140 


2029 


FAARAGPGGSRRARRGNKWAR 

MPYEIK.KVFASLPQVERGVSKII 

GGDPKGNNFLYTNG K.C V1LRN1 

DNPALADIYTEHAHQVVVAKY 

APSGFYIASGDVSGKLRIWDTT 

QKEHLLKYEYQPFAGKIKD1AW 

TEDSKRIAVVGEGREKFGAVFL 

WDSGSSVGEITGHNKVINSVDI 

KQSRPYRLATGSDDNCAAFFEG 

PPFKFKFTIGDHSRFVNCVRFSP 

DGNRFATASADGQIYIYDGKTG 

EKVCALGGSKAHDGGIYA1SWS 

PDSTHLLSASGDKTSKIWDVSV 

NSVVSTFPMGSTVLDQQLGCL 

WQKDHLLSVSLSGYINYLDRN 

NPSKPLHVIKGHSKSIQCLTVH 

KNGGKSYIYSGSHDGHINYWD 

SETGEN DSFAG KG HTNQ VSRM 

TVDESGQLISCSMDDTVRYTSL 

MLRDYSGQGVVK\LD\VQPKC\ 

VAVGPGGYAVVVC1GQIVLLK 

DQRKCFSI\DNPGYEPEVVAVH 

PGG\DTVAIGGVDGNVALYSIL 

GTTL\KDEGKLLEAKGPVTDVA 

YSH\DGAFLAVCDASKVVTVFS 

VADGYSENNVFYGHHAKIVCL 

AWSPDNEIIFASGGMDMMVYV 

WTLSDPETRVKIQDAHRLHHVS 

SLAWLDEHTLVTTSHDASVKE 


16836 


47204 


A 


16940 


31 


449 




16837 


47205 


A 


16941 


1 


53 




16838 


47206 


A 


16942 


1 


389 


GMPTSTIASCSQDGRVFIWTCD 
DA SSNT WSPKL LHKFND V V WH 
VSWSITANILAVSGGDNKVTEG 
QQNEQ*QDRWGLAPHPPAPGL 
PLPGPTNQTTGKSPQLQQDYFP 
RRSYRCSHRLIICLNVIGNAL 


16839 


47207 


A 


16943 


1 


438 




16840 


47208 


B 


16944 


1 


1267 




16841 


47209 


A 


16945 


635 


808 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


location of first 
endon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16842 


47210 


A 


16946 


37 


1319 


QGEGHGRGLHGFLGRPESQIPS 

WSRSAPLHRLEIWGALAPSLAD 

HSEGSPEVSVINTVDTSHEYMI 

Y\DAQMDYYGHPPGQPASSDRS 

VKIF*CAQWEGRSLFADLQGS 

WRGPVWQVGWGFTPLLRATS 

WAFVASLLTGKF1YSWERGKT 

GTLGRRATSNAGTRLLKLNFGC 

CWAPHGLTVLHSWACWVVSD 

RGPSSLVLDFTPGEGQWEVKKIN 

NAHTIGCNAVVTWAPACCTWK 

PHRRPHRGQKPNYIKRFASGGC 

\DNLI\KLWKEEEDGQWKEEQK 

LE\GHSDWV\RDVAWAPSIGPA 

HQH HRPAAPRMGRVSI WTCDD 

ASSNTWSP*IV\DKFNDVVWHV 

S\WSITAN1LAVL\CGDNK\VPL 

WKESS* WAK WVVPSSDVKQRG 

PGLPYQPSSDQEGPARNEQVNK 

DQGGALAPPPAQLPGPAPSPGP 


16843 


47211 


A 


16947 


1 


1021 


MSGEFIDHSHIARIIYPGIFGTDA 

GSC1DQRG1TGKLQQPPEDRRL 

GEGKLTNTKDIHTKTPSVRHHH 

QRPKVDKTTK1GKKQSRKTGNS 

KNQSAPPPPKECSSSPAMEQSW 

TENDFDELREEGFRRSNYSELK 

EEFRTHGKEVKNLEKRLDEWL 

TR1TNAEKSLKDLMELKTKARG 

LQRVSVMEDEMNEMKQEEKFR 

EKRIKRNKQSLQEIWDYVKRPN 

LRL1GVPESDGENGTKLENTLQ 

DIIQESFPNLARQANIQIQEIQR 

M PQRDSLRRATPRHII VRFTKV 

'CXJth'ClS'KAl J> A A DCf A \UTT A I 1DV 

fc. Ivl Kt JS.Mi.KA AKt JvA\rU A LI rK. 
LTT* LE VKLSSAN VKEQKL*QT 
VFQTTVQSN 


|^ 







ifi"^ — 




IHi 


















16846 


47214 


A 


16950 




1155 




16847 


47215 


A 


16951 




1185 




16848 


47216 


A 


16952 




942 




16849 


47217 


A 


16953 




615 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=linkno»n, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16850 


47218 


A 


16954 


474 


2678 


IKPQRWGKKQSRKTGNSKNQS 
ASPPPKERSSSPAMEQSWTEND 
FDELREDSFRRLVITNYSELKEE 
VRTNGKEVKNLEKKLDEWLTR 
ITNAEKSLKDLMELKTMAQELP 
DQCTSLSSRCDQLEERVSVMED 
EMNEMKCEEKFREKRJKRNEQ 
SLQEIWHYVKRPNLRLIGVPES 
DGENGTKLENTLQD1IQENFPN 
LARQANIQ1QEIQRMPQRYSSR 
RATPRHI1VRFTKVEMKEKMLR 
VAREKGQVTHKGKPI\RLTADL 
LAETLQARREWG\PIFNILKEKN 
FQPR1SYPAKLSFIDRSTRQKVN 
KDTQELNSALHQADLIDIYRTL 
HPKSTEYTFFSAPHHTYSKIDHI 
VGSKALLSKCKRTEI1TNCLSDH 
SAIKLELRJKKLTRNHSTTWKL 
NNLLLNDYWVHNEMKAE1KM 
FFETNENKDKTYQNLWDTFKT 
VCRGKF1ALNAHKRKQERSKID 
TLTSQLKG LEK.QEQTHSKASRR 
QEITKIRAELKERVGRWRIGEA 
ADLVGVSSQAIRDAEKAGRLPH 
PDMElRGRVEQRVGYTIEQiNH 
MRDVFGTRLRRAEDVFPPVIGV 
AAHKGGVYK.TSVSVHLAQDLA 
LKG LRVLLVEGNDPQGTASMY 
HGWVPDLH1HAEDTLLPFYLGE 
KDDVTYAIKPTCWPGLDIIPSCL 
ALHR1ETELMGKFDEGKLPTDP 
HLMLRLAIETVAHDYDVIVIDS 


16851 


47219 


A 


16955 


1 


675 




16852 


47220 


A 


16956 


1 


1032 




16853 


47221 


A 


16957 


3 


978 


HEAKHQMADDAGGSGGGPKA 
LVGPGMG\NPVAFRRGF\GIVIR 
GPGSRPGGRGRGRNGRGARGSK 
\A E DKDW\MP VTKLG/RA L VKD 
H*RSKFPWKEIYLFSLPH*RNQR 
IIDF\FLGGLLSKDEGFE*LCPVQ 
EQDPCPASRTQASRPFVA1GGL 
QMAIIVGLGC*VLPRKVATGHP 
VGAIILAKLS\IVPVRR\GYLGNK 
VLAKP\HTVP\CKV\TGRCGSVL 
VRLIPAP\RGLGMVSAPVA\KKL 
LMMAGIDDCYT\SARG\CTATL 
GQ1WPRATL*LPFLRTYKLP*PP 
DLWKGRLYLPSFPIKEFT\DHLV 
KDPHPESSVQQDSELQLVATT 


16854 


47222 


B 


16958 


124 


274 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16855 


47223 


A 


16959 


202 


2264 


KWPKMNPQQQRMAAIGTDKE 
LSDLLDFSAMFSPPVNSGKTRP 
TTLGSSQFSGSG1DERG\GTTSW 
GTSGQPSP\SYDSSRGFTDSPHY 
SDHLNDSRLGAHEGLSPTPFMN 
SNLMGKTSERGSFSLYSRDTGL 
PGCQSSLLRQDLGLGSPAQLSS 
SGKPGTAYYSFSATSSRRRPLH 
DSAALDPLQAKKVRKVPPGLPS 
SVYAPSPNSDDFNRESPSYPSPK 
PPTSMFASTFFMQDGTHNSSDL 
WSSSNGMSQPGFGGILGTSTSH 
MSQSSSYGNLHSHDRLSYPPHS 
V SPTDFNTSLPPMSSFHRG STSS 
SPYVAASHTPP1NGSDSILGTRG 
NAAGSSQTGDALGKALASIYSP 
DHTSSSFPSNPSTPVG SPSPLTG 
TSQWPRPGGQAPSSPSYENSLH 
SLQSRMEDRLDRLDDAIHVLRN 
HAVGPSTSLPAGHSDIHSLLGPS 
HNAP1GSLNSNYGGSSLVASSR 
SASMVGTHREDSVSLNGNHSV 
LSSTVTTSSTDLNHKTQENYRG 
G LQSQSGTV VTTEIKTEN KEKD 
ENLHEPPSSDDMKSDDESSQKD 
IK.VSSRGRTSSTNEDEDLNPEQ 

K. 1 trvbJvcKK Ivl A IN IN A Kx,K.L K V K 
D1NEAFKELGRMCQLHLKSEKP 
QTKLLILHQAVAVILSLEQQVR 
ERNLNPKAACLKRREEEKVSA 
VSAEPPTTLPGTHPGLSETTNP 


16856 


47224 


A 


16960 




1327 




16857 


47225 


A 


16961 


j86 


554 


A 1 lor K i ol^LN At^utUbtLu 
Lr 1 ivl KKoO I Wuv AllorKI 

C*\S A I CT LIT TA D\A/DC AT DlUiTC 


16858 


47226 


B 


16962 


499 


915 




16859 


47227 




_16963 




nil 




16860 


47228 


A 


16964 




1 
















7HT 




16862 


47230 


A 


16966 


349 


493 


SS*VRWVSGR*HPQ*STLSAPLG 
ETSGCHQGGLHDLKIVVL 


16863 


47231 


A 


16967 


1 


1335 




16864 


47232 _. ._ 


A 


16968 


8j 


426 




16865 


47233 


A 


16969 


93 


j45 


ArV\LULtjlLLlJLrv& VKJNK 1 oKr 

RPREVGIQQYKKGGGAAGKGG 
TGNAPGFLLFSKDS*KDPTPLPP 
PLLL*GQRDH*IQLHQE 


16866 


47234 


A 


16970 


1 


1302 




16867 


47235 


A 


16971 


1 


1174 




16868 


47236 


A 


16972 


274 


1428 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possihle nucleotide insertion) 

: 


16869 


47237 


A 


16973 


41 1 


629 


HCLSHFQNTGPRGDVDFQQELA 

rr VL1VI /VUlKKtcKjrlLLKoaKK 

TWTILDKS* IQGSRLSSKEQG W 

UWUl o K l\ 


16870 


47238 


A 


16974 


618 


2552 




16871 .. 


472 J 9 


A 


} 6 221 , 




— 




16872 


47240 


A 


16976 




765 




16873 


47241 


A 


1 6977 




418 




16874 


47242 


A 


16978 


130 


J^l 




16875 


47243 


A , 


16979 




1062 




16876 


47244 


A 


16980 




4^ 




16877 


47245 


A 


16981 


37 


676 


















16879 


47247 


A 


16983 




2964 




16880 


47248 


B 


16984 


259 


1751 




16881 


47249 


A 


16985 




987 




16882 


47250 


A 


16986 




1047 




16883 


47251 


A 


16987 




1413 


GLHAARGPWVVQAWIS1TM\ER 
KEVCYGQLGCFSDEKPWAGTL 
QRPVK.LLPWSPEDIDTRFLLYT 
NENPNNFQL1TGTEPDTIEASNF 
QLDRKTRF1IHGFLDKAEDSWP 
SDMCKKMFEVEKVNCICVDWR 
HGSRAMYTQAVQNIRVVGAET 
AFLIQALSVKPCLGPVLWVGVR 
EGQGDA A RGTALEDVHVI AHS 
LGAHT/AAEAGRSWGPRGR1TD 
DLGTA*YKVDGMG*ERRGVRF 
SI*P*GGGV*AGFGGERFR*RKN 
VGKSTAGWRM\GLDPAGPCFQ 
DEPEEVRLDPSDAVFVDVIHTD 
SSPIVPSLGFGMSQKVGHLDFFP 
NGGKEMPGCKKNVLSTITDIDG 
1 WEGIGG FVSCNHLRSFE YYSSS 

V LlNrULFrLO Y rL-Aoi Un,rl^t.oJs. 

KTS A VEQTFFLNTGESGN FTS W 
RYKVSVTLSGKEKVNGYIRIAL 
YGSNENSKQYEIFK 


16884 


47252 


B 


16988 


95 


315 




16885 


47253 


C 


16989 


1 


780 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16886 


47254 


A 


16990 


2 


1426 


SGTLDRMLIFWT1TLFLLGAAK 

GKEVCYEDLGCFSDTEPWGGT 

AIRPLKILPWSPEKIGTRFLLYT 

NENPNNFQ1LLLSDPSTIEASNF 

QMDRKTRFIIHGFIDKGDESWV 

TDMCKKLFEVEEVNCIFV\DWK 

KGSQATYTQAANNVRVVGAQ 

VAQMLD1LLTEYSYPPSKVHLI 

GHSLGAHVAGEAGSKTPGLSK7 

RLQGLDPVEASFESTPEEVRLAD 

PSDADFVDVIHTDAAPLIPFLGF 

GTNQQMGHLDFFPNGGESMPG 

CKKNALSQIVDLDGIWAGTRDF 

VACNHLRSYKYYLESILNPDGF 

AAYPCTSYKSFESDKCFPCPDQ 

GCPQMGHYADKFAGRTSEEQQ 

KFFLNTGEASNFARWRYGVSIT 

LSGRTATGQIKVALFGNKGNTH 

QYSIFRGILKPGSTHSYEFDAJCL 

DVGTIEKVKFLWNNNVINPTLP 

KVGATKITVQKGEEKTVYNFCS 

EDTVREDTL LTLTPC 


I 6887 


47255 .... 


A 


16991 


1 


1407 




16888 


47256 


A 


16992 


954 


1663 


EPSPDPAHAPSVALLHTGNQSK 
VLPWPRNPCMKRW*K*KMLKI 
SWVHEWVTSNWISTAVRSLRV 
FAPKNVFQ**ALGPSGWLVYC 


16889 


47257 




16993 


I 


242 




16890 


472 5 8 ... 


A 


16994 


1 


1815 


















16892 


47260 


A 


16996 


3 


2005 




16893 


47261 


A 


16997 


1 


651 




16894 


47262 


A 


16998 


114 


275 




16895 


47263 


A 


16999 


1 


270 




16896 


47264 


A 


17000 


140 


876 


PPALVVGRRQKSWRMFEQMRA 
NVGKLLKGIDR\YNPENLATLE 
R\YVETQAKENAYDLEPNLAVP 
ESCTKFNP\AFFQTNGSTAQDSC 
*KALTN\LPHT\DFTL\CKC\MIRP 
GHIQE\ERPIPTDFCYLGGPGWE 
TWPFSRAFWESPGMKTVDLLW 
KV*LGF\EDSV\RKFI\CHVVG\IT 
YQHIDRXWLLAEMLGDLFGQAS 
*RCW\MSKYGWSADESGQIF1C 
SPRREHLTPRNIVEKIDFDSVSSI 
MASSQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16897 


47265 


A 


17001 


1 


777 


MSGENVTKVSTF1LVGLPTAPG 
LQYLLFLLFLLTYLFVLVENLAI 
ILIVWSSTSLHRPMYYFLSSMSF 
LEIWYVSDITPKMLEGFLLQQK 
RJSFVGCMTQLYFFSSLVCTEC 
VLLASMGYDRYVAICHPLRYAN 
LACTDFSTAELV/SF1LAF11LVFP 
LLATILSYWHITLAVLRIPSATG 
CWRAFSTCASHLTVVTVFYTA 
LLFMYVRPQA1DSQSSNKLISA 
VYTVVTPIINPLIYCLRNKEFKD 
at w A T f : T r.m'c 1 1 


16898 


47266 




17002 




876 




16899 


4 7 267 . .. 


— 

A 


17003 





894 


















16901 


47269 


A 


17005 


3 


823 




16902 


47270 


A 


17006 


1 


874 




16903 


47271 


C 


17007 


156 


287 




16904 


47272 


A 


17008 


1 


1140 




16905 


47273 


A 


17009 


1299 


3135 


1SGSVC1LLWLQLLPAYNLIIHT 

WEHRHSPPGT/RMSRLAKRNA 

WEADR/YAEAKLAASRRGQPSS 

LMSSREGGWGEGSQSRNSSHG 

ALKEAQF1 ITNAEKSLKDLMEL 

KTMAQELRDECTSLSSRFDQLE 

EKVSVMEDEINEMKQEEKVRE 

KR1KRNEQSLQEIWDYVKRPNL 

HL1GVPESDRENGTKLENTLQDI 

1QENFPNLARQAN1QIQEIQRMP 

QRYSSRRATPRHIIVRFTKVEM 

KEKMLRAAREKE1QTTIREYYK 

HLYTNKLENLEEMDKFLDTYS 

LPRLNQEEVESLKRP1TGSETGAI 

INSLPTKKSPGPDGFTAEFYQRY 

KJCELVPFLLKLFQSTEKERILPN 

SFYEASIILIPKPGRDTTKKENFR 

P1SLMNINAK1LNK1LANQIQQHI 

EKLtHHDQVGFIPGMQGWFNIR 

KSINVIQHINRTNEKNHMIISIDA 

EKAFDKIQQPFMLKTLNKLGID 

GTYLKI VRA1 YDKLTAN 1 1 LNGQ 

KLEAFPLKTGTRQGCPLSPLLF 

NIVLEVLARAIRQEKE1KGIQLG 

KEQVKLSLFADDMIVYLENPIV 

SAQNLLKLISNFSKVSGYKJNV 

QKSQAFLYTNNRQTESQIMSEL 

PFTIASKRIK 


16906 


47274 


C 


17010 


189 


457 




16907 


47275 


A 


17011 


2 


2600 




16908 


47276 


A 


17012 


107 


1493 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16909 


47277 


A 


17013 




2209 


IHTKTPSVCHHHQRPKVDKTTK 

MGKKQSRNTGNSKNQSTSPPP 

KECSSAPAMEQSWMENDFDEL 

REEGFRRSNFSELTEEVRTHRK 

EAKNLEKKIRQMYVTRITNVEK. 

SLNDLMELKNMARELRDKCTS 

FSSRFDQLEERVSVIEDQMNEM 

KQEEKFREKRVKARN EQSLQEIR 

DYVKRP\NLRLIGIPESDEENGT 

KLENTLQDI I\QENFPNL A RQ AN 

IQIKE1QRMPQRYSSRRATPRQI\ 

IVRFTEVEMREKAMLRAAREK.G 

RVTHKGKTIRLTVDLSAETIQA 

RRESTRQKVNKD1QELNSAQHQ 

A DLTDN YRTLHPKSTEYTLFSA 

PHHTYSKIDHIVGSKALLSKCK 

RTEIITNCLSDHSAIKLELRIKKL 

TQNLSTTWKLNNLLLNDYWVH 

NEMKAEIKMLFETNENKDTTY 

QNLWDTFKAVCRGKYIALNAH 

KRKQERSKIDTLTSQLKELEKQ 

EQSHSKASRRQE1TKIRAELKEI 

ETQKTLQKINESRDWFFEKINKI 

DRQLARLIKKKREKNQIDTIKN 

VLEFLAKAIRQDKEIK.GIQLGKE 

EVKLFLFAEDMIVYLENPIVSA 

QNLLKLISNFSKVSGYKINVQK 

SQAFLYTNNRQTESQIMSELPFT 

ENYKPLLNKIKEDTKKWK.NIPC 
SWVGR1N1MKMAILPKVIYRFN 
AIPI KLPMTFFTELEKTTLKFTW 


16910 


47278 


A 


17014 


292 


699 




16911 


47279 


A 


17015 


269 


803 


A LGPCS E ALPTWVNENGEEM A 
QEIDLSALKELEREAILQVLYRD 
Q A VQNTEE ERTRA AGN * KHTC 
S1SGGKGPKNTDWEHKEKCCA 

KUt^t^J V Lur LLn KLi A V LlvuLMl 

RVCAQCRVFLRGTHAWKCTVC 
FEDRNVKIKTGEWFYEERAKKF 
PTG DNS V\RTSCTGKHETVGGQ 
LLQSYQK 


16912 


47280 


A 


17016 


1 


1173 




16913 


47281 


A 


17017 


349 


718 


AGPEGTTTAECP/1/CQQQRP1LS 
LRYGTISWG/DQSATWWQVDY 
IRTLLSWKWQSASAKTTIHGLT 
KCLIHHD1PHSIASD*GTCFMAK 
EVWQWYCFSHSQDSRVQESRG 
GIGSCTTHHHPCSFPN 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possiblc nucleotide insertion) 










sequence 






16914 


47282 


A 


17018 


196 


577 


GSSGQSESAQPQGLWVLPSR I S 














i aii 5Tn\/NU*nDri7DA r a unr 
LAlLollJVlNV v^rL-r rAOArl^u 














OPI AWPVPF1 A AX/I Q\\fr\(~\VT>r t * 
^rLn W r V rr LA W Lo W ^(VKU 














iffinRQ'jRMi vnHPMpr.wi hep 














OUrv 1 rr r rtrir r rv^l 'Vjl^oLol^t^o 














LLPAGRR* ARGPQQLPSPP 


16915 


4728j 


A _ 


_1701_9 




2523 






47284 




r7020 


— 






16917 


47285 


A 


17021 


— 

1610 


20 4 


VTWCAnOWPWA IT^XTfPTUQPT 














GQGCLPQPKM*VVQNDFQ*G* 














W 1 nCrvJtvvjllvuvjV^K VO V WrWl^ 














TflMRnVr^TFI TPT T-IQ A V A Pi A T\/f 
1 l^lNKlJlvlj irLI rLrl:>A V AUA1V1 














LYAL*RGSDLDAAQTLPTAAQ 














LIAL Y A V Vruucr 1 O^Lt^ V KrllN 














pp a T rir\ 


16918 


47286 




H022 


1 


735 




16919 


47287 


— 


170_J 


88 


1871 




16920 


47288 


- — 


H024 




1299 




16921 


47289 


— 

A — 


17025 












16922 


47290 


A 


17026 


144 


1737 




16923 — 


47291 




17027 





H82 




16924 


47292 


- — 

A — - 


17028 


262 


lb2 




16925 


47293 


A 


17029 


1 


^ 




16926 


47294 


A 


170j0 




382 


LKunrULtLUucoKK 1 Wrvbrvrv 














GRKRXERALGRWQV*RSRCA* 














P/CTP A AT XT A PI HP. ACUCDPOI P 
r/o 1 rAALNArLyuASnarrKLK. 














wrwr.pcvo acqi i pot Akr.r; 














a appi c\x/"mi rAi\/riA/ivpr 
LAAKKLo W NLUv^l V t^ivl Y fcuno 














(\(\X>C'.\ OPPT l"lPWCQf~»TT PTA 


16927 


47295 


A - 


17031 


1 






16928 


47296 




17032 


209 


— 




16929 


47297 


— 

A 




2Jj 


Jz£ 






47298 


A — 


170j4 


J 


378 




16931 


47299 


A 


17035 


64 


1180 




SASHSGAPATSLYERGVCPPAL 














PPPP A VT VPP AAA Cr'TT I A N4C 
KAr r A V L V LKA AAoL I LLAlVli 














I^LV(?'irJ,OIS.lNAIINorlVJJ>l'AL> V U V ri 














PEDTQLEENEERTM1DPTSKEDP 














KFKELGKVLLDWIN D VLAEERI 




























NLAGLQSLNVAEVTQSEIGQKQ 














KLQK V L EQL H\D L L RPRS W A LR 














\\\n r:xTCTur;k r MT A/nxiprv t \/ci 














AMHFRAPIRLPEHVTVQVVVV 














RKREGLLHSSH1SEELTTTTEM 














MMGRFERDAFDTLFDHAPDKL 














CT/VI/VCI ITP\/XT1/'T4I XTVT MT PV 














TELETQF ADG V YL VLL MGLLE 














DYFVPLHHFYLTPESFDQKVHN 














VSFAFELMLGRRPSRNPRLVLK 














TWLTWDLKSPLRVLYNLFTKY 


16932 


47300 


A 


17036 


3 


764 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16933 


47301 


A 


17037 


1 


1230 




16934 


47302 


A 


17038 


1 


313 




16935 


47303 


A 


17039 


145 


263 


IFLLYLKNKVQNK*EIKQHFLG 
KIMSRDNNTYLTWGTEN 


16936 


47304 


A 


17040 


5 


982 


PTFSRAVATMFSRAGVAGLSA 

WTLQPQWIQVRNMATLKDITR 

RLK.SIKNIQKITKSMKMVAAAK 

YARAERELKPARIYGLGSLALY 

EKADIKGPEDKKKHLLIGVSSD 

RGLCGAIHSSIAKQMKSEVATL 

TAAGKEVMLVGIGDK1RGILYR 

THSDQFLVAFKEVGRKPPTFGD 

ASVIALELLNSGYEFDEGSIIFN 

KFRSVISYRTEEKP\IFSLNT\VAS 

ADQHGVSMTD1DADVAAKITQ 

EY/N1 WANI1LLTLWKESTTSGG 

RS ARG * QPWDNG QARI AF WRM 

DLDN L DI WTFVN R\TRQ A V I TK E 

LIEIISGAASSVKKENSAS 


16937 


47305 


A 


17041 


1334 


1790 




16938 


47306 


A 


17042 


1 


930 




16939 


47307 


A 


17043 


2 


477 


SGLGRLPGPWQEAGSSRGPSSG 
DMAGVKALVALSFSGA1GLTF/ 
LHMLGCALEDYGVYWPLFVLI 
F\HAISSIPHFIAKRVTYDSDAT\S 
SACRELAYFFTTGIVVSCI.WISP 
VI L ARV ALI K\ WG ACG L\ V L A\G 
N A V I FPYN SRG FSLYLGRG DDF 
SW\EQW 


16940 


47308 


A 


17044 


130 


434 




16941 


47309 


A 


17045 


1 


1365 




16942 


47310 


A 


17046 


656 


839 




16943 


47311 


B 


17047 


16 


149 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16944 


47312 


A 


17048 


1 


1317 


MTLNEHAAFKHLFNKAHLAPP 

LIHLTLSGHSTCFREHRVGV1CS 

HFAQDLWPEQGREDSFQKVILR 

RYEKCGHENLQLKIGCTNVDES 

LTYKRIHTGEKPCKCEECDKAF 

SKFSILTKHKVIHTGEKHYKCE 

ECG KAFTRSSSL I EHKRSHAGE 

KPYKCEECGKAFSKASTLTAHK 

TIHAGEKPYKCEECGKAFNRSS 

NLMEHKRIHTGEKPCKCEECG 

KAFGNFSTLTKHKVIHTGEKPY 

KCEECGKAFSWPSSLTEHKRIH 

AGDKPYKCEECGKTFKWSSTL 

TKHKIIHTGEKPYKCEECGKAF 

TTFSSLTKHKVIHTGEKHYKCE 

ECGKVFSWSSSLTTHKAIHAGE 

KLYKCEECGKAFKWSSRLSEH 

KR1H TG E KP YKCEECG KAF SW 

VSVLNKHKKIHAGKKFYKCEE 

CGKDFNQSSHLTTHKRI HTG\E 

KPYKCEECG KAFSKASTLTAHK 

TIHAGEKPYKCEECGKAFNRSS 

NLMEHKRIHTGEKPCKCEECG 

KAFGNFSTLTKHKVIHTGEKPY 

KCEECGKAFSWPSSLTEHKRIH 

AGDKPYKCEECGKTFKWSSTL 

TKHKI 1 HTGEKPYKCEECGKAF 

1 IroaL 1 ts.rlKV Irl I Ubis.H Y JVUc. 

ECGKVFSWSSSLTTHKAIHAGE 
KLYKCEECGKAFKWSSRLSEH 
KRIHTGEKPYKCEECGKAFSW 
VSVLNKHKK1HAGKKFYKCEE 


16945 


47313 


A 


17049 


2 


2183 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16946 


47314 


A 


17050 


3 


1440 


1KVLLGENRVPNTMAVWLAQ 

WLGKGASLTSFPPCPTASLLRR 

LGEHIQQFQESSAQGLGLSLGP 

GAAALPKVGWLEQLLDPFNVS 

DRRSHL\QRYWVNDQHWVGQ 

DGPIFLHLHLTSPPPTHTLFTGH 

PAALAPAWGALVISLEHRFYGL 

SIPAGGRLALSRLFNISSSSPWIC 

FGG S Y AG SLPSHH APTFVPRAQR 

IS*HFRIPSSAVRPQVVSRSLMS 

TAIGGSLE/CRRWGLVRGGLGG 

KRGLGCQGRGGPA*VLADIASC 

FPQCRAAVSVAFAEVERRLRSG 

GAAQAALRTELSACGPLGRAE 

NQAELLGALQALVGGVVQYD 

GQTGAPLSVRQLCGLLLGGGG 

NRRGG1YVLCMYIVP*1VLHSLG 

QflVf^C A PIVI A PQVPFPPriTYTTYP 
U/UVT QVTV^AI r.QCCCTT T TP TT2 

Wrl V V 1 ^ALUo^to 1 LL-lKl (j 

SHCLDMAPERPSDSPSLRLGRQ 
NIFQQLQTWLK.LAKESQIKGEV 


16947 


47315 


B 


17051 


41 


2709 




16948 


47316 


A 


17052 


874 


1024 




16949 


47317 


A 


17053 


1 


1602 


MDSLWGPGAGSHPFGVHNSRL 
SPDLCPGKIVLRALKESGAGMP 
EQDKDPRVQENPGDQRRVPEV 
TGDAPSAFRPLRDNGGLSPFVP 
GPGPLQTDLHAQRSEIRYDQSS 
QTSWTSSCTNRNA1SSSYSSTGG 
LPGLKRRRGPASSHCQLTLSSS 
KTVSEDRPQAVSSGHTQCEKV 
AEKAPGQTLALRNDSSRSEASR 
PSTRKFPLLPHRRGEPLMLPPPV 
ELGYRVTAEDLDWEKEAAFQC 
IKSALQVEDKAISDCRPSRPSHT 
LSSLATGAS\DSAQVTSLIPAPFP 
AASMDAGMRRTRPGTSAPAAA 
AAAPPPSTLNRTLGSLLEWMEA 
LHI SGPQPQLQQ VPRG QNQRSQ 
TSRTSSCPK/LKCHLELLQLYGR 
PPGTKAEEAPASSHCQLTLSSSN 
TVSEDGPEAVSSGHTQCEKTAD 
TAPGQTLGPRGGSPRSQSSRPR 

GYWVTAEDLDREKEAAFQRIN 
SALQVEDKA1SDCRPSRPSHTLS 
SLATGASGLPAISKAPSMDAQQ 
ERHKS 


16950 


47318 


A 


17054 


1 


1155 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


16951 


47319 


A 


17055 


1 


1237 


MDSLWGPGAGSHPFGVHNTRL 

SPDLCPGKIVLRALKESGAGMP 

EQDKDPRVQENPGDQRRVPEV 

TGDAPSAFRPLRDNRGLSPFVP 

GPG PLQTDLHAQRSEI RYNQTS 

Q1SWTSSCTNRNAISSSYSSMGG 

LPGLKRRRGPASSHCQLTLSSS 

K.TVSEDRPQAVSSGHTQCEKA 

ADIAPGQTLALRNDSSTSEASRP 

STHKFPLLPRRRGEPLML\PPSL 

EVGVPGSLVKELDREKEAAF\Q 

R1NSALQVEDKAISDCRPSWPS 

HTLSSLATGTSGLPA1SKAPSMD 

AQQETHKSQDCLGLLAPLASA 

AGVPSTAPMSGKKHRPPGPLFS 

SSDPLPATSSHSQDSAQVTSLIP 

APFPAASMDVGMRRTRRGEPL 

MLPPPLELGYRVTAEDLDQEKE 

AAFQRIKSALQVEDKAI 


16952 


47320 


A 


17056 


132 


835 




16953 


47321 


A 


17057 


1 


2947 


MPEQDKDPRVQENPDDQRRVP 

KVTGDARSAFRPLRDNGVLSPF 

VPRPGPLQTYLHAQRSE1RYNQ 

TSQNTWTSSCTNQNAISSSYSS 

VGGLLGLKWRRGPAGQESGAG 

MPEQDK\DPRV\QQNPDDH RTV 

PEVTGDARSAFWPLRDNGGLSP 

FVPRPGPLQTDLHAQSSEIRYN 

QTSQTSWTSSSTKRNA1SSSYSS 

TGGLPGLKQRRGPASSRCQLTL 

SYSKTVSEDRPQAVSSGHTRCE 

KAADTAPGQTLAPR 


16954 


47322 


C 


17058 


229 


624 




16955 


47323 


A 


17059 


1 


1011 


MVSTPATLPSLPKPALMASWG 
VPYDQLTKEEKTRVWFTDGSA 
R Y AGTTQK WT A V ALQPL S RTS 
LKDSSEGKSSQWAELQAVYLV 
VHFA WKEK WPDVG L YTDS WA 
VANGLAGWSETWEKQDWKIG 
DKEIWGRGMWMDLSEWSKAV 
K1FVSHVSAHQRVTSAEEEFNN 
QVDRPL/PVFTQWAHEQSGHSG 
RDGGYSWAQQTAGLPFTKADL 
AMATAECPICQQQRPTLSPLYS 
TIPQGDQPATWWQIDYIGPLPS 
WKGQKFVLTVIDTYSRYRFAY 
PAHNASAKTTIHGL1ECLIHCYG 
IPHSIASDQSIHF/TTKEVQ*WAH 
AHGIHWSYHVSHHPEAAGL 


16956 


47324 


B 


17060 


10 


597 




16957 


47325 


B 


17061 


6 


297 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of First 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16958 


47326 


D 


17062 


1 


474 




16959 


47327 


A 


17063 




2712 




16960 


47328 


B 


17064 


1 


738 




16961 


47329 


A 


17065 


3 


772 


DPADPMVLEVSEADRDAWP1S 
ESQQRPLGFWSKALPSSANNYS 
FFKRQLLACYWVLVEIEHLTM 
GHQVTMRPELP1INCVLSDPCSH 
KVGHAQQHS1IKWRWYIHYQA 
QAGPEGTSNLHEEVAQMPTVS 
TS ATLPSLPEPTQM A L\WE VP Y 

UU^r 1 cc.cN. i uAWr 1 LHjoAJri Y 1 

GTT*KWTVAALQPLSRTTLKDS 
CEGKSPHHPV1AQWAHEQSGH 
GGRDGGYLWAQQHGFPLTKA 
DLAMATAECP1CQQQKRTLNP 


16962 


47330 


A 


17067 


1667 




LSPHWPPGLPPSALIYAFLGRSS 
RNKRRLMKTMKVEACEDLSAP 
KYLR1QLPTGSPRRRSEAPEVC1 
FQGSS\FSLVHPPPLLSYPSARR* 
PQTPPRPPPRHPSLHPLHPPSAQ 


16963 


47331 


A 


17068 


5 


1074 


RHSALGTGGSSSCRQQRPRDT 

WVPETTILTAWSS/RLQQLGPW 

LQVTVAGQVNTLAGIQKTIHAE 

HCNVTE\RPPTGHEALAPPCEQ 

GPPQVLDSNAVAPTADCGYQL 

STAINRNQELCGRKPAVSPSR/G 

ISPGSP1LRPAVHPGHYCLQQRL 

SGQKSNRRTTQKSFQKLHVDK 

RKPENFSKESDHLLIYSREGNPD 

VASLATPPG1WMMSATDLFYG 

DPFAFPGGGPFTLSLERGPSVIL 

GTDASEELLFTKASLAVSTSVF 

l^ra 1 UM I IlWV W^IVlNrvjr Lor 

HFPTKPMASPVKGKHSTSLLQR 
LNYRDRWQCLQEGAGLALLSA 
HMK V PTG SKEPQQ AGKLPS KP 
RKQTTPTFKD 


16964 


47332 


A 


17069 


2 


699 


CS ACPVSH P WLLPWQSGS AFSL 
P*RALQRPPQHGHRLSKPMQSP 
RLSVLLRPWPRRPLPTDLLY*PS 
TRGHIHLHDRHHGAPSVSRRW 
GDKASPPQFPRYSRDSK/RRPPQ 
HGEVGTVFTNNKGGQS/PATST 

\\IC\IC\Q APPrvl/ A DC A r:DTDD<2TA 
Wfcv t^oAt.L.^lvAr c/\ur I rro 1 A 

GDAEGANALRQESEGNWGSEA 
KSPHVAEAGSWRPQQGSCHHL 
HPPDKTKDAARKTHSPGDNGC 
QPRPPRPCKTLWSLSRI 


16965 


47333 


A 


17070 


223 


1611 




16966 


47334 


A 


17071 


12 


310 
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SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


16967 


47335 


A 


17072 


31 


430 


LQAVRLFTLPTTSSGL*KLRTVP 














TWPSPPSCFPHFQSGPRTTRAPT 














PSTIAPGYSGSYSSGPPSLCPRTS 














RR APPRHRV PAGRERLHI R VPP 














YPRPERHLLRVSRRGILGNNRV 














GRLPESRAIAGRKEEKTDTK. 


16968 


47336 


A 


17073 


J 


474 ... 




16969 


47337 


A 


17074 


153 


1224 


RVFSES VCSPVRN LEFL WRFAF 














PLAPAGRCPPGVPLQTSPRDTD 














AHRSSPLPPARASPGQVAAAYR 














WARCPGCGGRKPRSSGSWQLC 














RCPTLPPPPRGSRSSGRC/RTWP 














SPPSCFPHFQSGPRTTRAPTPSTI\ 














PGYSGSYSSGPGR*GLSPLHAA/ 














VSPPLPPGGP*GSWARAGLGSI 














ASAHSPCPLCRSL1RSRS*QTCT 














RSPT*NCEV PPSAP* A ASPLRTM 














FALVRTAGLKVHLLPLGYCTT 














MS*SSSMPQTVPVVVKVSNIPS 














VHPP*PCCKDCTISRSRSIFTRSPI 














CNPPGFLLPFCSPSTGQ* SL* KEP 














PLASWTHFRSDVLLLFSVSMNG 














STLSLGCPSQKAVIALVQVT 


16970 


47338 


A 


17075 


215 


1246 




16971 


47339 


A 


17076 


566 


675 


Q PCRQQ/ CLQPG S P PRFHA RT LT 














VTLVHTRTHTHAH A H 


16972 


47340 


A 


17077 


184 


584 




16973 


47341 


A 


17078 


1 


1167 




16974 


47342 


A 


17079 


849 


2266 




16975 


47343 


A 


17080 


1505 


1891 


DAEKAFDE1QQ/PFM1K1LSR1SI 














QGTYLNVIKTIYDKPTANTILN 














Vbis.LK 1 rrLK 1 u 1 K^tjd Li>AL 














LFNMVLEVIARAIRQEKGIKGIQ 














ISKKEVKLSLFADDMlVHIENPrC 














DSSRKLLELIKEFSKV 


16976 , 


47344 




F708] 


1 


^ 




16977 


47345 


- — 

A 


17082 


155 


531 


GNLWSVDLRPGTPLRQNFRGTI 














KyyH&Kr iKNHCay IrLLlrKy 














TGSGVDLSKLQQTCS*GSCLVC 














TIDLANAFFSIPVHK.A/HQKQFA 














prcwriWT'FTvi Dot twi r\Dr**\r 
roW^ii 1 r 1 VLrlxL 1 W Lv^JrU V 














PNLPAAETNTEPSNGT 


16978 


47346 


A 


17083 


1 


1773 




16979 


47347 


B 


17084 


598 


1428 




16980 


47348 


A 


17085 


3 


227 




16981 


47349 


A 


17086 


1 


207 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16982 


47350 


A 


17087 


1 


789 


RDLQPFTSVTVHCRKGNDQTF 

GGPLDAGSELTLIPGDPKHHCG 

PPVKVGAYGGQVINGVLAXHPL 

I WL VQKTDG S/WRMT VD YCKL 

NQVVIPIAAAVSDVVSLLEQINT 

SPGTWYAA1DLANAFFSIPVHK 

AQQKQFAFSWQGQQYTFTVLP 

QWY INSPALCHNLIRRDLDCFS 

LPLD1TLVHYIDDIMLIGSSEQE 

VANTL DLFVRH L R ARG WEINPT 

KIQGPSTSVKFLGFQWCGACQA 

IPSKMRDKLLHLVPPTTKKEAQ 


16983 


47351 


A 


17088 


1 


435 




16984 


47352 


A 


17089 


2 


808 


PLI WL VQKTDG S/WRMTVDYC 
KLNQVVIP1AAAVSDVVSLLEQI 
NTSPGTWYAAIDLANAFFS1PV 
HKAQQKQFAFSWQGQQYTFTV 
LPQWY IN SPALC HNLIRRDLDC 
FSLPLD1TLVHY1DDIML1GSSEQ 
E VANTL DLF VRHL RARGWEIN P 
TK.1QGPSTSVKFLGFQWCGACQ 
A I PSKMRDKLLHL VPPTTKKE A 
QCLVQLLACY/WALVETEHLTIS 
HQVTMRPELPIMNWVLFDPSSH 
KVGCAQQHS1IKWKWYVHDW 
ARAGPEGT 


16985 


47353 


A 


17090 


2 


544 




16986 


47354 


A 


17091 


1 


633 


MTVDYRKFNQVVTPMAA/AVP 
DAVSLLEQINTFPGTWYAAIDL 
ANAFFS1PVHEAHQKQFAF\LPQ 
GYINFPALCHNL1RRELDFFLLL 
QDITLVHY1DDILL1GSSEQEVV 
NTLDLLIHKRSKEAEHTAASRIR 
VSCLPEQKSHEQTLPWEQVPSS 
GDIKEYFPNAFVLLTTASLQGQ 
DNTSQLQLTWKAPEDIKMSKT 
DADADEEIEALRG 


16987 


47355 


A 


17092 


1 


3228 


MVTSSLTVA1TSLVVVITSLVVII 

TSFVVVTTSLVVVITSLVVVITS1 

AIAIATLVVVLTFTVVVLTSLV 

VVTTSLVMVITPPFAVITSLGVV 

ITSLVVIITCLVLV1TALGVVITS 

LGVVVTSLVMVITPLVAV1TPL 

GVVITSLVVVITSLVMVITSLTV 

VITSSIVVITPLVMVITSLTVIITS 

LFVVITPLVMVITFLIVVNTSLV 

VVLITLIVSPPPSLCSLVVVITFL 

VVAITSLVVVITSLVVV1TSL 


16988 


47356 


A 


17093 


1 


471 




16989 


47357 


A 


17094 


1 


1590 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possihle nucleotide insertion) 


16990 


47358 


A 


17095 


332 


1704 


RGYVFCSWKKTDGS/WRMTVD 

YCKLNQVVIPIAAAVSDVVSLL 

EQ1NTSPGTWYAAIDLANAFFS1 

PVHKAQQKQFAFSWQGQQYTF 

TVLPQWYINSPALCHNLIRRDL 

DCFSLPLDITLVHYIDDIMLIG\P 

RQLLACY/WALVETEHLT1SHQ 

VTMRPELPIMNWVLFDPSSHKV 

GCAQQHSIIKWKWYVHDWAR 

AGPEGTTTPVISQWPHEQCGHG 

GRDGGYA WAQQCRL PLTKAD 

LNTATAKRPICQQQRPTLSPQY 

GT1 PQGDQPAT WWWVDYMGS 

LPSWKGQRFVLTGIDTYSGYGF 

AYPACNASAKTAICGLTECL1H 

HHDIPHSIASDQGTHFMAKEVR 

QWAHDHGIHWSYHVSHHPEA 

AGLIEWWNGLLKSQLQCQLGD 

NTWQGWGKVLQKVVYALNQH 

PIYGTVSPIAKIHRRVADSLKGG 

SGSWVWGFSTLAALDNDLGTF 

RKVRAPSTN 


16991 


4735 ?„. 


B 


17096 




2061 




16992 


5 7360 


A 


17097 




1623 




1 699 j 


47361 


A 


17098 




741 




16994 


47362 


A 


17099 


213 


679 




|^ 


475^ 






P 












TTHiT 




T2I9 




16997 


47365 


A 


17102 


17 


770 




16998 


47366 


A 


17103 


130 


469 




16999 


47367 


A 


17104 




1425 




17000 


47368 


A 


17105 




882 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17001 


47369 


A 


17106 


227 


1519 


VTLIKMNAMLETPTLS\AVSDG 

VKLSAVAAVLYVIVRCMNLKS 

ATAAPDLYLQDSGLSRFLLKSC 

PLLTKEY 1 PPLI WGKSGH IQTAL 

YGKMGRVRSPHPYGHRICFITM 

SDGATSTFDLFEPLAEHCVGDD 

ITM V 1CPG I ANH SEKQYIRTF VD 

Y AQKNG Y RCAV LNHLG ALPN I 

ELTSPRMFTYGCTWEFGAMVN 

YIKKTYPLTQLVVVGFSLGGNI 

VCKYLGETQANQEKVLCCVSV 

CQGYSALRAQETFMQWDQCRR 

FYNFLMADNMKKIILSHRQALF 

GDHVKKPQSLEDTDLSRLYTAT 

SLMQIDDNVMRK.FHGYNSLKE 

YYEEESCMRYLHRIYVPLMLV 

NAADDPLVHESLLTIPKSLSEKR 

ENVMFVLPLHGGHLGFFEGSVL 

FPEPLTWMDKLVVEYANAICQ 

WERNKLQCSDTEQVEADLE 


17002 


47370 


A 


17107 




385 


SRSSSVVRQEPGRADGQRRRRR 
GGPGLRSPGERQQPRPARPCRR 
AHHPGDPAGAQ/PPPKTGKTCG 
APKATTRSTRCS1SR*PPFPRSSC 
PTSPRA TPSSSASSTAAMRRWL 
VTC RM PN WR A 


17003 


47371 


A 


17108 


158 


423 




17004 


I 7372 ... 


A 


17109 


1 


1851 


















17006 


47374 


A 


17111 


66 


432 




17007 


47375 


A 


17112 


103 


3531 




17008 




A 










17009 


47377 


A 


17114 


1 


750 
















ADA A TTI \/U1>\/U\/ A *T T?*\rU\\r 

t^rt^A 1 1 LVnr VHVA Lr VHW 

QNRYRAPDNQGYRHWRCLLPA 
LPDAGR/VRLSASC*KPPNSRG 


17011 


47379 


A 


17116 


344 


480 


SPKDQEPSISK.KV***TSLPTSSR 
SLCLPPARMHFWVLAALLSFA 


17012 


47380 


A 


17117 


3 


3565 


HEARRGLKMAACGRVRRMFRL 
SAALHLLLLFAAGAVRNSPARA 
SHSQGQGPGANFVSFVGQAGG 
GGPAGQQLPQLPQSSQLQQQQ 
QQQQQQQQPQPPQPPFPAGGPP 
ARRGGAGAGGGWKLAEEESCR 
EDVTRVCPKHTWSNNLAVLEC 
LQDVREPENEISSDCNHLLWNY 
KLNLTTDPKFESVAREVCKSTIT 
EIKECADEPVGKGYMVSCLVD 
HRGNITEYQCHQYITKMTAIIFS 
DYRLICG FMDDCKNDIN 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


17013 


47381 


A 


171 18 


1 


495 


PDRRRGCPALSGS*SGPAPRL/C 
LCNPTLTFHPGS VIG VCL* RHW 
LCRANTRHPSYRGRLSSR 


17014 


47382 


A 


17119 




1479 




17015 


47383 


B 


17120 


67 


8652 




17016 


47384 


B 


17121 


67 


9183 




17017 


47385 


A 


17122 


1 


1440 




17018 


47386 


A 


17123 


1 


422 


FRWKELLDRPLEPSPETAQPPPP 
WLQK/NPTAVERANLLNMAKL 
SIKGL1ESALSFGRTLDSDYPPL 
QQFFVVMEHCLKHGLKVRKSF 
LSYNKTIWGPLELVEKLYPEAE 
E1GASVRDLPGLNEFYEYHALM 
MEEEGAVIVG 


17019 


47387 


A 


17124 


2 


587 


WMGSCGLHRAWLQMRWWPE 
SAWKELLDRPREPPPETAQPPPP 
WLQK/NPTAVERANLLNMAKL 
SIKGLIESALSFGRTLDSDYPPL 
QQFFVVMEHCLKHGLKVRKSF 
LSYNKTIWGPLELVEKLYPEAE 
E1GASVRDLPGLKTPLGRARAW 
LRLALMQKK.MADYLRCL1IQR 
DLLSEFYEYHALMMEEEGAVI 


17020 


47388 


A 


17125 


312 


493 




17021 


47389 


C 


17126 


102 


278 




17022 


47390 


A 


17127 


2 


140 


KAHNCSGLERPPLDNPSVSNRL 
FASFLSPRDLKGR\ICSD*SQVL 


17023 


47391 


A 


17128 


1 


2051 




17024 


47392 


A 


17129 


1 


498 




17025 


47393 


A 


17130 


2 






17026 


47394 


A 


17131 


140 


396 




17027 


47395 


A 


17132 


703 


912 




17028 


47396 


^— 


17133 


201 


912 


















17030 


47398 


A 


17135 


2 


431 




17031 


47399 


B 


17136 


99 


1151 




17032 


47400 


A 


17137 


1 


891 




17033 


47401 


A 


17138 


15 


2722 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17034 


47402 


A 


17139 


476 


2934 


TEPKTKTT* LSQ*MQKKPLTKF 

NNPSC*KLSIN/IVLEVLARAIRQ 

EKJEIKGIQLGKEEVKLSLFADD 

MIVYLENPIVSAQNLLKLISNFS 

KVSGYKJNVQKSQAFLYTNNR 

QTESQ1MSELPFTIASKRIKYLGI 

QLTRDVKDLFKENYKPLLKE1K 

EDTNKWKNIPCSWVGRIMVK 

MAILPKVIYRFNAIPIKLPMTFF 

TELEKTTLRFIWNQKRARIAKA1 

LSQKNKAVGITLPDFKLYYKAT 

VTKTA WY WYQNRDI DQ WNRT 

EPSEITPLI YNYQIFDKPEKN KQ 

WGKDSLFNKWCWDNWL A ICR 

KLKLDPFLTPYTKINSRWIKAL 

NLRPKT1KTLEENLGITIQDIGTG 

KDFMTKTPKA M ATKDKIDK W 

DL1KLKSFCTAKETTIRVNRLPT 

KWEKIFATYSSDKGLISRIYNEL 

KQIYKKKTONP1KKWEKDMNR 

HFSKDDILAAKKHMKKCSSLAI 

REMQIKTTMRYHLTPVRMA11K 

KPGNNSQKDIPDWRNGPKRKD 

RQ1TTFRG PTKLQ V V V PTLG AA 

PGRGCPWPRRPRCPGREGEELH 

PALGGERGQRQAAGSGGARRL 

APSAGDGLCVGPVEDTGETQT 

WKTGQPGLREPWWGWRPTEPP 

PAPSSHSEEWPRRPPVRRAPRP 

AGEHAGEGGAAVADTTAFSPW 

LPRVGGWHLQVHRGGRSCAGA 

RRFGGSRGWDLGDLSSAPVASL 


17035 


47403 


A 


17140 




2298 




17036 


47404 


A 


17141 


3 


482 




17037 


47405 


A 


17142 




1026 




17038 


47406 


A 


17143 


1 


623 




17039 


47407 


A 


17144 


25 


392 


ESLKGADPKFLRNMRFANKHN 

IX IX V J 1 , IX IX ! VI l^JA IN >/\ I\A I >;\ K A I ) 

AIKALVKPKEGKPDIPKGVSRK 
LDPLAYIAHP\RLGKCAHSCIAK 
GLKLCRLQAKDKDQTKAQAA 
APA*APKGARTPTKASE 


17040 


47408 


A 


17145 


1 


507 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17041 


47409 


A 


17146 


2 


811 


YRFSGPTIRS1QNHTTHNQGRK 
WHKKGIKKPRAQRYESLKGPE 
V*PSGQGVTCLLRADWLSPLLG 
SGTYWGPKFLRNTRFAKKHNK 
KGLKKMQANNAKAMSARVAE 
A\IKALVKPKEVKJ>KIPKGG\SR 
KLRSTLPDIVHPVKLGKSARAPY 
LPRGFRLCLPNANAKS1SSQGQ 
uyUl^u^UbrNt^UrUr JrUryLA^ V r 

A Cf2\/DXl\/Dl? A T TVf^Pf^CT? VCT A 
AbU Vr IN VrKAL 1 Ivur^oKi ol_«A 

QHEGQERTWVRPPTPRPWGYH 
FAWGWGSPVAICTNKPEAGKR 
RNEKEKLCQGDGY 


17042 


47410 


A 


17147 


1 


636 




17043 


47411 


A 


17148 


169 


410 




17044 


47412 


A 


17149 


385 


1359 


QTNSPNCVRGRVSPPVLPGSSS 
MDVLASYS1FQELQLVHDTGYF 
SALPSLEETWQQTCLELERYLQ 
TEPRRJ SETF\GEDLD\CFL\H A FP 
SPCIEESFRRLDPLLLPVEAAICE 
KSSAVD1LLSRDKLLSETCLSLQ 
PASSSLDSYTAVNQAQLNAVTS 
LTPPSSPELSRHLVKTSQTLSAV 
DGTVTLKLVAKKA ALSSV KVG 
GVATAAAAVTAAGAVKSGQS 
DSDQGGLGAF.ACPENKKRVHR 
L.yrNljL.KKV T 1 ls.bS>nLI^AriyK 
THTGEK.PYKCSWEGCEWRFAR 
SDELTRH YRKHTG AKPFKCN H 
CDRCFSRSDHLALHMKRHI 


17045 


47413 


A 


17150 


1 


948 




17046 


47414 


A 


17151 


400 


446 


PSFLR*PSFWSREFH 


17047 


47415 


A 


17152 


7212 


10914 


ADSGCKL/PSSC*HVLCA/WVTY 

MVMAAILHKLDQLDASRGRAI 

PFCGQRGRFKYEILVKTGWGR 

GSGTTAHVGIMLYGVDSRSGH 

RHLDGDRAFHRNSLDIFRIATP 

HSLGSVWKIRVWHDNKGLSPA 

WFLQHVIVRDLQTARSAFFLVN 

DWLSVETEANGGLVEKEVLAA 

SDAALLRFRRLLVAELQRGFFD 

KH 1 WLSI WDRPPRSRFTRIQRAT 

CCVLLICLFLGANAVWYGAVG 

DSAYSTGHVSRLSPLSV 


17048 


47416 


B 


17153 


1 


14934 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


17049 


47417 


A 


17154 


999 


3009 


ADSGCKL/PSSC*HVLCA/WVTY 

M VM A A1LH KLDQLDASRG RAI 

PFCGQRGRFKYEILVKTGWGR 

GSGTTAHVG1MLYGVDSRSGH 

RHLDGDRAFHRNSLDIFRIATP 

HSLGSVWKIRVWHDNKGLSPA 

WFLQHVIVRDLQTARSAFFLVN 

DWLSVETEANGGLVEKEVLAA 

SDAALLRFRRLLVAELQRGFFD 

KHIWLSIWDRPPRSRFTRIQRAT 

CCVLLICLFLGANAVWYGAVG 

DSAYSTGHVSRLSPLSVDTVAV 

GLVSSVVVYPVYLAILFLFRMS 

RSK.VAGSPSPTPAGQQVLDIDS 

CLDSSVLDSSFLTFSGLHAEVRT 

LLGVLGWAGGPAALAQLGLKT 

LCTSQQAFVGQMKSDLFLDDS 

KSLVCWPSGEGTLSWPDLLSDP 

SIVGSNLRQLARGQAGHGLGPE 

EDGFSLASPYSPAKSFSASDEDL 

IQQVLAEGVSSPAPTQDTHMET 

DLLSSLCAEVHTALPLHCSCLQ 

DSVQWHAVQGLPAFCRGDPVT 

QEAQETA RPA AQNLVLIPLHA A 

PH Q A V AE 1 DAL YDV YLD VIDK 

WGTDDMLFLGDFNA DCSY VR 

AQDWAAIRLRSSEVFKWLIPDS 

ADTTVGNSDCAYDRIVACGAR 

\J I ^Aour WuuAvjLU&rrrUKl 

QA AG RAL AI SDHFPVE VTLKFH 


17050 


47418 


A 


17155 


242 


363 


TKRQENGRKKQDRTPTEQQLR 
VK*KSRSTKKRRKQSRSES 


17051 


47419 


B 


17156 


1 


12879 




17052 


47420 


A 


17157 


3 


596 


NLLFPVRSERGPHRPTPLSWLW 
LRPCELNKLAAGGLAAGSSRA 
GALYLLIYIPRRPARAAPLCPAA 
ATGAPGASAGSASPASARPPGL 
A RAAPGPLRGRRPRSPRTPFCV/ 
WLGVSLLLSVYQHYFAEPFESFQ 
VCCRHCGILCLTIRVHFPCLSAN 
PFHFSQLHLGPRPGKACHSVGL 
QIYNSQAHSHPSQQERQLFC 


17053 


47421 


A 


17158 


1 


235 


FFFVLYNLFLFVITSIPLQKVSIL 
TQRQL VAEEN VKCCTVVPEPQ* * 
*LSNYPIFVEMGFCHVGPGWSR 
TPTPKSVSR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


17054 


47422 


A 


17159 


256 


4064 


ADSGCKL/PSSC*HVLCA/WVTY 
MVMAAILHKLDQLDASRGRA1 
PFCGQRGRFKYEI L VKTGWGR 
GSGTTAHVGIMLYGVDSRSGH 
RHLDGDRAFHRNSLDIFRIATP 
HSLGSVWK.IRVWHDNKGLSPA 
WFLQHVIVRDLQTARSAFFLVN 
UWLdv b J nAiNvjOL* Vc,ivbV LA A 

SDAALLRFRRLLVAELQRGFFD 
KH1WLS1WDRPPRSRFTRIQRAT 
CCVLLICLFLGANAVWYGAVG 
DSAYSTGHVSRLSPLSV 


17055 


47423 


A 


17160 


2 


347 


LTSRGP/LCCVLLICLFLGANAV 
WYGAVGDSAYSTG/LCVQAEP 
AERRHSRCWPGVQRGCLSRLP 
GHPLSLPDVPEQGGWEPEPHTC 
RAAGAGRRQLPGLNPCWTAPS 
SRSEASTLR 


17056 


47424 


A 


17161 


9415 


9994 


ADSGCKL/PSSC*HVLCA/WVTY 

MVMAA1LHKLDQLDASRGRAI 

PFCGQRGRFKYEILVKTGWGR 

GSG'ITAHVGIMLYGVDSRSGH 

RHLDGDRAFHRNSLDIFRIATP 

IISLGSVWKIRVWIIDNKGLSPA 

WFLQHVIVRDLQTARSAFFLVN 

DWLSVETEANGGLVEKE VI . AA 

SKASFRVPTPSRSPVALPAPAGG 


17057 


47425 


A 


17162 


1030 


1222 




17058 


47426 


A 


17163 


2 


2762 




17059 


47427 


A 


17164 


25 


115 




17060 


47428 


A 


17165 


1 


383 




17061 


47429 


A 


17166 


120 


596 


IKAPCASFPTSGFPGQRRSFVGR 
SSSTPEECGHSELGRNEDKASR 
GRIRQQ/PFAVLKYLLFCSLRW* 
YPGKQGLEWTSSKLQQTCRKY 
RERHKDTPQEEQLQDT*LSG/V 
TK/G*NEGK.NVKGSQRERSGYS 
QREAHQTNSRSLGRNSTSQKRV 
GASIQRS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


17062 


47430 


A 


17167 


1 


2236 


rpsgpqplpgsvrhprpvlrr.pl 

PRAQGSSSSFRPRPPFAPDTMD 

KFWWHAAWGLCLVPLSLAQID 

LNITCR\FAGVFHVEKNGRYSIS 

RTEAA\NLCKAFNSTLPTMAQM 

EKALSIGFETCRYGFIEGHVVIP 

RIHPNSICAANNTGVY1LTSNTS 

QY DTYCFNASAPPEEDCTS VTD 

LPNAFDGP1TITIVNRDGTRYVQ 

KGEYRTNPEDIYPSNPTDDDVS 

SGSSSERSSTSGG Y 1 F YTFSTVH 

PI PDEDSPWITDSTDR I P ATSTSS 

NTISAGWEPNEENEDERDRHLS 

FSG SG 1DDDEDFISSTISTTPRAF 

DHTKQNQ\DW\TQW\NPSH\SNP 

EVLL\Q\TTTRMTDVDRNGTTA 

YEGNWNPEAHPPLIHHEHHEEE 

ETPHSTSTIQATPSSTTEETATQ 

KEQWFGNRWHEGYRQTPREDS 

HSTTGTAAASAHTSHPMQGRT 

TPSPEDSS WTDFFNP1 SHPMGRG 

HQAGRRMDMDSSHSTTLQPTA 

NPNTGLVEDLDRTGPLSMTTQ 

QSNSQSFSTSHEGLEEDKDHPT 

TSTLTSSNRNDVTGGRRDPNHS 

EGSTTLLEGYTSHYPHTKESRT 

F1PVTSAKTGSFGVTAVTVGDS 

NSNVNRSLSGDQDTFHPSGGSH 

TTHGSESDGHSHGSQEGGANTT 

SGP1RTPQIPEWLI1LASLLALALI 

LAVC1AVNSRRRCGQKKKLVIN 

SGNGAVEDRKPSGLNGEASKS 


17063 


47431 


A 


17168 


1 


1980 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17064 


47432 


A 


17169 


362 


2551 


edfstsattpsssprelpsgqgl 
wlcwlellpsftrngvvhtgp 
c*glc*rwqlspqpslpsnfgm 
kisdmatlittvpaa/fssssdw 
ntpaptqspeevrrlhlctsfm 
dmlkvggqgegaaaglvqnp 
sghalgcldsaasgisdpsvav 
llenvpnqrgeslrcvpvylgq 
wncsketgmdsgqfgeekgah 
dpsptyyhaclstqwwpspesp 
ypqpsgpqvkeprnpgksisml 
clwiryhaadsgssraklplee 
rjlrpfspthdcl a fplplekrpe 
gnvgsrcpsgtklpeegsgsni 
ccsa1fpvlqpplviprqtrsgv 
dlqqtptdlqlrdltdrsslpa 
meqswiendfdelnrsrlqka 
nklenleetdkfldtytlprln 
qeeteslnrpitgse1eaiinnvp 
tkkspgpdgvtakfyqryk.ee 
lrtvnknhm11s1daekafdniq 
qpfmlktlnklgidatylkiira 
iddkptanulngqkleafplkt 
gtrqgcplspllfn1vlevlar 

A1RQEKEI KGIQLG K.EEVKLSLF 
ADDMIVYLENPIVSAQNLLKL1 
NNFSKVSGYKINVQKSQEFLYN 
NNRQTENQ1MSELPFTIASKRJK 
YLGIQLTRDVKDLFKENYNPLL 
NE1KKDTNKWKNIPCSWIGRJNI 
MKMAILPKSGPSAARLLEFAGG 
PLQTLFAWVSPEEAAEQQILPN 


17065 


47433 .... 


A 


17170 
























17067 


47435 


A 


17172 


274 


393 




17068 


47436 


A 


17173 


304 


415 




17069 


47437 


A 


17174 


321 


796 




17070 


47438 


A 


17175 


1 


198 




17071 


47439 


A 


17176 


2 


454 


CRPVPAATNGRCFPATPRDPGP 
RMRRACAWGRSKGAGRCLRR 

A 1 KJMJKIVlArvKtloiL.Ul J orv\ Y IU\ 

KTIRVKFQGGRKVASGILKGFEP 
NLL\NL VLTVTI * YM RDPDDQ Y 

\ICPQDGMEA1P\NPFIQQQDA 


17072 


47440 


A 


17177 


1 


1806 


















17074 


47442 


A 


17179 


217 


441 




17075 


47443 


A 


17180 


117 


296 


DWSDIQKLG*SLSLSKEIFQL*IV 
SPPALIIPAKLLHRSA*LSVPQIG 
RECQGCGWTAMC 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17076 


47444 


A 


===== 

17181 




— 


I RTi PFFPfitJR FRHPA A A A A PQ 

va a i i *crpprp^r,nci rr^i^cD 

VnALL i> 1 rrUrvoOIJ^ijt^OrvoK 


17077 


47445 




80 


— 


— 




17078 


47446 


— 

A- 


17183 




192 




244 




17079 


47447 


A 


17184 





990 




17080 


47448 




17185 


1— 






17081 


47449 


— 






— 










— 




TTrli — 





Wi 






iTifi" — 






Y 






17084 


47452 


A 


17189 


398 


553 




17085 


47453 


A 


17190 


2 


293 




17086 


47454 


B 


17191 


53 


182 




17087 


47455 


A 


17192 


3 


1 114 




17088 


47456 


A 


17193 


1 


1024 


SVVEFIPSCAVVLWSSVLLSPVR 
LLSYLSGVPPGHPMEDSMDMD 
MSPLRPHNYLFGCELKAGQDY 
HFKVDNDENEHQLSLRTVSLG\ 
AGAKDELHMVEAEAMYYEGSP 
IKV/THLATLKMSVQPTWSLGG 
\FE1TPPVV\LRLKCGSGPVHISG 
QHLVAV\EEDAESEDEEEEDVK/ 
LSLSISGKRSAP\GGGSKVPQKE 
RKTCMLMKDDDD\DDEEDGYD 
EDD\DDDDDDF\DDEE AEEK.A P 
SERNLYRDTP\AKNAQK.SNQNG 

l^ r r*Qk' PQQTPPQkT^rvPQPM^kTiPlf 
TDfTDltTDCCX/CrMl' A A CT 

1 rK. 1 rKurwV tlJlIS.A!viVll^A5>l 

A/EKGG SLPKVE A K.FIN Y VKNC 
FPMTDQDAIQDLWQWRKSL 


17089 


47457 


A 


17194 


2 


291 




17090 


47458 


A 


17195 


185 


307 




17091 


47459 


A 


17196 


3 


392 


V RGGQAFRQRPAPPLPVTRSAH 

DPDDDTD A CHDCI PIT! T T P KCIT 

vpr;pr;i?PT?k'np\P\/<2Pr;TAT vr, 

JVKOKLiKr Krvl^r .1 V ^rLi lALVu 

SQKEPSEVPTPKRPRGRPKGSK/ 
NKLEKEEEEGISQESSEEEQ 


— — 


— — 


— 


— — 


76 


— 




17093 




47461 








— 

_8_3 


— 








— 


T~T35 




rnr 




17095 




47463 1 


— 


— — 


— — 




— 




17096 




— 


F201 






— 






17097 




47465 


— 


17202 




]287 




17098 


47466 


— 


_7_03 








17099 


47467 


— 


17204 




— 

1368 




| 7 |°° 


4^1 




T75°J 























17102 


47470 


A 


17207 




2017 




17103 


47471 


A 


17208 




1069 




17104 


47472 


A 


17209 




2463 




17105 


47473 


A 


17210 




324 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SF.Q ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17106 


47474 


A 


17211 


51 


1528 


G RE ASKM AQTQGTRRKVC Y Y 

YDGDVGNYY*G\QGHPMKP\HR 

IRMTHNLLLNYGLYRKMEIYRP 

HKANADEMTKYHSDDYIKFLR 

Sl/RVPDNIVGSTSKQMQRFNVG 

EDFPSIPMACFEFCQLSTGGSVA 

KCL*NFNKQQTDIAVNWAGGL 

HHAKKSEASGFCYVNDIVLAIL 

ELLKYHQRVLYIDIDIHHGDGV 

EEAFYTTDRVMTVSFHKYGEY 

FPGTGDLRDIGAGKGKYYAVN 

YPLRDG I DDESYEAI FKPVMSK 

VMEMFQPSAVVLQCGSDSLSG 

DRLGCFNLTIKGHAKCVEFVKS 

FNLPMLMLGGGGYTIRNVARC 

WTYETAVALDTEIPNELPYNDY 

FEY FG PDFKLHI SPSNMTNQNT 

NEYLEKIKQRLFENLRMLPHAP 

GVQMQAIPEDAIPEESGDEDED 

DPDKRISICSSDKRJACEEEFSDS 

EEEGEGGRKNSSNFKKAKRVK 

TEDEKEK.DPEEK.KEV 1 EHEK/1 K 

rni/ r>r; A \f f^\IV T2T?\7\f \ A 
tbK.rh Arvtj V IVtbV rvLA 


17107 


47475 


A 


17212 _ 




492 




17108 


47476 


A 


17213 




1851 




17109 


47477 


A 


17214 




753 




17110 


47478 


B 


17215 


427 


614 




17111 


47479 


B 


IZ 216 .. 




711 


















17113 


47481 


A 


17218 




1224 




17114 


47482 


A 


17219 


1242 


1743 




17115 


47483 


A 


17220 


423 


1739 




17116 


47484 


A 


17221 


117 


1183 




17117 


47485 


A 


17222 




377 


FRRGAW/VPLLTRWGFRPRGGC 
ISNDSPRRS/IHYRETKPEPPVRV 

p*npi ftDTnc ATUD A \/f DA/TDD 
in \i[ ■ A 11/ \l ' I \ \ Al PPDAPn 

KuKI Kr O Ar vO uAA VAj \jr A KU 
RtvAL-AUKuAy I r ALrvrviNC VL 

v \At><ir.T> r:oTr , Qk r XTFC vcpc 
rvlVIroOrvOK 1 Lo\JNroirro 


17118 


47486 


A 


17223 


331 


1134 




17119 


47487 


A 


17224 


178 


1200 




]7120 


47488 


A 


17225 





367 




17121 


47489 


A 


17226 


— 


3360 




17122 


47490 


A 


17227 


8 


930 .... 




17123 


47491 


A . 


17228 


1 


765 




17124 





B — 


tH! — 


^ 


irl? 


















17126 


47494 


A 


17231 


1 


999 




17127 


47495 


A 


17232 


1 


325 




17128 


47496 


B 


17233 


1 


535 




17129 


47497 


A 


17234 


271 


634 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


17130 


47498 


B 


17235 


301 


523 




17131 


47499 


A 


17236 


1 


1185 




17132 


47500 


A 


17237 


178 


497 


LPVPAYELNGSQQLPLLLGAAA 

luiLATPwKr Y VRLJnKlNlvAlVlllN 

LHIQKDNPKIRHAFDME\DLGD 
KAVWCRCWRSKKFPFCDGAHT 
KHTslKE\TGDWVGPLIIKKKET 


17133 


47501 


B 


17238 


184 


395 
















PAWHEGQPQPESECPPQRQCIC 
SHGRGTPARCGVSY* ART/PAG 
ESP*TQQDLRAS*LGTRANHSQ 
RASARHKDSASAVTGAGHQRD 
AE 


17135 


47503 


A 


17240 


447 


667 


HRPRRRFQ1KPQSQVPEHAPLPL 
PTASDPP/AHSPRCPSESRLSPGG 
QRLGFPSSVLNCSKCSWQLAAC 
MGFSF 


17136 


47504 


A 


17241 


265 


890 




17137 


47505 


A 


17242 


1 


1374 




171j>8 


47506 


A 


_1724£ 





6_89 




17139 


4750 7 


A 


17244 


1 


8277 




17140 


47508 


A 


1ZH1£ 


_178 


liZZ — 






47509 












17142 


47510 


A 


17247 


1 


465 




17143 


47511 


A 


17248 


3 


3910 




17144 


47512 


A 


17249 


2 


1871 




17145 


47513 


A 


17250 


1 


666 




17146 


47514 


A 


17251 


1 


635 


FPGRRFRRAVWCTHCCAPTPSG 
PVLPHSAAMSFLKSFPPPGPAE 
GLLRQQPDTEAVLNGK.GLGTG 
TLYIAESRLSWLDGSGLGFSLE 
YPTISLHALSRDRSDCLGEHLY 
v rvj v in a Js.r t. fcb b is. tr v j\d tt t, 1 
DSDDDVEPITEFRFVPSDKSAF* 
FPCSVEAMFTAMCECQALHPD 
PEDEDSDDYDGEEYDVEAHEQ 
GQGD1PTFYTYEEGLS 


17147 


47515 


A 


17252 


1 


2796 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17148 


47516 


A 


17253 


1 


2393 


MEIRGALDLRKRQVL1FLVLLG 

LSRAGTESAHYSVAEETEIGSFV 

ANLARDLGLGVEELSSREARV 

VSDDNKKYLHLDLLTGNLLLN 

EKLDRDELCGSTEPCVLHFQVV 

LENPLQFFRFELCVKDINDHSPT 

FLDKEILIKISEGTTVGATFLME 

SAQDLDVGSNSLQNYTISPNSH 

FYIKIPDSSDRKIYPELVLDRAL 

DYEQEAELRLTLTAVDGGSPPK 

SGTTLVLIKVLDINDNAPEFPQS 

L Y E VQ VPEDRPLG S Wl ATI S A K 

DLDAGNYGKISYTFFHASEDIR 

KTFE1NPISGEVNLRSPLDFEVIQ 

SYT1N IQATDGGGLSGKCTLLV 

KVMD1NDNPPEVTISSITKR1PE 

NASETLVALFSILDQDSGDNGR 

MICSIQDNLPFFLKPTFKNFFTL 

VSEKALDRESQAEYNIT1TVTDL 

GTPRLKTEYNITVLLSDVNDNA 

PTFTQTSYTLFVRENNSPALHIG 

SVSATDRDSGTNAQVNYSLLPP 

QDRHLPLASLVS1NADNGHLFA 

LRSLDYEALQEFEFRVGATDRG 

SPALSSEALVRVLVLDANDNL\ 

PFVLYPLQNGSAPCTELVPRAA 

EPGYLVTKVVAVDGDSGQNA 

WLSYQLLKATEPGLFGVWAHN 

GEVRTARLLSERDAAKHRLVV 

LVKDNGEPPRSATATLHVLLVD 

GFSQPYLPLPEAAPAQAQADLL 

TVYLVVALASVSSLFLLSVLLF 


17149 


47517 


A 


17254 


89 


1283 




17150 


47518 




17255 




276 




17151 


47519 


A 


17256 




2 


259 


; 

WQGG1LGSDPTPPL TSPNLLQT 

ALr Kx-ti KL) V /Kjvrj.Kvjt^r LUUrio 

ALCLPRRGVPVPCDGLLCWWG 

rrUAAtl'LKljrsrAKAurVLru 


17152 


47520 


A 


17257 


, 

624 


4055 




17153 ■ 


47521 


— 


17258 





_1784 




















47523 


— 


17260 





576 




17156 


47524 


A 


17261 


1 


1017 




17157 


47525 


A 


17262 


1 


1107 




17158 


47526 


A 


17263 


256 


634 




17159 


47527 


B 


17264 


76 


1340 
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SEQ ID 
NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17160 


47528 


A 


17265 


1659 


2107 


NLLCCTCSPFSSPVSAPQTCTSN 
C1ALLVHQQQWLVSSHLQKHF 
LHLHIFLA\LIVFNFSLHSF*IFDF 
DPWKLPP*PISPTLSSLPSNRHIA 
LILPCSCMTEDFDFKMPPAVAR 
YMTSPQAVHIIAVCPFKASRKV 
SHSSLKIWLFKSV 


17161 


47529 


A 


17266 


248 


540 


KFFSLRMLNFNPHCLLACRVSA 
ERSAVSLMGFPLCISRPFSLAAL 
NIFSFISTLVNLMIISLGVALLEE 
YLCG1LC1S*IGMLACLARLGKF 


17162 


47530 


A 


17267 


4880 


5121 




17163 


47531 


A 


17268 


468 


602 


CLQLCSFGLGLTW*CGLFFYST 
*TLK*FFPIL*RMMVVF* WGLH 


17164 


47532 


A 


17269 


359 


462 




17165 


47533 


A 


17270 


457 


600 


LWWFNALFLCWLTSFLTTTLLE 
LHECLPVWRD*TRRHLTGWSK 
GSCTN 


17166 


47534 


A 


17271 


2405 


2830 


TPVFRFIALSYTFADSDGEYF*IL 

LSENPQRFFKCCFNMRSNK1PW 

D TFANSIK.GAEFSGKHF1 1 EFISS 

SESESESESTRFRDFRGLETSSSL 

SLDSFSLLGDDFLSFLLSFTIDA 

VSSKRLSKE1RKARLCWRFPRJ 


17167 


47535 


A 


17272 


1 


iir 


















17169 


47537 


B 


17274 


1 


2604 




17170 


47538 


A 


17275 


1 


3039 




17171 


47539 


D 


17276 


1 


1383 




17172 


47540 


A 


17277 


1 


993 





2177 
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SEQ ID 

NO: 


SEQ IB NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


17173 


47541 


A 


17278 


3 


2494 


RSTRQKVNKDTQELNSALHQA 

DLIDIYRTLHPKSTEYTFFSAPH 

HTYSKIDH1VGSKTLLSKCKRTE 

IITNYLSDHSAIKLELRIKNLTQS 

RSTTWKLNNLLLNDYWVHNE 

MKAEIKMFFETNENKDTTYQN 

LWDAFKAVCRGKFIALNAYKR 

KQERSKIDTLTSQLKELEKQEQ 

THSKASRRQEITKIRAELKEIET 

QKTLQKINESRSWFFERINKIDR 

PLARLIKNKREKNQIDTIKNDK 

GDITTNPTE1QTTIREYYKHLYA 

NKLENLEEMDTFLDTYTLPRLN 

QEEVESLNRP1TGSE1VAIINSLP 

TKKSPGPDGFTAEFYQRYKEEL 

VPFLLKLFQSIEKEGILPNSFYE 

ASIILIPKPGRDTTKKENFRPISL 

MNIDAK1LNKILANRIQQHIKKL 

IHHDQVGF1PGMQGWFN1HKSI 

NVIQHINRAKDKNHMI1SIDEEK 

AFDKIQQPFMLKTLNKL\G/DKI 

PRNPTYKGCEGPLQGELQTTAQ 

GN KRGH KQM EEH SMLMG RKN 

QYHENGHTAQG/IL*IQCHPHQ 

ATNDFLHR1GKNYFKVHMEPK 

KSPHRQVNPKPKEQSWRHHTT 

*LQTILQGYSNQNSMVLVPKQR 

YRSMEQNRALRNNAAYLQLSD 

L*QP*EKQAMGKGFPI**MVLG 

KLASHM*KAETGSLPYTLYKN 

QFKMD*RFKR*T*NHKNPRRKP 

RHYHSGHRHGQGLHVQNTKSN 


17174 


47542 




£7279 




502 




17175 — 


4754j 


— 


17280 


— 


3-189 




J. 7176 


IZ 5 ^ 




i^jjl 













— 










17178 


47546 


B 


17283 




1779 




17179 


47547 


B 


17284 




3127 




17180 


47548 


A 


17285 




3325 




17181 


47549 


A 


17286 




3145 




17182 


47550 


A 


17287 




1095 


MIMGDFNTPLSTLDRSTRQKVN 
KDIQELNSALHQADLID1YRTLH 
PKSTEYTFFSASHLTYSKIDH1V 
GSKALLSNCKRTEIITNYLSDHS 
AIKLELKIKKLTPNRSTTWKLN 
NLLLNDYWVHNEMKAEIKMFF 
ETNENKDTTYQNLWDTFKAEC 
RGKFIALNAHKRKQERSKIDTL 
TSQLKELEKQEQTHSKASRRQE 
ITKIRAELKEMETQK\TLQK\INE 
SRG/WKKFLEKLCFI ELS * A RRI 
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NO: 


of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17183 


47551 


A 


17288 


1 


3229 




17184 


47552 


A 


17289 


1 


1205 




17185 


47553 


A 


17290 


1 


986 




17186 


47554 


A 


17291 


1 


3170 


MGDFNTPLSTLDRSMRQKVKK 
DTQELNSALHQADLIDIYRTLH 
PKSTEYTFFSAPHHTYSK1DHIL 
GSKALLSKCKRTEIITNYLSDGS 
AIKLELRIKNLTQNRSTTWKLN 
NLLLNDYWVPNEMKAEIKMFF 
ET\NENKDTTYQNLWDTFKAV 
CRGKFIALNAHKRKQERPKIDT 
LTSQLKELEKQEQTHSKASRRQ 
E 1 TK.1RAELKE 1 ETQKTLQKIN* S 
QSWFFERVKKIDRPLARLIKKK 
REKNQIDTIKND 


17187 


47555 


B 


17292 




2148 




17188 


47556 


A 


17293 




1416 




17189 


47557 


A 


17294 


1 


3099 


MGEL1TPLSTLDRSTRQKVNKD 
TQELNSALHQGDLID1YRTLHP 
KSTEYTFFSAPHHTYSKIDH1LG 
SKALLSKCKRTE11TNYLSDHSA 
IKLELRJKNLTQNRSTTWKLNN 
LLLNDYWIHNEMKAEIKMFFET 
NENKDTTYQNLWDAFKAVCR 
GKFIALNAHKRKQERSKIDTLT 
SQLKELEKQEQTHSKASRRQEI 
TKIRAELKEIETQKTLQKINESR 
SWFFER1NKIDRPLARL1KKKRE 
KNQIDTIK.NDK 


17190 


47558 


A 


17295 


1 


3345 




17191 


47559 


B 


17296 




3122 




17192 


47560 


A 


17297 


1 


2118 




17193 


47561 


A 


17298 


965 


4091 




17194 


47562 


B 


17299 


15 


2762 




17195 


47563 


A 


17300 


1 


3049 


MTVKVRjTVTSGKKPPWLIPRQ 

TGYGVDLWQTPTDLQLRVLTV 

RRKTNKQKGHPHQNPICTSPSS 

KTKDRSTRQKVNKDIQELNSAL 

HQEDLIDIYRTLHPKSTEYTFFS 

APHHTYSKIDHIVGSKALLSKW 

KRTEITANCLSDHSAIKLELRIK 

KLTQNWSATWKLNNLLLNDC 

WVHKEMKAEIKMFFETK\ENK\ 

DTTYQNLWDAFKAWCRGKFIA 

LNAHKRKQERSKIDTLTSQLKE 

LEKQEQTHSKASRR 



2179 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codnn for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, impossible nucleotide 
deletion, \=possible nucleotide insertion) 


17196 


47564 


A 


17301 




4101 


PLSTLDRSTRQKVNKDIQELNS 

ALHQVDLIDIYRTLHPKSTEYTF 

FSVPHHNYSKIDHIVGSKALLS 

KCKRTEI1TNCLSDYNAIKLELR 

TEKLTQNRSTTWKLNNPLLND 

YWVHKEMKAEIKMFFETNENK 

DTTYQNLWDAFKAVCRGKFIA 

LNAHKRKQERSKIDTLTSQLKE 

LEKQEQTHSKATRRQEITKTRA 

ELKK1ETQKTLQKINESRSWFFE 

KTNKIDRLLATLIKKKREKNQI 

GARKNDEGAITTN 


17197 


47565 


A 


17302 




3234 


MAN KNNQCRE VLKGPDELKT 

MAREPHDKCTSFSSQFDQLEER 

VSAMEDQMNEMKREEK.FREK. 

RIKRNEQRLQE1WDYVKRPNLC 

LIG VPESDG ENGTKLENTLQDII 

QENFPNLARQANIQIQEIQRMP 

QR YSLRRTTPR H 1 1 VRFTKVEM 

KEKMLRAAREKGRVTHKGKPI 

RLTADLSAETLQARRESTRQKV 

NKDIQELNSAQHQADLTDNYR 

TLH PK STE YTLFS A PH HT YSK.ID 

HIVGSKALLSKCKRTEI 


17198 


47566 


A 


17303 


1 


3390 


MLTLNHNRLTDAILNISTCLSR 
HLDLNTGGKKRISYKRNYLME 
EHLEGLCSNEFTWENST1MTDS 
QMLMHREEPGSLPNIPILS1VFT 
NNRSKRQKVNKD1QELNSALH 
QADL1DIYRTLHPKSTEYTFFSA 
PHHTYSKTDRIVGSKALLSKCK 

DTCMTV1PT C ni-IC A II/l CT OTWT 

Kl til 1 INULbUH^AIlvLcLKllvN.L< 

THXIPCTTAWI XTMT T I MnVUA/ 

1 V^JNL-b 1 1 WIVLiNiNLLLINlJ I W V 

A PIk r A/!PPPTKTPMk r r\T'T 
rtJNniVllVAcliS.JVIrrC. 1 INblNKU I I 

YQNLWDTFKAVCRGKFIALNA 
HKRKQERSK1 DTLTS 


17199 


47567 


B 


17304 


1 


2427 




17200 


47568 


A 


17305 


1 


4257 




17201 


47569 


A 


17306 


1 


3726 


MVVKTNARELRDECTSLSSPFN 
QLEERVSVMENQMNKMKQEE 
rCFREKRIKRNEQSLQEIWDYVK 
RPN LCLIG VTESDGENGTKLEN 
TLQD1TQENFPNLARKANIQIQE 
TQRTPQRYSSRRATLRH11VRFT 
KVEMKEKMLRAAREKDFTPTK. 
IKRDKEGHYIMVKGS1QQEELT1 
LNIYAPNTGAPRF1KQVLSDLQ 
RDLDSHTLIMGDFNTSLLTLDR 
SMRQKVNKDTQELNSSLHQAD 
LIDIYRTLHPKSIE 


17202 


47570 


A 


17307 


1 


1059 





2180 



WO 01/075067 



PCT/US01/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17203 


47571 


A 


17308 


130 


1092 




17204 


47572 


A 


17309 




924 




17205 


47573 


A 


17310 


1 


1206 




17206 


47574 


B 


17311 


1 


1257 




17207 


47575 


A 


17312 


1 


685 


MEIILRICKLTISKELLDSGSSRL 
TMTHYKHRYFSHSAEEQIISEEL 
NESEMICQHHHTAENDFDELRE 
EGFRRS VITN FSKLKED VQTHF 
KEAKNLEKRJLDEWLTRINSVEK 
TLNDLM*LKTVA* ELRDTYTSF 
NSRFDQVEERVSVIEDQIVTNEM 
EREEKFREKRV * RNEQS/LQ EI W 
NYVKRPNLHLIGVSE1DRENGT 
KLENTLQDIFQENFTYLARQAN 
IQ1QE1 


17208 


47576 


B 


17313 


70 


1227 




17209 


47577 


B 


17314 


640 


751 




17210 


47578 


A 


17315 




2328 


MGVSGAQPGRSCWHRSSTGSQ 

GLGPVPEPADCGGEAAGRARE 

EGTVSLTMGTADSDEMAPEAP 

QHTHIDVHIHQESALAKLLLTC 

CSALRPRATQARGSSRLLVASW 

VMQ1VLG1LSAVLGGFFY1RDY 

TLLVTSGAAIWTGAVAVLAGA 

A AFI YEKRGGTY WALLRTLLTL 

AAFSTAIAALKLWNEDFRYGYS 

YYNSACRISSSSDWNTPAPTQSP 

EEVRRLHLCTSFMDMLKVGGQ 

GEGAAAGLVQNPSGHALGCLD 

SAASG1SDPSVAVLLENVPNQR 

GESLRCVPVYLGQWNCSKETG 

MDSGQFGEEKGAHDPSPTYYH 

ACLSTQWWPSPESPYPQPSGPQ 

VKEPRNPGKSiSMLCLWIRYHA 

ADSGSSRAKLPLEERLRPFSPTH 

DCLAFPLPLEKRPEGNVGSRCP 

SGTKLPEEGSGSNICCSA1FPVL 

QPPLVIPRQTRSGVDLQQTPTD 

LQLRDLTVRRKTNKQKGHPHQ 

NPMCTSPSSKTKELKEDVRTHH 

KEAKN LEKRLDKMWNRJNS VE 

KTLNDPMELKT\QARELHDKCT 

SFSSRFDQLEERVSVTEDQMNE 

MKREEKFREKRVKARNEQSLQE 

IRDYVKRPNLCLTGVPESDGEN 

ETKLENTLQDNIQENFPNLARQ 

ANIQIQEIQRTPQRYSSRRATPR 

HIIVRFTKVEMKEKMLRAAGE 

KGQVTHKGKPITLTADLLAETL 


17211 


47579 


A 


17316 


508 


666 




17212 


47580 


A 


17317 


622 


780 





2181 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17213 


47581 


B 


17318 


1 


777 




17214 


47582 


A 


17319 


1 


508 


MSGFEKQYK.KIRLDKTLDSENE 
GLELPVPAKRSNLGVRLYACC 
GLLLCPAYPQHFAHGYVDKIPG 
YPGRAGTLTGLHPMQVCRCRR 
QAPCLKSNNALIVILGTVTLDA 
VGIGLVMPVLPGLLRDIVHSDSI 

A CUVr^VI I A 1 V A 1 MnpW f" 1 A DV 
Aori iuv LjIj A L* Y AL/lVIt^r \L^/\rrv 

VVT DCCXTTTXTTCAytrMXI 
Y IvLFtifclN I I IN 1 SlvU^lIN 


17215 


47583 


B 


17320 


310 


_1047 




17216 


47584 


A 


11321 ...... 


- 1 


1101 




17217 


47585 


A 


17322 


577 


735 




17218 


47586 


A 


17323 


337 


642 




17219 


47587 


A 


J.Zf. 24 


2 


653 




17220 


47588 


A 


1 7325 - . 


2 


2^1 




17221 


47589 


A 


17326 


532 


729 


















17223 


47591 


A 


17328 


1 


684 




17224 


47592 


A 


17329 


2 


641 




17225 


47593 


A 


17330 


1 


808 




17226 


47594 


A 


17331 


562 


675 




17227 


47595 


A 


17332 


2 


1 687 


DTGNNEWKQQEGLSHNNWLG 

LGCLFGPETP1 FYPATLGHTSSI Y 

YERKKEDKNGMKEEHDTSVA 

MFFTLFNFQ1SVENIRKGPMVV 

GES1AQSYLNVVQEIFRSRNHQ 

LLQDLTRDLC DN LKTCHTSHGS 

VMAETAVINHKKRKNSPRIVQS 

NDLTEAAYSLSRDQKRMLYLF 

VDQ1RKSDGTLQEHDGICEI H V 

AKYAEIFGLTSAEASKDIRQAL 

KSFAGKEVVFYRPEEDAGDEK 

GYESFPWF1KQRSNLGVRLYAC 

CGLLLCPAYPQHFAHGYVDKIP 

GYPGRAGTLTGLHPMQVCRCR 

RQAPCMKSNNALIVILGTVTLD 

AVGIGLVMPVLPGLLRDIVH\SD 

S1ASHYGVLLALYALMQFLCAP 

VLGALSDRFGRRPVLLASLLGA 

TID YAIM ATTP VRG HS VLKG KQ 

HKSVENLQPDNVIEKKIPFSGEK 

FKPA A EIC KSNRELN VNHQDNG 

c"m\/ct? Arnpoi i opt dchau/pp 

rllN V oKAL^KrLL^rLroyn W K.r 

RRKNWFCGPGPWSPFSVQSRD 
LVPCVPAAPALTKRGQGTAQA 
VASEGGSPKPWQLPHGVEPAG 
AQKSRAEVWEPPPRFQKM 


17228 


47596 


B 


17333 


12 


60 




17229 


47597 


B 


17334 


253 


2103 





2182 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17230 


47598 


A 


17335 


469 


2512 


PTSAYERGQRFASRLQMNLLEY 
FLRWLMAKIFPQAPCMKSNNA 
LIVILGTVTLDVAVGIGLVMPVL 
PGLLRDIVHSDSIASHYGVLLAL 
YALMQFLCAPVLGALSDRFGR 
RPVLLASLLGATIDYAIMATTP 
VLW1YPLVNVSKSDDTLKINGV 
EDHKT1FDGDGKTYQNVQQFID 
EGN YTSG DNHTLRDPH YVEDK 
GHK.YLVFEANTGTENGYQGEE 
SLFNKAYYGGGTNFFRKESQKL 
QQSAKKRDAELANGALGIIELN 
NDYTLKKVMKPLITSNTVTDEI 
ERANVFKMNGKWYLFTDSRGS 
K.MT1DGIKLNDIYMLGFVSNSL 
TGPYKPLNKTGLVLQMVLDPN 
DVTFTNFYLPGPQAKANMWLL 
QAHDKKSFSRIKGTFGPAL 


17231 


47599 


A 


17336 


2393 


2945 




17232 


47600 


A 


17337 


980 


1732 





2183 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in LISSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17233 


47601 


A 


17338 


1 


2400 


GRPFPRPPRLCQRRLRGGGRMK 

MTGDFEECLKDSPRFRAALEEV 

EGDVAELELKLDKLVKLGIAMI 

DTGKAFCVANKQFMNGIRDLA 

QYSSNDAVVETSLTKFSDSLQE 

MINFHT1L/L*PNSEINLRHSFSN 

FVKEDLRKFKDAKKQFEKVSE 

EKENALVKNAQVQRNKQHEVE 

EATNILTATRKCFRHIALDYVL 

QINVLQSKRRSE1LKSMLSFMY 

AHLAFFHQGYDLFSELGPYMK 

DLGAQLDRLVGDAAKEKREME 

QKHST1QQKDFSRDDSKLKYNV 

DAANGIVMEGYLFKRASNAFK 

TWNRRWFSIQNNQVVYQKKFK 

DNPTVVVEDLRLCTVKHCEDIE 

RRFCFEVVSPTKSCMLQADSEK 

LRQAWIKAVQTSIATAYREKG 

DESEKLDKKSSPSTGSLDSGNE 

SKEKLLKGESALQRVQCIPGNA 

SCCDCGLADPRWASENLGITLCI 

ECSGIHRSLGVHFSKVRSLTLDT 

WEPELLKLMCELGNDV1NRVY 

EANVEKMG1KKPQPGQRQEKE 

AYIRAKYVERKFVDKYSISLSPP 

EQQKKFVSKSSEEKRLS1SKFGP 

GDQVRASAQSSVRSNDSG1QQS 

ERQDSSMFLDSKHLNPGLQLYR 
ASYEKNLPKMAEALAHGADVN 

WAMQPPMk' ATPI THAVl rinCI V 

TCEFLLQNGANVNQRDVQGRG 


17234 


47602 


A 


17339 


1 


782 




17235 


47603 


A 


17340 


1 


475 




17236 


47604 


A 


17341 


1 


852 




17237 


47605 


A 


17342 


432 


696 
















ETE1EALKEELLFLKKNQEEEV 

KGLQAQIAISGLTVEVDVPKSQ 

DLAKIMADIWAQ*DELEDGEDF 

SLRDALDSSNSMQTIRKTTTRPI 

VSGWQSGV 


17239 


47607 


A 


17344 


2 


292 


SQKKGLVGALTLNPPHFCPCHL 
*EVKGLQAQIASS\GLTVEVDAP 
KSQDLAKIMADI RAQYDELAR 
KNREELDKYWSQQVREGK.GM 
GCQGVGGRQTE 


17240 


47608 


A 


17345 


1 


908 





2184 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


[N ucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in LSSN 


location or first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


17241 


47609 


A 


17346 


1 


1452 


TGPEFHDRLRVRRRPQSLSPVL 














LLSSPDSMSFTTRSTFSTNYRSL 














GSVQAPSYGAGPRRAARPASY 














AGAGGSGSRISVSRSTSFRGGM 














GSGSIAATG\IAGG\LAGMG\GIQ 














NEKETMQSLNDRLASYLDRVR 














SLET\ENRRL\ESKIRE\HLEKKG 














PQ\VRDWSHYFK1\1EDLRA\QIF\ 














ANTV\DNARIVL\QI\DNAPSCVR 




























DIHGAPQGPFDDTNYHTDLQL/ 














EKTE1RGSSRRELLFQ*RRNHEE 














/EKLKGLQAQf AQFLGLTRGRL 














DCPQ1FRDLRQDSWAD1RGPIID 














ELASEEPRGSLDKY\WSQQ1\EE 














STTVVTTQF\AEVEAAETT\LTE 














LRRTVQSLE1\DLDSMRNLKAS\ 














LENSLREG * RP A Y ALQ\MEQLN 














GIVLLHLESELAQTRAEGQRQA 














QEYEALLNIK.VKLEAEIATYRR 














LLEDGEDFNLGDALDSSNSMQ 














TIQK.TTTRR1VDGKVVSETNDT 


17242 


47610 


A 


17347 




843 




17243 


47611 


. A . 


!Z J . 48 ... 


114 






17244 


47612 


A 


17349 


2 


281 




17245 


47613 


A 


17350 


1 


588 




17246 


47614 


A 


17j51 


184 


j54 




17247 


47615 


C 


17352 


391 


657 




17248 


47616 


A 


17353 


1 


2010 




17249 


47617 


A 


17354 


2 


443 


VPDLPPSHRGFRAAQGGLPPKN 














KVAALPSWGSANQNSSARWEL 














VbrrlHKOUa urut 1 UULUub!) 














IMP AVCI PI \/r~\ A p\/\/pvcct on 




























dti T \ l / A d f p 'nnrri/ a adtc™ 
r lLLWArKivUK.uUIVA.Ar IMW 














MCPV A rPDC A D CCD APP 


17250 


47618 


A . 


17j55 


1 






17251 


47619 


A 


17356 


260 


380 




17252 


47620 




27357 


F53 






17253 


47621 


— 

A 


17358 


270 


— 

484 




AKYRGTGSSRK.ALG AH WVPKQ 




























I Kcls.cr 1 L /Ki I Or JJA WA 














YAWADAW 


17254 


47622 




17359 


2 


941 




17255 


47623 


— — 

A 


17360 


1 


6 ! 5 .. 






4^21 


A — 


tt£& — 



















iir 




17258 


47626 


B 


17363 


76 


235 




17259 


47627 


A 


17364 


38 


190 




17260 


47628 


A 


17365 


134 


523 




17261 


47629 


B 


17366 


1 


1776 





2185 
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SEQID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


or peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


17262 


47630 


A 


17367 


394 


554 




17263 


47631 


A 


17368 


22 


831 




17264 


47632 


C 


17369 




1121 




17265 


47633 


A 


17370 


199 


647 


PSVPTEGSRNRTTAVAVEERQS 














DG SG SLSPGKLQTTTTG I I\P A LL 














HITGAPVSSDFRLDWLIERPKG 














GRRAELSIRSLALPLPQHCGSD 














NDW1PLQLRLLSRASFHSDDDL 














GFGAYRRLALHILCIHSSKEALE 














LNTFQPVTFLNAFSK 


17266 


47634 


A 


17371 


1 


2697 




17267 


47635 




17372 


25 


1698 




17268 


47636 


A 


17373 


2 


218 


ASLRSSPFSRSLRCQGKNTPERS 














GLPKALFCTK.PSRYADLGPAGH 














RRPLPSVQPG*AIPGRVSRGEKN 














LTNR 


17269 


47637 


A 


17374 


2 


254j 




17270 


47638 


A 


17375 


198 


403 


PQALREHSPSV * TG RQDRQLLF 














KDCTCQRQRRDVDSVQGKRRL 














HISSPQGLNSFPAVSLKLEHNV 














KAE 


17271 


47639 


A 


17376 


58 


543 


VLYRSSRMCRKIRVLISRPFSIV 














K1CERVLSQTSQGRHDYAAAA 














VSKTGQKR1HSSGTRGSGAPHS 














ru W W br briJK. V U V oIL-r Lf aLfv 














YRLFSSCLVQPCLGPVLGNMSC 














SPEGPREPSPPSHGLGFPKMCT* 














TQVPASTTQSDNGQNHPNPGCP 














MPISPDS 


17272 


47640 


A 


17377 


14 


701 




17273 


47641 


A 


17378 


91 


j 09 
















Dr^WTX/CT TT7D ADAPA AVDDDD*I 

rLV 1 VtLlrrArAuAAVrKKr'L 














PRTAPS*LHCLPVCRMPGEAPT 














ARHAAWV 


17274 


47642 


A 


l73 7.?.. 


2 


2625 




17275 






ttMt — 




3irl 






4^41 






5257 






17277 


47645 


A 


17382 


1 


1091 




17278 


47646 


A 


17383 


233 


1148 




17279 


47647 


A 


17384 




1716 




17280 


47648 


C 


17385 


162 


356 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


N ucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


17281 


47649 


A 


17386 


836 


2106 


AKKFRKRWPLEEQEQNVPDGG 

AAPVTALRKRVTSQRCSLEFLE 

DAVGCAPAQRYTPPSAPSSTTP 

LGLPLT/TCGARGSWEEKSDLC 

PLPCRTKHTSGSPRHKGLKKTH 

F1KNMRQYDTRNSR1VLICAKR 

SLCAAFSVLPYGEGLRISDLRV 

DSQKQRHPSGGVSVSSEMVFEL 

EGVELGADGKVVSYAKFLYPT 

NALVTHKSDSHGLLPTPRPSVP 

RTLPGSRHKPAPTKSAPASTEL 

GSDVG DTLEYNPNLLDDPQWP 

CGKHKRVLIFASYMTTVIEYVK 

PSDLKKDMNETFREKFPHVKLT 

LSKIRSLKREMRSLSEECSLEPV 

TVAMAYVYFEKLVLQGKLIKQ 

NRKLCAGACVLLAAKISSDLRK 

SGVTQLIDKLEERFRFNRRDL1G 

FEFTVLVALELALYLPENQVLP 


17282 


47650 


A 


17387 


1 


2531 




17283 


47651 


A 


17388 


1 


1506 




17284 


47652 


A 


17389 


34 


576 




17285 


47653 


A 


17390 


112 


1840 


EELRVREHVTGG1CGGSQMMY 

DLLG ATTLE L V A V APWVM S A A 

AGGKNLKSPHKVEVD11DDNFI 

LRWNRSDESVGNVTFSFDYQK 

TGMDNWIKLSGCQN1TSTKCNF 

SSLKLNVYEEIKLR1RAEKENTS 

SWYEV\DSFTPFRKAQIGPPEVH 

LEAEDKAIVIH1SPGTKDSVMW 

ALDGLSFTYSLLIWKNSSGVEE 

RIENIYSRHKIYKLSPETTYCLK 

VKAALLTSWKIGVYSPVHCIKT 

TV ENELPPPENIEV S VQNQN Y V 

LKWDYTYANMTFQVQWLHAF 

LKRNPGNHLYKWKQIPDCENV 

KTTQCVFPQNVFQKGIYLLRVQ 

ASDGNNTSFWSEEIKFDTEIQAF 

LL PP V FN I RSLSDSFHI YIG APKQ 

SGNTPVIQDYPL1YEIIFWENTS 

NAERKIIEKKTDVTVPNLKPLT 

VYCVKARAHTMDEKLNKSSVF 

SDAVCEKTKPGNTSKIWLIVGI 

CIALFALPFVIYAAKVFLRCINY 

VFFPSLKPSSSIDEYFSEQPLKNL 

LLSTSEEQ1EKCFIIENISTIATVE 

ETNQTDEDHKKYSSQTSQDSG 

NYSNEDESESKTSEELQQDFV 


17286 


47654 


A 


17391 


3 


373 





2187 
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PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17287 


47655 


A 


17392 


1 


432 


LPRFVGQQPRPLGPLRGSGSEG 
CRAPGEAVRAPDYAFPIPGTRA 
S/PLNRFPLGGTAWPQAHPTNP 

VPAPAPflAfM nnPDPVCDUr.l c 

pwrii pi oct \/t i ppt oppa/ti pr* 
AAAPNTPWWPWTLRAGRREN 
AHAQRKLHLWAGKVE 


17288 


47656 


A 


17393 


98 


376 




17289 


47657 


A 


17394 


1 


364 




17290 


47658 


A 


17395 


1 


1230 




17291 


47659 


A 


17396 


892 


2004 


RRMSFMSSEVLVGELMSPFDQS 

GLGAYEESLGLLDDYLYEVAKHF 

KPHGFSSDKAKAGLLPNGLAV\ 

DGLVSPSNNSKE\DAF\SGTDW 

DVGRKWVLKEFDFGCPCLGIE* 

PWETIARLTFLTTFGIDICDSLLP 

P*FQGRLIKAAPPRRLNPIG\HLP 

QK FLTK.PRPG LAPFTF\LQPL\PL 

SPGVL\SSTPDSFPFSFRSWGS*K 

WD1H*KGD*/RKPDYTAYVA\MI 

PQCIKE\EDTPSD\ND\SG1\CMSP 

ES\YLGSPQHSPST\RGSPNRSLP 

SPGVLCGSARPKPYDPPGEKMV 

AAKVKGEKLDKKLKKMEQNK 

TAATRYRQKKRAEQEALTGEC 

KELEKKNEALKERADSLAKEIQ 

YLKDLIEEVRKARGKKRVP 


17292 


47660 


A 


17397 


43 


1300 


DSCC1QGTMRLSRTQQRPGVEG 
SLKQHQRLHSNFSSINESVFIVS 
FSLNTIGSGGRGAEGEP/GREPL 
SRPQPPAGPLGGALPAPP\SLMP 
QL*SE*GRLLQLLYLLLQ/PAVC 
SCSRCSAPRSRCVARPAARTGL 
PTPAPASSP/CSRSLSSSRSLSSSC 
RVSCCHSLSSCCRSLSCSRSSST 
SSRSSSTSSSSLSLSSSLSCSSCRL 
SCSNSFSTSSSSLSLSSSLSCSSC 
CLSCSNSFSTSSSSLSLSSSLSCS 
SCRLSCSNSFSTSSSSLSCPGSFS 
CSHSLSSCSRSLSSCSHSLSSCSR 

CT CCr"CI4CI CCfCPCT CCPQT-ICT c 

SCSRSLSSCSHSLSSCSRSLSSCS 
CSLSSCSRSLSSCSHSLSSCSHSL 
SSCSRSLSSCSCSLSSCSRCLSSC 
SCSLSSCSRSLSSCLLFRRLNI 


17293 


47661 


A 


17398 


288 


574 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


17294 


47662 


A 


17399 


230 


648 


VIAPGLWMMAADIPRVTTPLSS 
LVQVPQEEDRQEEEVTTMILED 
DSWVQE A VLQEDG PESEPFPQS 
AGKGGPQEEVTRGPQGALGRL 
RELCRRWLRPEVHTKEQMLTM 
LPKEIQAWLQEHRPESSEEAAA 
LVEDLTQTL*DSWVQEAVLQE 
DGPESEPFPQSAGKGGPQEEVT 
RGPQGALGRLRELCRRWLRPE 
VHTKEQMLTMLPKE1QAWLQE 
HRPESSEEAAALVEDLTQTL 


17295 


47663 


A 


17400 


105 


381 


SSGFWPLRFPLDVIKAVSTIAVH 
EKEESLWPRVAVFSTLAP/ESPP 
WGEAPQSAGR*SGVPEDHVHL 
RYRGTLSLACCSSRHHPPAQLS 
HYKN 


17296 


47664 


A 


17401 


1023 


1915 




17297 


47665 


A 


17402 


3 


277 


QVLLQGALLLLITVAQAGRVLK 
LG V SREFQDLL1 L WG K.ETFRR/C 
PGPCSPALHLQPGSSIP/SSQQLL 
♦YLAAEQPQLHRGPPRTPAPVS 
CAE 


17298 


47666 


A 


17403 


3 


299 




17299 


47667 


C 


17404 


46 


398 




17300 


47668 


A 


17405 


171 


403 


GKNSTLQQFNNLLHYSSITVAV 
NNPTLGNSVSVFPLYILFTGIHQ 
LVKVILRKLGK*RFGLELASLSL 
LFLPPVSLF 


17301 


47669 


A 


17406 


291 


467 




17302 


47670 


A 


17407 


2 


395 


DHAYVFLGRTACYLMKAYPvK 
VNPRVIFSSNTIETHPKDLLHSC 
DHPF AEKTQFTV STLDD VKN SG 
SIRDNYCRTSEISAVHIDTECVS 
VMLQAGTPPLQVK*RKNFQQR 
KQG*KMK.WDPSD1SNSMAEVL 


17303 


47671 


A 


17408 


1 


149 


EKEIPGPWLLGAMRFRFCGDLD 
CPDWVLAEISTLAK\IPL*SCGCS 
AARY 


17304 


47672 


A 


17409 


555 


1156 


QFYNKTPSRSECPNLLHHMRTE 
GPPGGVDQPDGHQAGWPPPEP 
AGQQRGRQSGCHLLQGGASPR 
PSCGTVHARACTPPASCPPCHR 
YRSHLQRGKWWPK/GLPQHTR 
LDHTEVLGAAEGSTVSAVPSAT 
RA ARDH VRRLQTRKC FCKG AL 
LLLITAARAGRVLFGQPQLLQF 
TGQGFA1DTVLGRTGEDETQHC 
HCGLHIA 


17305 


47673 


A 


17410 


3 


366 




17306 


47674 


A 


17411 


408 


1702 




17307 


47675 


A 


17412 


1 


2661 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


17308 


47676 


A 


17413 


2 


2288 




17309 


47677 


A 


17414 


1 


1992 


MGDFNTPLSTLDRSMRQKVNK 

D1QELNSAVHQVDLIDIYRTLHP 

KSTEYTFFL APHRTYSKIDH I VG 

SKALLSKCKRTEI1RNCLSDHSA 

IKLELRINKLTQNCSTTWKLNN 

MLLNDYWVHNEMKAEIKMFF 

ETNENKDTTYKNLWDTFKAVC 

RGKFIALNAHKRKQERSKIDTL 

TSQFKELEKQEQTHSKASRRQE 

1TKIRAELKEIETQKTLQKINESR 

SWFFEMISKIDRPLARLIKKKRE 

KNQ1DTIKNDKGDIITDPTEIQTT 

IREYYKHLYAIKLENLEEMDKF 

PYTNTLPRLNEEEIESLNRTITG S 

EIEAIIKSLPTKKSPGPDGFTAKF 

YQRYKEEL VPFL L KLFQSIEKE 

G1LPNSFYEAS1ILIPKP/DVGSSS 

QGNQAGERNKGYSFRKRGSQI 

VPVCR*YDCTFRKSHFLSPKSP* 

ADKQLQQSLRIQNQCAK1TSIPI 

HHQQTNREPNHE*TPIHNCFK.E 

NKIPRNPTYKGCEGPLQGELQT 

TAQ*NKKGHKQMEEHSMLMD 

RKNQYRENGHTAQGNLQIQCH 

PHQATNDFLHR1GKNYFKVHM 

EPKKSPHCQDTPKQKE*SWRH 

HAT*LQTILQGYSNQNSMVLVP 

KQRYRPMEQNRALRNNTTHLQ 

QSDL*QT*QKEEMGK.GFPI**M 

VLGKL ASHM*KAETG SLL Y 1 L 


17310 


47678 


A 


17415 




1677 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


■Nucleotide locution of last 
codon for last amino acid 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


17311 


47679 


A 


17416 


1 


2178 


MGDFNTPLSTLGRSTRQKVNK 

DTQELNSALHQADLIDIYGTLH 

PKSTEYTFFSAPHHTYSKIDH1V 

GSKALLSKCICRTEIITNCLSDHR 

AIKLELRIKKLTQNRSTTWKLN 

NLLLNDYWVrfNEMKAEIKMFF 

ETNENKDTTYQNLWDTFKAVC 

RGKFIALNAHKRKQERSKIDTL 

TSQLKELEKQEQTHSKASRRQE 

ITKIRAELKEIETQKTLQKINESR 

SWFFERINK.IDRPLARLIKEK.RE 

KNQIDATKNDKGDITTDPTEIQ 

TTIREYYKTLYANKLENLEEMD 

KLLDTYTLPRLNQEEVESLNRPI 

TGSEVVAIINSLPTKNSPGPDGF 

TAKYYQRYKEELVPFLLKLFQS 

TEKEG1LPNSFYEASI1LIPKPGR 

DTTKKENFRPISLMNVDAKILN 

KILANRIQQH1KKLIHHDQVGFI 

PGMQGWFNICKSINVIQHINRT 

KDKNHMUSIDAEKAFDKIQQPF 

MLKTLNKLVLEVLARAIRQEKE 

IKGIQLGKEEVKLSLFADDMIV 

YLENPIISAQNLLKL1SNFSKVS 

GYKINVQKSQAFLYTNNRQTES 

QIMSELPFTIASKRJKYLGIQLTR 

DVKDLFKENYKPLLNEIKEDTN 

KWKN1PCSWIGRIN1VKMA1LPK 

VIYRFNA1P1KLPMTFFTELEKTT 

LK.FIWNQKRAR1TKSILSQKNK 

AGGITLPDLKLYYK-AIVTVKTA 

WYCYQNRD1DQWNRTEPSEIM 


17312 


47680 


A 


17417 


1 


1770 




17313 


47681 


A 


17418 


1 


1101 




17314 


47682 


A 


17419 


1 


1614 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17315 


47683 


A 


17420 




1878 


MVLALTGNKADLASKRPLEFQ 
EAQAYADDDSWLFMETSAKG 
AMNVME1FMAIAEKLPKNKPQ 
NAAGAPDRNQGYLSACEFSGR 
KLPKQTTKH I KQSLRTKLCG AS 
YASSNLIPRKLYEPPLVIPRKTG 
SGVDLQQTPTDLQLWVLTVRR 
KSNKQKGYPHQNPICMLPSSKT 
KDFKPTKIKRDKDGHYIMVKG 
S1QQEELTVLN INAPNTG APRFI 
KQALRDLQRDLDSHTIIMGDFN 
TPLSTLDRSTRQKVNKDIQELN 
SALHQADLIDIYRTLHPRSKDY 
TFFSAPHHTYSKIDHIVGSKALL 
AKCKRTEITRNCLSDHSAIKLEL 
RIKKLTQKCSTTWKLNNLLLND 
YWVHNEMKAEIKMFFETNENQ 
DTTYQNLWDTFKAVCRGKFIA 
LNAHKRKQERSKID1LTSQLKE 
LEKQEQTHSKASRRQEITK.IRVE 
LKE1KTQKTLQKINESRSWLFE 
KINK1DRQLARLIKKKREKNQID 
A1KNDKGDITTDPTEIQTTIREY 
YKHLYAKKLENLEEMDKFLDT 
YTLPRLNQEEVESLNRPITGSEI 
EA 1 1 KSLPAKKSPGPDGFTAEFY 
QRCEKELAQFLLRLFKSTEKF.GI 

KENFRP1SL 


17316 


47684 


A 


l74 .-? 1 . .. 


1 .. 


_176J 




17317 




A 


17422 


1 


IHI : 









A — 


r^H — 


-j 





















17320 


47688 


B 


17425 




6294 




17321 


47689 


A 


17426 


2 


1913 




17322 


47690 


A 


17427 


1 


1026 




17323 


47691 


A 


17428 


1 


2112 





2192 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17324 


47692 


A 


17429 


1 


1884 


M ENGFDELREEG FRRSN YSELQ 

EEIQTKGKEVKMEKNLDECITR 

I PNTEKC LKKLMELKT KA REL R 

EECISLRSRCDQLEESVSVMED 

EMHEMKREGK.FREKRJKRNEQ 

SLQEIWDYVKRPNLRL1GVPED 

RSMRQKVNKDTQELNSALHQA 

DLIDIYRTLHPKSTEYTFFSAPH 

HTYSKIDHIVGSKALLSKCKRT 

EIITNYLSDHSAIKLELKIKKLTQ 

NFSTTWKLNNLLLNDYWVHN 

KMKAEIKMFFETNENKDTTYQ 

NLWDTFKAVCRGKFIALNAYK 

RKQERSKIDTLTSQLKELEKQE 

QTHSKASRRQEITKIRAELKEIE 

TQKTLQKINESRS WFFERINK1 D 

RPLARL I KJCKREKNQIDAIKND 

KGD1TTDPTEIQTTIREYYKHLY 

TNKLENLEEMDKFLDTYTLPRL 

NQEEVESLNRP1TGSEIVAIIHSL 

PTKKSPGPDGFTAQFYQRYKEE 

L/RNKJPRNPTYK.GCEGPLQGEL 

QTTAQGNKRGDKQMEEHSML 

MGRKNQYRENGHTAQGNLQ1Q 

CHPHQATNDFI.HRIGKNYFKV 

HMEPKKSPHRQVNPKPKEQSW 

RHHAT*FQIILQGYSNQNSMVL 

VPKQRYRSMEQNRALRNNATY 

LQLSDL*QT*EKQAJ 


17325 


47693 


A 


17430 


1 


1695 




17326 


47694 


A 


17431 


1 


3779 


MELKTKARELREECRSLRSRRN 
QLEERVSAMEDEMNEMKREG 
KFREKRIKRNEQSLQEIWDYVK 
RPNLRLIGVPESDAENGTK.LEN 
TLQD1 1QEDFPNLARQAN VQIQE 
IQRTPQRYSSRRATPRHIIVRFT 
KVEMKQKMLRAAREKDFKPT 
KIKRDKEGH YI M VKG S IQQEEL 
Tl LN1 YAPNTGAPRFIKQVLSDL 
QRDLDSHTLIMGDFNTPLSTLD 
RSTRQKVNKDTQELNSALHQA 
DLIDIYRTLHPKSTE 


17327 


47695 


A 


17432 


1 


735 




17328 


47696 


A 


17433 


1 


2541 




17329 


47697 


A 


17434 


1 


1461 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


17330 


47698 


A 


17435 


2 


429 


AACAAAMSLVIPEKFQHILRVL 
NTNIDGRRKIAFAITASSSSSSSS 

ssssssssssssssssssssssssss 

SSSSSSSSSVNLLSNGLYL/VKG 
VGRRYAHVVLRKADIDLTKRA 
GELTEDEVERVITIMQNPRQYK1 
PDWFL 


17331 


47699 


A 


17436 


1 


615 




17332 


47700 


B 


17437 


264 


556 




17333 


47701 


A 


17438 


1 


406 


FFFFFLQKVG1YLHIKTFQQHRL 
WVTSAAFLSLSSMAAVGTSSSL 
SENSGPGHGGKQTF*GP/EGTDI 
PEGRHHFSAQAFSVVAGRGTA 
AALLHGSHVPQGR\SR1GSRSGG 
PPSHPDTCSGSSHSAGRSCPHSC 
TG 


17334 


47702 


A 


17439 


3 


3484 




17335 


47703 


B 


17440 


42 


367 




17336 


47704 


B 


17441 


203 .,.. 


382 




17337 


47705 








266 


YRDLPHFLLNSDLIFNMSTSLRE 
TM1L1RTLSRVPL/PLHGVIQPIS 
K.IQGLVLNALNQVQES1FQVSF 
NLFPDAFQHVIRA 


17338 


47706 


A 


17443 


1 


1137 




17339 


47707 


A 


17444 


1218 


1482 


QSPWPSLLRGDVS1TPNL1FSCL 
SIGWPFCLV/SFC*PKK*TFQGV 
GSEVYDVKHFASCVLCHKQMN 
KLNLYFRNTYFVALLSTELFEN 


17340 


47708 


A 


17445 


2 


377 




17341 


47709 


A 


17446 


1 


211 




17342 


47710 


A 


17447 


2 


732 


CSSPSN/TILGVQKLNSQWRLA 
QDFRLINEAVIPLYPVVPNPYTL 
LSQ 1 PEE AESFT VLDLKD AFFCIP 
LH SDSQFLFAFEDPTDHNSQLT 
WMVLPQGFRDSPHLFGQAQAQ 
DLVHFSSPGTLVVQYMDDLLL 

GCKRVGIALGVLTQTHGTTPQP 
VAYLSKETDVAAKGPLTAILLL 
LAFGPCIFNLLVKLVSSRIDAIK 
LQMVLQMEPQMSSTNNFYRGP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17343 


47711 


A 


17448 


1 


3003 


MPGAQDLQPTMPEPPHPQWAP 

TWPEPPRRVPPPAPRRPVPLTA 

QGLSVDQSRLGKFSDDPDRYID 

VLQGLGQTFDLTWRDVMLLLD 

QTLAFNEKNAALAAAREFKDT 

WYLSQVNDRMTAEERDKFPSG 

QQAVPSMDPHWDLDSDYGDW 

SHKYLLTCVLEGLRRIRKKPMN 

YSMMSTITQGKEENPAFLEQL 

WEALRKYIPLSPKSLEGQLILKD 

KFITQSAADIRGKLQKQSLVPE 

QNLEALLNLATSVFYNRDQ 


17344 


47712 


A 


17449 


5 


624 


IQPI L A YPHPKTLKQLWGFLGIT 
/GFCPVWIPRCSKIAKSLYTLIKE 
TQRANTHLVEWEPEAETAFKT 
LKQALVQAPTLSLPTGENFSLY 
VTERAGIALGVLTQTRGTTPQP 
VTYLKDGEPMKCDCQQIIVQTY 
ATQDDLLE V PL AN PDLNL YTD 
GSSFVENGIRRAGYAIVSDVTIL 
ESKPLPPGTSAQLAELVALTRA 
LELGKGKE 


17345 


47713 


A 


17450 


636 


2628 


S"NDRTEDDCGKHPFMSSPP\TEP 
WVCL1IEGQEIDFLLDTGTTFSV 
LIPCLGRLSSRSVTIQGILGQPVT 
RYFSHLLSCNWETLLFSHAFLV 
MPESPTPLLGRDILAKAGAIISM 
KTGNKLPICCPLLEGINPEVWA 
LEGQFGRAKNAHPLQIRLKDPI 
SFPYQRQYPLRPEAHKGLQDIV 
KHLKAQDSVRKCSSPCNTPILG 
VQKLNSQWRLVQDLRLINEAVI 
PLYPVVRNPYTLLSQVPEEAEW 
FTVLDLKD 


17346 


47714 


A 


17451 


2 


568 


CSSPSN/T1LGVQKLNSQWRLA 

QDFRLINEAVIPLYPVVPNPYTL 

LSQ1PEEAESFTVLDLKDAFFCIP 

LH S DSQFLF AFEDPTD HNSQLT 

WMVLPQGFRDSPHLFGQAQAQ 

DLVHFSSPGTLVVQYMDDLLL 

ATSSEASCQQATLDLLNFLANQ 

GCKRVGIALGVLTQTHGTTPQP 

VAYLSK.ETDVAAK 



2195 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


17347 


47715 


A 


17452 


254 


849 


LQPESLEIAGILVQ*MIE*QPKK 
GTNSIPVSKPSP/GVQKPNGQW 
RQVQDLRLISDAVIPLYPAVSNP 
YTLLSQILEEAEWFTVLDLKDA 
FFCIPLRSDSQFLLAFEDPTDHT 
SQLTWTVFTQGFMDTPHLFGQ 
SLAQDLGHFSSPG TLVLQYVDD 
LLLAKQQATLDLLNFLANQGY 
KLSKLKAQLCELLVFSSCARMH 


17348 


47716 


A 


17453 


1 


369 




17349 


47717 


A 


17454 


1 


1632 




17350 


47718 


A 


17455 


636 


1837 


SNDRTEDDCGKHPFMSSPPYTEP 
WVCLIIEGQEIDFLLDTGTTFSV 
L1PCLGRLSSRSVT1QG1LGQPVT 
RYFSHLLSCNWETLLFSHAFLV 
MPESPTPLLGRD1LAKAGA1ISM 
KTGNKLPICCPLLEGINPEVWA 
LEGQFGRAKNAHPLQIRLKDPI 
SFPYQRQYPLRPEAHKGLQD1V 
KHLKAQDSVRKCSSPCNTPILG 
VQKLNSQWRLVQDLRLINEAVI 
PLYPVVRNPYTLLSQVPEEAEW 
FT VLDLKD A FFC 1 PLHSDSQFLF 
AFEDPTDHTSQLMWMVLPQRF 
RDSPHLFGQAQAQDLGHFSSPG 
TLVLQYSEIAKTLYTL1ICEMER 
ANTHLVEWEPEAETAFETLKQ 
ALVQAPALSLPTGQNFALYVIE 
RAG I ALG VLTQTHRTTPQPVA Y 


17351 


47719 


A 


17456 


2 


52 


E1SFVENG1QRAGYAIVSDVTVL 
ESKPLLPGTSAQLAELVALTRA 
FELGKGKRINANTDSKYAYLIL 
HALAA1WKEREFLISGGTPIKYH 
KE1MELLHAMQKPKEVAVLHC 
QSHQKG*EWDTKGRLCHS 


17352 


47720 


A 


17457 


1625 


2505 


PGVQKP/GQWRLVQDLRLINEA 
VIPLYPVVPKPYTLFSQIPKEAE 
SFTVLDLKDAFFCIPLHSDSQFL 
FAFEDPTDHTSQLTWTVLPQRF 
RDSPHLFGQALVQDLGHFSSPG 
TLVLQFVDDLLLAASSEASCQQ 
ATRDLLNFLANQGYKASKSKA 
QLCLQQVKYLGL1LARGTRALS 
KKRIQPILAYPRPKTLKQLRGFL 
GITSFCRLQIPGYSKMARPLYTL 
IKETQRANTHLVEWEPEAETAF 
KSLKQALVQAPALSLPTRQNFS 
LYVRERAGIALEVLTQTHGTTL 
QPVAKG 


17353 


47721 


A 


17458 


1 


2415 





2196 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknnwn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17354 


47722 


A 


17459 


2646 


5167 


KNSGHILGTCPGYRYAKGKET 

GKEI1KGPQNPPGYRLCPLQAV 

GGGEFGPTQVHVPFSLSDLKQI 

RVDLGKFSDDPDRQYPLRPEAH 

EGLQDILRYLKVQGLVRKCSSP 

CNTRJLGVQrCPKGQWRLVQDL 

RFINEAV1PLHSVVPNSYTLLSQI 

PEE VE WFTVLDLKD A FFC I PLH 

SVCQFLFAFEDPTDI ITSQFTWT 

VLPQGFRDSPHLFGQILAQDLG 

HFSSPGTLVLQYVDDLLLATSL 

EASCQQATLDLLNLLANQGYK 

ASKPKAQLCLQQVKYLDLSLA 

RVTRALSKERJQP1LACPRPKTL 

KQLRGFLGITNFCQLW1PGYSE 

MARPLYTLIKETQRANSHLVER 

EREAETAFKTLKQALVQALALS 

LPTGQNFSLYARERAGIALGILT 

QTHGTTPQPVTYLRKLIYSFVE 

NGMRRAGYAIVSDVTVPESKPL 

PPGTSTQLAELVVLTQALELRK 

KK.R1NVNTDSKYAYLILHAHAA 

IWKEREFLTSGGTPNKYHKEIM 

ELLH A VQKPKEVAV1 PCQSHQK 

GEEK/EAEGNRRADAEVAK1AA 

RRNLPTEIPMEGPLVWNNPVQE 

IKPQ Y SLTK.TEWGLSQG H SFLP 

LG WLTTL EGKAG RATPNPRN V 

YFPLHLRGLRTGRLPLSQSTRA 

QEMTLVRPRPSSSPPPEKAAEG 

RGRRCSSETKLRHRRLFRPLRTP 

LC ATAPL A A S V A A VLA A APA A 


17355 


47723 


B 


17460 




2208 




17356 


47724 


A 


17461 


2 


168 


















17358 


47726 


A 


17463 


386 


619 


TFITGDCLGTKN/HIFDGCGVLS 
EVGLVLDCSNQRFKAGPA*LCQ 
SPFKNIL*ESLPMCMCRQLEKH 
AHPQGLCHTQVT 



2197 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


17359 


47727 


A 


17464 


123 


2169 


DLGHRGSREMASVAVLEDVAV 

NFTREEWALLGPCQKNLYKDV 

MQET1RNLDCVGMKWKDQNIE 

DQYRYPRKNLRCRMLERFVES 

KDGTQCGETSSQIQDSIVTKNT 

LPGS/VGPYESRMSGEV1MGHSS 

LNC YIRVG AGHKPHEYH ECGE 

KPDTHKQRGKAFSYHNSFQTH 

ERLHTGKKPYDCKECGKSFSSL 

GNLQRHMAVQRGDGPYKCKL 

CGKAFFWPSLLHMHERTHTGE 

KPYECKQCSKAFSFYSSYLRHE 

RTHTGEKPYECKQCSKAFPFYS 

SYLRHERTHTGEKPYKCKQCS 

KAFPDSSSCLIHERTHTGEKPYT 

CKQCGKAFSVSGSLQRHETTHS 

AEKPYACQQCGKAFHHLGSFQ 

RHM I RHTGNGPHKC K.ICGKGF 

DCPSSLQSHERTHTGEKPYECK 

QCGKALSHRSSFRSHMIMHTG 

DGPHKCKVCGKAFVYPSVFQR 

HERTHTAEKPYKCKQCGKAYR 

1SSSLRRHETTHTGEKPYKCTLG 

KAFIDFCSFQNHKTTHTGEKPY 

ECKECGKAFSRFRYLSRHKRTH 

TGEKPYECKTCRKAFGHYDNL 

KVHERIHSGEKPYECKECGKAF 

SWLTCFLRHER1HMRJEKSYECP 

QCGKAFTHSRFLQGHEKTHTG 

ENPYECKECGKAFASLSSLHRH 

ifi'THWk'K'THTnPMPvprK'Prr. 

rvrv i rl W rvK JI11 OnlN r Y n^ivc^Vj 

KAFASLSSLHRHKKTHWKKTH 


17360 


47728 


A 


17465 


1 


1317 




17361 


47729 


A 


17466 


1 


336 




17362 


47730 


C . 


17467 




353 .. 




17363 


47731 


A 








YAIHIMDVHTVRSLYYFNCFRY 
♦ACYCCHYLTDIPEFTKLSGCSY 
GGTSLIWG 


17364 


47732 


A 


17469 


1 


1716 




17365 


47733 


A 


17470 


1 


840 




17366 


47734 


A 


17471 


699 


1283 


LLTARLTWVSARLMSYVLLMC 
*LFPRLLSCLTTPPHCSFSICFVI 
C/FKNVDLKGFEPDVRILLTKYS 
NSNGSQSPWMEEQIRDAGERV 
HSAFSLNWGKPLVFEKDRPYSV 
SVFIGLFLPMAEKTGPLKGNPG 
GEFLLFLRQIQLVWLPAAGIMT 
EHYFPITATQALEINNAISTIMEI 
FPTVSFASQWITASFSV 


17367 


47735 


A 


17472 


300 


461 




17368 


47736 


A 


17473 


1 


2451 





2198 



WO 01/075067 



PCT/US01/08631 



NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17369 


47737 


A 


17474 


2 


3542 




17370 


47738 


A 


17475 


1 


1 156 




17371 


47739 


A 


17476 


1 


1176 




17372 


47740 


A 


17477 


1 


257 




17373 


47741 


A 


17478 


295 


1353 




17374 


47742 


A 


17479 




1772 




17375 


47743 


A 


17480 


2 


284 




17376 


47744 


A 


17481 


1 


141 




17377 


47745 


A 


17482 


1 


506 


PHSPLWKTLCSPSSGVCCGFVT 
LFCNDRFACLFQLTPPPSPAWM 
TAAASLLASLLPALPPLNLQDA 
KFVEERRKQLQNYLRTVMNKV 
IQMVPEFAASPKKETLIQLMPFF 
VMGLQVGMYGLFHFGVMMDQ 
PQPSLTRADESPCDRVLSPCAA 
HRKQRDCCLSWKAEPE*FLVK* 
KTLCSPSSGVCCGFVTLFCNDR 
FACLFQLTPPPSPAWMTAAASL 
LASLLPALPPLNLQDAKFVEER 
RKQLQNYLRTVMNKVIQMVPE 
FAASPKKETLIQLMPFFVMGLQ 
VGMYGLFHFGVMMDQPQPSLT 

KADfcorCUK V LjrvAAnKAyK 

DCCLSWKAEPE 


17378 


47746 


A 


17483 


1 


741 




17379 


47747 


A 


17484 


1 


993 




17380 


47748 


B 


17485 


277 


416 





2199 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 


17381 


47749 


A 


17486 


686 


2400 


TGMSVDEKPDSP\MYVYESTVH 

CTNI LLG LN DQRKKDILCD VTLI 

VERKEFRAHRAVLAACSEYFW 

QALVGQTKNDLVVSLPEEVTA 

RGFGPLLQFAYTAKALLLSRENI 

REVIRCAEFLRMHNLEDSCFSF 

LQTQLLN S E DG LF V CRK DA AC 

QRPHEDCENSAGEEEDEEEETM 

DSETAKMACPRDQMLPEPISFE 

AAA1PVAEKEEALLPEPDVPTD 

TKESSEKDALTQYPRYKKYQL 

ACTKNVYNASSHSTSGFASTFR 

EDNSSNSLKPGLARGQIKSEPPS 

EENEEESITLCLSGDEPDAKDR 

AG D V EM DRK.QPSP APTPT A PA 

GLCLERSRS/GNYGQPH/VGQK 

EVSNFTMGS/PLRGPGLEALCK 

QEGELDRRSVIFSSSACDQVSTS 

VHSYSGGARFLATEHQEPGLM 

G DGMYNQVRPQIKCEQSYGTN 

SSDESGSFSEADSESCPVQDRG 

QETGSTSDLRLSTKLQSCSGPM 

FKGPTATVAATESWGTVLQNIP 

LGCAGTGEEVTYTNPPPRGRAA 

LVPRSPLTVYSSSLPEHQTSLK.Q 

CAQAGPGVCLLVHNHWQLLEG 


17382 


47750 


A 


17487 


1 


1089 




17383 


47751 


C 


17488 


295 


348 




17384 


47752 


A 


17489 


1 


711 




17385 


47753 


A 


T^T 




l|r 












T35 






17387 


47755 


A 


17492 


434 


506 




17388 


47756 


A 


17493 




227 




17389 


47757 


C 


17494 


3 


236 




17390 


47758 


C 


17495 


25 


153 





2200 



WO 01/075067 



PCT7US01/08631 



so? 




Met 
hod 


SEQ ID NO: 
in USSN 
09;540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


17391 


47759 


A 


17496 


1 


1557 


MASPEAVASQDNDGFSQKPPPT 

PLFASRSVNRLKSQRTPRGEVE 

SVTDGEKTDGSWRMTVDYCKL 

NQVVTP1AAAVPDVVSLLEQIN 

TSPDITLVHY1DDIMLNGSSEQE 

VTNTLDLLVRHLCATGWEINPT 

KIQGSSTSVKFLGVQWCGDCR 

DVPSKVKDKLLHLAPPTTKKEA 

QHLTGLFGFRRKYIPYLGVLLC 

PIYQVTRKAASFQWRPEQEKAL 

QQVQA AMQA A LPLG PYDPAGP 

MVLEIAVADTEAVWGHAVHSA 

SFPSHPCHCPMGP*TKWP*WQG 

WRLCMGSATWTSTHEG*PGYG 

HQ*VPNLPAAETNTEPA1*HHS/ 

SRRSASYLVAG*LYWTSCIMER 

AE\HLLWIWVCLSCMQCFCQD 

YHPWTHGMPYPPLWYSTQLCL 

*PRHSLYH*RSVAVGSCSWNSL 

VLPCSPSS*SSRVDRTVERPFE1T 

TTMPTSQESRVQESRGGSGSGT 

THHHP**STSNIFASCFYGITFC 

WSRGLSSRGRNAATRRQNNSIK 

L* VKI ATWTL WAPPTSKL 


17392 


47760 


A 


17497 


2 


1120 


PSKVKEKLLHLAPPTIKKEAQR 

LVGQLGFWRQHIPHLGALLWLI 

YQA TQKA ASFE WGPEQEKALQ 

QVQVAVQAALPLGPYDPADPM 

VLEVSVADRDAVWSLWQAPIG 

ESQQRPLGFWSKALPSSTDNYS/ 

CFRCA11Y*FMGCCQ*FGWIVRD 

LEEA*LENW*QRNLGKRYVDG 

PL*VVKNWKDICIPCECSPTGDL 

SRGGF* * SSG *DDPFCG HHSASF 

PSHPCCRPMGP*TKWPWWQE* 

RLCMDS AT WTSTHQS * PD YSH 

C * VPNLPA A ETNTETS1WHH FS 

G*SASYLLAG*LH*TSSIMEKAE 

VSPHWNKHSLWIWVCLSSMQC 

FCQDYHPWTHSMPYPLSWYST 

QHCLSLQRERHSLYR*RSAAVG 

ACS 


17393 


47761 


A 


17498 


1 


1908 




17394 


47762 


A 


17499 


1 


915 




17395 


47763 


A 


17500 


2 


670 




17396 










1332 




17397 


47765 


A 


17503 


151 


674 




17398 


47766 


A 


17504 


1 


825 




17399 


47767 


A 


17505 


134 


447 




17400 


47768 


A 


17506 


98 


778 j 



2201 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


of peptide sequence 


Amino acid sequence ( X=l)nknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17401 


47769 


A 


17507 


1 


830 


MHCFFIFSAAWFCLWSISLHLV 
ERPDMAVLLFPFGLRLGLMLQ 
CPRGYWPVLLGAEWLLIYWLT 
QAVGLTHFPLLMIGSLLTLLPV 
ALISRYRHQRDWRTLLLQGAA 
LTAAALLQSLPWLRHGKESWN 
ALLLTLTG/EPDAGPDMSGVLA 
LSRQ*HLAAARSVTGFSANQLA 
RATSGLVLAAVCYQSLAPVGIA 
GRTVALYAILSGAADYRAGLA 
LWLARGADCDVDERHRADRH 
QSWRDLPWTYCSGDCDSRHGA 
QGQKARAPPKHDQFPHA1FRG 


17402 


47770 


A 


17508 


2252 


2772 


RSKTTAFTPLRVRTSAHARPAG 

PAPIIATFLPVCFTPDISGRQPISN 

ALSLPRSMLPMVTAPNSSFRV 

QEPS/SQTVLRADSSANFRQGV 

GLVRQFRRFKNTPLVGELQPVR 

DVVVYRAFPLAVWVAARQAA 

VSLRFGLAFGKRLVNFNKLNFA 

DLQRFLWR1NALQVDKLITF 


17403 


47771 


A 


17509 


539 


1077 




17404 


47772 


C 


17510 


192 


396 




17405 


47773 


C 


17511 


10 


294 




17406 


47774 


A 


17512 


2 


379 


KRPGSGITEATSSRRQRPTRRLQ 

GQLPGQEKRVLKATEGIANPS 

WG WGGAVSPLRASLTSLRHKI 

NMHYNTENWKLPIKDS\HL1PSP 

QAPSMPFPLANPPWXAPHPREK 

MWNPQ1QGTNC1WVCGP 


17407 


47775 


A 


17513 


291 


590 




17408 


47776 


A 


17514 


187 


589 


VLSFL1HRWEGDKDSLLGPNFS 
QTPQPSRRFICAFPWENPS*EPS 
YPS1SDPGFLILLPSKGDVWIHL 
GPIFSKKPLYS*SSFLVIFYPVTP 
SFLFLGYKFPLAHAVFRVEPTLS 
LLIQNSHCHGCYTYPDGPE 


17409 


47777 


A 


17515 


1509 


1748 


1GVVREGIPVLCLFSKGMLPVF 
AHSV*YWLWVCHR*LLLF*DTS 
HQYLI Y*EFLA* S V VDFCQRPFL 
HLVLDFFWLVSY 


17410 


47778 


A 


17516 


152 


568 


CQLELSCMKCPSTP VG RSLPVG 
CTRSGTQLRWHSVPWQSWCTV 
LGESLLSGLVVLFRASRPE**NP 
LKLLPQLPLPPDALSQGDGSFV 
CKHPTGAVTFPSGMPLGSMTIF 
K1LILPIHEHGMFFSLSVSSFVSL 



2202 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17411 


47779 


A 


17517 


152 


568 


CQLELSCMKCPSTPVGRSLPVG 
CTRSGTQLRWHSVPWQSWCTV 
LGESLLSGLVVLFRASRPE**NP 
LKLLPQLPLPPDALSQGDGSFV 
CKHPTGAVTFPSGMPLGSMTIF 
KILILPIHEHGMFFSLSVSSFVSL 


17412 


47780 


A 


17518 


152 


479 


CQLELSCMKCPSTPVGRSLPVG 
CTRSGTQLRWHS VP WQS WCT V 
LGESLLSGLVVLFRASRPE**NP 
LKLLPQLPLPPDALSQGDGSFV 
CKHPTGAVTFPSGCPTHTLQA 


17413 


47781 


A 


17519 


1 


474 




17414 


47782 


A 


17520 


1326 


1712 


FLYVIKALGKKQLQFGQQILIPS 
IELLDYLINPG SGCVSLWKLNK 
PQYCYL1HFSGLTELSWKVHTIL 
LEGHYEFLEYAADR*PICLFSW 
KERQLVSFLD Y S LHHLLG SFY V 
VFFFFLYLLVRLCWDL 


17415 


47783 


A 


17521 


18 


236 




17416 


47784 


A 


17522 


281 


1005 


TGWSPLQLSKATVARLPLWIPP 
LWAGHLGELWLASGEYPSGLK 
LPEEGTGSNLRCSAASAGDTQA 
NRVWSGPAANFSRPAAEGPAF 
HALRGPSVHCSPLCVHEFSSFSS 
LISENMQYLVFCSGVRFLRIMVI 
SSIHILCLVPKRTRVLGRLSLTC 
FRFLRGPKEPR1TIPHSSAPPLGH 
VIAIPLP*SFMKPSPEADAPMTG 
SFLKSPSEADTGATLPVQSVVPI 
PLSILPILEVGGVLFT 


17417 


IZZ^ 




|Z^2 


1— 
















TTf3i 




SRKMG APNA* * SA WSWSREGL 

AAP*SMFSSLSADSSADCKLPE 
GKVQPASSTGLTARASKDLYFC 
CCFSISARAS 


17419 


47787 


C 


17525 


1 


867 
















SSSTARPSQTSSAEESPTSWYRG 
DNPSKPMDPLVAGVFGA1VGA 
ASVLGNAPLDGIETGCGAWSST 
NAEHTGLWLQILRKEGLKDL*N 
GT VPRLGRWTAS PWM 



2203 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


17421 


47789 


A 


17527 


1 


1578 


MAKKEQLLSAAPSKTNAEGQEI 

PSGVYTTRALGFKHKTGQPFGQ 

TPSYPQEFILYTNDTWNASKTE 

PFTPLERGLKPGSQESSGWHLV 

GTPLGRSFQRKEQAAIFAVLQP 

PL V I PRQTG SG VDLQQTPTDLQ 

KRVLTVRRKTN SIN IN KKDDHA 

KTTSKGHQQQRPKVDKSTKMR 

RNQCK.KATNSKNQNVSSPPKD 

HNSSTAKEQNWMENEFDKLTE 

VGFRSSQFDQVEERISDIEDKLN 

E1KHEDKIREKRMKKKEQSLQE 

1WEYVKRPNLRLIGVPESDGEN 

GTKLENTLQDTIQENFPNLARQ 

ANIQIQEIQRTPQRYSSRRATPR 

H1I/E*IHQG*NEGKTVKGSQRE 

K*GQEIPSGVYTTRALGFKHKT 

GQPFGQTPSYPQEFILYTNDTW 

NASKTEPFTPLERGLKPGSQESS 

GWHLVGTPLGRSFQRKEQAAIF 

AVLQPPLVIPRQTGSGVDLQQT 

PTDLQKRVLTVRRKTN SIN INK 

KDDHAKTTSKGHQQQRPKVDK 

STKMRKNQCKKATNSKNQNVS 

SPPKDHNSSTAKEQN WMENEF 

DKLTEVGFRSSQFDQVEERJ SDI 

EDKLNEIKHEDKIREKRMKKKE 

QSLQEIWEYVKRPNLRL1GVPE 

SDGENGTKLENTLQDTIQENFP 

NLARQANIQIQEIQRTPQRYSSR 

RATPRH I IG RFTKVEMKEKRLR 

AVREKSRVTHKGKLIRLTADLS 


17422 


47790 


A 


17528 


738 


1323 


ATGGHSNQRQRS*KLSKKFRR 
MYN*NNQYREVLKGADGAEN 
QGSRTTETLCM*RMRQSLQF\D 
SDL V RHQRKHSGEKP YECC EC 

P.If APPnSQPI IRHRRTTJTnFfPV 
vj lx/\ t t\\j j jcLl Ivt 1 I\lYl 11 1 crVi Y 

ECGEYKSYEClACGKAFGRSST 
LIENQRIHTGEKPYECNECGKSF 
NQSSALTQHQRIHTGEKPYECS 
ECRKTFRHRSGLMQHQRTHTR 


17423 


47791 


A 


17529 


1 


656 


MAGKPEYDKTISTSIVLNALNA 
LGVSAEASGRNDLVVKTVEGD 
RKVSGSAYRETKDRGFHHGTL 
LLNADLSRLANYLNPDKKKLA 
AKGITSVRSRVTNLTELLPGITH 
EQVCEAITEAFFAHYGERVEAE 
IISPNKTPDLPNFAETFARQSSW 
EWNFGQAPAFSHLLDERFTWG 
GVELHFDV/GKRPYHPRPGVYR 
QPQPRAAGSPRRTTARLPFLSL 



2204 



WO 01/075067 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17424 


47792 


A 


17530 


1046 


1401 


LLDIRMLCHGKGVIIHVLRLQF 

I T nPPAPI-JPT UA AT t~W OCl C 1 LI 

GTLALGLWLQLRQLLLLGQPF 
G I SGCGSGCDPEQDC V/DCGRG 
CWPRKCPQGSHSAPRSRGAPHR 
PRPQQRAAGRQ 


17425 


47793 


A 


17531 


112 


1170 


YPFFHLIDST1DTCVCFTKFLCC 

VFQLHQVIYVLL*TGYSLIFDAD 

DLWMGFLRGHPFC*CYCFLFVS 

FPSNSQAPLLQVCWSLLEVHSR 

PCSPGYHQRRLQNSKDCCLLLP 

LEALSQSGTHQMPAGALLYEM 

S VNPC WE E HQTDQLFTHESTFI 

RSKTQKKVPDKLLDSSTVTPLF 

KITENIGCVMTGMTADSRSQVQ 

RARYEAANWKYKYGYEIPVD 

MLCKRIADISQVYTRNAEMRPL 

OL^UMlLlOilJnt-^ljrl^ VLKLUr 

AGYYCGCKATAVGVKQTESTS 
FLEKKVKKKFDWTFEQTLETA 1 

1 LL5) 1 VLMJJrRro£l.c.VLi V V 1 V 

ENPKFRILTEAEIDAHLVALAER 


17426 


47794 


A 


17532 


2244 


2432 


DGQQLIALHRLALRELQQAVH 
AGI APAGEMPV * WWFRNRQNP 
LIALRSLPAFQSGNLSCQLH 














SSISDILSSA*SIRLLILVYAS*SS 
RAVFFSTIRSFIFFSKLVILVSPSC 
NLLSRFLASFHWVRTCSFSSKEF 
VIITHLLPTSVNSSYSSLFSFVHF 
G 


17428 


47796 


A 


17534 


597 


1092 


FTNQKESRTRWIHSRJLPEVQG 
GTGTIPSET1PINRKRGNPP*LIL* 
GQRHSDTKAG\RDTTKKENFRP 

1 t> Li M JN 1 U A K 1 Li IN rv 1 L, A IN rvl ri 1 

K7CNKCNPAYKQSQRQK/HT*L 
SQ*MQKKPLTKFNNPSC*ICLSIN 
*VLVGRISK 


17429 


47797 


A 


17535 




2153 




17430 


47798 


A 


17536 


2164 


2427 




17431 


47799 


A 


17537 




322 


npe u/r:ppvi-iR a pr»p\/p ipccr:p 
LLPPRFYPRYVLP\PPSASTSRPC 
QRTSA SGRCPCPMH/DTVKATM 
PIWV/DPPVPDHYEGEAEHQGIL 
VTHPHHQRCPAGHRHRVVF 


17432 


47800 


A 


17538 


1 


627 





2205 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17433 


47801 


A 


17539 


583 


1145 


GNGRTVDTQVCQAPITSQSLER 
PADPNP\GEQDAEAGPASRRDT 
EAERLRFRQFQYHVASGPHLA 
VGQLWTLCRQWLRPEARSKEQ 

A/11 PVI \/I PriFI P. AT PQVUPTW 
1VI L.E, V L, V LtyrLU AJLrolSJVIK. 1 W 

VQSQGPRSCREAASLVEDLTQ 

LAASWETASAMEATADARQKR 
THTEKEAWLLEAPHELA 


17434 


47802 


A 


17540 


1 


1301 




17435 


47803 


A 


17541 


1 


1232 




17436 


47804 


A 


17542 


1 


549 


MNTANVEKPYVQKYQTAFVLV 
MKHRQCQLASHLVQNYRS/IQL 
WAWEVKIQDPGTTCPSFNTITQG 
SKKPYPDFVARLRDAAQNSITD 
ENARKVIVELMAYGNANPECQ 
SATKPLKGKVPTGSDVISDQKA 
VGVQAAKRRNRTDTGLGRSAR 
KSGKGVTRMLPKHASMILDGG 
GPATSPSCCRFL 


17437 


47805 


A 


17543 


146 


510 


SPYWNKGKSPGWLAES\FKRPV 
FRQG A K\EPY PDFA ASLQDAAQ 
KSITNENARKVIVELMAYENAN 
PECQSAIKPLK.GKVPVGSDVISR 
GFQGQQPPLSQVLQGMGQLPQ 
YSNCPRPQAAVQQ 


17438 


47806 


A 


17544 


2 


828 




17439 


47807 


A 


17545 


1 


420 




17440 


47808 


A 


17546 


1 


1947 




17441 


47809 


A 


17547 


1 


399 


PLKVNIYPDSKYAFHILHHHER 
GFLTTQGSS1INASLIKTLLKAA 
LLPKEARV1HCKGHQRASDPIA 
QDNAHTDKIAK.KAASIPTYTPH 
FQFFSFSSVATPTYSPAETSTYQS 
LPTQGKWFLDKETYFLPASQ 


17442 


47810 


A 


17548 


1 


2382 





2206 



WO 01/075067 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17443 


47811 


A 


17549 


1 


2194 


MAPEQGRVSILQTLFIEYHGYSI 

FVVKGDLPDCEADQLLQMIRV 

QQMHRPKLIGEELAQLKEQRV 

HKTDLERVLEANDGSGMLDED 

EEDLQRALALSRQEIDMEDEEA 

DLRRAIQLSMQGSSRNISQDMT 

QTSGTNLTSEELRKRREAYFEK. 

QQQKQQQQQQQQQQGDLSGQ 

SSHPCERPATSSGALGSDLALLL 

TQSLFGSLFTWTRVTFGAEDPG 

QEDSFRRRVPCPCPHSVRRSTY 

DLGSSDQPAQGTSHEFQIGLLL 

TRLSQVPILPQPPVPH PI I LLSPPP 

HTVSGLQFLSVTSPPLPAQQFLL 

KEVAGAEGIAKVIPTCPVPLLG 

QDI LTKLSASLIIPGLQPHLI ATL 

LPNPKPPSPLPLVSPNLNPQVW 

DTSTPSLATDQTPITIPLKPNHP 

YLAQCHYS1PQLALRGLKPV1T 

RLLQHGLLKPINSSYNSPILPVQ 

KPDKSYRLPQDLDL1NQIVLPIH 

PVASPH1IPDTTPDPHDC1SLIHL 

AFTPFPHTSFFPIPHPDHTWF1D 

GSSTWPNRHSPAKVGYAIVVSS 

TSILEATALPPSTTSQQAEL1ALT 

RALALAKGLHVNIYTDSKYAF 

HILHHNAVIWAERGFLSTQRSSI 

IIASLIKTLLKAALLPKEAGVIH 

CKGHQKASDPIAQGNAYADKS 

DNGLAFTSQ1/1/HKQFLRLLVFS 

GTFIPLTVLN LQERTGQYFYLLP 

FTELEPVLEKLQGTVHLNFYMD 


17444 


47812 


A 


17550 


1 


355 




17445 


47813 


C 


17551 


99 


335 




17446 


47814 


A 


17552 


21 


447 


LGPLPFSLSPCCLHCQGKRLCG 
HHEEARRRKNVSIPRKEAGIIHC 

KUHyFJA/SUrlAyijJNA x AUK 1 

KFLDLAFPPLRLSFTCQ1TQAVS 

r*A i (' if^wxil i rrr ~r l T xti ai/did 
l^ALl_ilt«JVviNLH 1 L 1 ILNL^rvKIK 

A^rt^IJA 1 (a I orr DLL Y utor LL 

GPSLIPDTSPT 


17447 


47815 


A 


17553 


119 


239 


TQKGQRAALFLICILSPSPLPTL 
GKNFKN*IPALKPHNRI 


17448 


47816 


A 


17554 


1 


798 




17449 


47817 


B 


17555 


460 


1059 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17450 


47818 


A 


17556 


3 


1476 


I PTC P V PLLGQD1 LTKLSASL 1 1 P 

GLQPHLIATLLPNPKPPSPLPLV 

SPNLNPQVWDTSTPSLATDQTP 

ITIPLKPNHPYLAQCHYSIPQLA 

LRGLKPVITRLLQHGLLKPINSS 

YN SPILP VQKPDKS Y RLPQDLD 

LINQIVLPIHPVASPHI1PDTTPDP 

HDCISLIHLAFTPFPHTSFFPIPHP 

DHTWFIDGSSTWPNRHSPAKV 

G YAI V V SSTS I LE ATALPPSTTS 

QQAELIALTRA L AL AKGLH VN I 

YTDSKYAFHILHHNAVIWAER 

GFLSTQRSSIIIASLIKTLLKAAL 

LPKEAGVIHCKGHQKVASDPIA 

QDNAYADKLAKKAASVPTSVP 

HG1SQAPPPLPTHQARYWQIDF 

THMPRVRKLKYLLVWVDTFTG 

WVEAFPTGSK.KATAVISSLLSDI 

IPQFSLPTSjHSDSRLAFISQITQA 

VSQALGIQWNLH1SYRPQSSGK 

VEQTNGLLKTHLTKLSLQLKK 

DWTVLLPLALLRIRACP 


17451 


47819 


A 


17557 


24 


594 


VGSGDLPWEGNPLSSCSLLHEK 
DPPTTSGPQTDQPKEHLTNFKS 
GCSSPGPARSQFFLSLRSSTL*SF 
YHLPSSHLVCLTVSFRD*PSPTC 
PAIDS*KGG/CE1.KA/RVKFH FC 
HDLPASSMQSNYPVHDSGHLT 
TGPSLFKPTLNIEYSTGHAPYHV 
RSACFPFAFCHDCQFPEASPEAE 
AAA1LSVQPAEP 


17452 


47820 


A 


17558 


1 


1152 




17453 


47821 


C 


17559 


301 


462 




17454 


47822 


A 


17560 


1 


423 




17455 


47823 


A 


17561 


421 


856 


KLINLFSNFCSYSRQFLSFSSTL 
YFVWVFCYNRCCFSK*RMIVHI 
TNRDrNCQIAYARIEGDMIVCA 
AYAHELPKYGVKVGLTNYAAT 
YCTG LLLAHRLLNRFGMDKIC 
YLDAGLARTTTGNKVFGDLDG 
GLSIPQSTK* FPG YD 
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SEQ ID 
NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codun for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=pussible nucleotide insertion) 


17456 


47824 


A 


17562 


3 


1082 


GPLCIALALQEFGTRRRWACRS 
LSSSGRJRSLFRRMGSVKAVKNK 
AYFKRYQVKFRRRREGKTxDYY 
ARKR\LV1QDKNKYNTPKY\RMI 
V\RVTNRDI\1CQMLYA/RR1EGD 
M1VCAAYCTPNLPKIWV*RVGL 
TNY\AAAY\CTGLLLVARRLLP*/ 
RFGMDKIYEGQVXELTGDEYNV 
ESIDGQPGCLPPAYL\DAGPCSE 
PTHWPLKFFGAPEGKLWMGGL 
SIPSQYPNRFP\GYDSEKQRNFN 
AEWHRKAHSWGQNCCRFTWR 
Y F\M EEDVED A YKK\QFS\Q Y 1 K\ 
NSVT\PDMM\EEMY\KKAHAAI 
RENPVLWKRRPK\KEV\KKKRW 
N RPKM S\L A Q\KKDR V AQKKA S 
FLQSSRSGLLESLTPAIFP 


17457 


47825 


A 


17563 


2 


4967 




17458 


47826 


A 


17564 


56 


284 


RQTRRAAGIVRGDCPASSPTNC 
DLGQC/NSTS/LEPRFVQTVHLL 
CPWT/GGSSPLLAARGSLPVSLL 
GPLKPMVSCAGR 


17459 


47827 


A 


17565 


1 


3525 




17460 


47828 


B 


17566 




3691 




17461 


47829 


B 


17567 


80 


3787 




|^ 


4^8lT 


A — 


ttII — _ 


225 


iii 


















17464 


47832 


A 


17570 


14 


1658 




17465 


47833 


A 


17571 


1 


3654 




17466 


47834 


B 


17572 


1 


3570 




17467 


47835 


A 


17573 


1 


3663 
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PCT/US01/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
endon for peptide 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
deletion, \=possible nucleotide insertion) 


17468 


47836 


A 


17574 


485 


2347 


TEPKTKTT* LSQ* MQKRPLTK.F 

NNTSC*KLSIN/1VLEVLARA1RQ 

EKEIKGIQLGKEEVKVSLFADD 

MIVYLENPTVSAQNLLKLIGNF 

SKVSGYKINVQKSQAFLYTNNR 

QTERQIMSELPFTIASKRIKYLGI 

QLTRDVKDLFKENNKPLLKEV 

KEDTNEWKNIPCSWVGRINIVK 

MAILPKVIYRFNAIPIKLPMTFF 

TELEKTTLKFIWNQKRACIAKSI 

FSQKNKAGGITLPDFKLY Y KAT 

VTKTAWYWYQNRDIAQWNRT 

EPSEI M LHI YN YLIFDKPEKNKQ 

WGKDSLF1MKWCWENWLAICR 

KVKLDPFLTPYTKMNSRWIKD 

LNVRPKTIKTLEENLGITIQD1G 

VG KDFM SKTPKA MATKAKIDK 

WDL1KLKSFCTAKETT1RVNRQ 

PTTWEKIFATYSSDKGLISRIYN 

ELK.Q1YKXKTNNPIKKWAKDV 

NRHFSKEDIYAAKKHMKKCSS 

SLA 1 REMQIKT JMRYHLTPVRM 

AIIKKSGNNRKIQ/GGIWCDRIL* 

R* TTCR V AKE1 QSL * RRI/WKRL 

QRTLSIPVLDAV*PPMF*ASVID 

TM Tl *C FE A R DTC FTLTLESF WD 

MHRCLAASKG1GLLLC*PLIWH 

MSLMGVKSPPFVFSCLWTSAV 


17469 


47837 


B 


17575 


1 


3354 




17470 


47838 


A 


17576 


1 


3297 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17471 


47839 


A 


17577 


1 


2563 


MKAEIKMFFETNENKDTTNQN 

LWDAFKAEEVESLNRP1TGAEI 

GAIINSLPTKKSPGPDGFTAEFY 

QRYKEELVPFLLKLFQSIEKEE1 

LPNSFYEAS1ILIPKPGRDTTKKE 

NFRPISLMNIDAKILNKJLANRI 

QQHIKKLIHHDQVGFFPGMQG 

WFNIRKS IN VIQHINRAKDKNH 

MIISIDAEKAFDK1QQPFMLKTL 

NKLGIDGTYFKI I RA1 YDKPTAN 

1 1 LNGQKLEAFPL KTGTRQGCPL 

SPLLFNILLEVLARAIRQEKEI K 

GIQLGKEEVKLSLFADDMIVYL 

ENPIVSAQNLLKLISNFSKVSGY 

KINVQKSQAFLYTSNRQTESQI 

MSELPFT1ASKR1KYLGIQLTRD 

VKDLFKENYKPLLKEIKEDTNK 

WKNIPCSWVGR1N1VKMAILPK 

V1YRFNAIP1KLPMTFFTELEKTT 

LKFIWNQKRAHITKSILSQKNK 

AGGITLPDFKLYYKATVTKTA 

WYCYQNRD1DQWNRTEPSEITP 

HTYNYLIFDKPEKNKQWGKDS 

LFNKWC WEN WL A I WRKLKLD 

PFLTPYTK1NSRWIKDLNVRPKT 

IKTLEENLG1TIQDIGMGKDFMS 

RTPKAMATKAK1DKWDLIKLK 

SFCTAKETTIRVNRQPTTWEKIF 

ATYSSDKGL1SR1YNELKQIYKK 

KTNNPIKKWEKDMNRHFSKED 

IYAAKKHMKKCSSSLA1REMQI 

KTTMRYHLTPVRMAIIKKSGNN 


17472 


47840 


A 


17578 




3514 


MELKTKARELREECRSLRSRCD 

QLEERVSAMEDEMNEMKREG 

KFREKRIKRNEQSLQEIWDYVK 

RPNLRLIGVPESDVENGTKLEN 

TLQDIIQENFPNLARQANIQIQEI 

QRTPQRYSLRRATPRHI I VRFTK 

VEMKE KMLRA AREKDRSTRQK 

VNKDTQELN S A L HQ ADL IDI YR 

TLHPKSTEYTFFSAPHHTYSKT 

DH1VGSKALLSKCKRTEIITNYL 

SDHSA1KLELR1KNLTKSRSTTW 

KLNNLLLNDYW 


17473 


47841 


A 


17579 


1 


3693 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17474 


47842 


A 


17580 


1577 


3354 


TEPKTKTT* LSQ*MQKRPLTKF 

NNLSC*KLSIN/IVLEVLARAIRQ 

EKEIKGIQLGKEEVKLSLFADD 

MIVYLENP1VSAQNLLKLISNFS 

KVSGYKINVQKSQAFLYTNNR 

QTESQIMSELPFTIASKRIKYLGI 

QLTRDVKDLFKENYKPLLKEIK 

EDTNKWKNIPCSWVGRINIVK 

MA1LPKVIYRFNAIPIKLPMTFF 

TELGKTALKFIWNQKRARITKSI 

LSQKNKAGG1TLPDFQLYCKAT 

VTKTAWFPSGDVGLEADFSPSH 

TLKTQFFSCLAEFAAASCFFQR 

MNGFGMAMTTTYSTGAAESPL 

PSCSIDQGDDTKLHRARSPGRT 

FPAAAG1PAAAAPDGPPLSLLH 

KLWFPVELGGRALPRAEESHGE 

VAALGVMVVAQGGKNQGEEA 

RSTPWLRPTSHLPPCSSSSAWW 

TEQTDAHPLLFLLCLGIYLLNA 

LSNLSMVALVRSDGALRSPMY 

YFLGHLSLVDVCFTTVTVPRLL 

AGLLHPGQAISFQACFAEMYFF 

VALGITESYLPAAMSYDRATAA 

CRPLRYGALVTPWALRLAARY 

DRLASVVYAVTTPTLNPF1NSLR 

NKEVKGALKRGLRWRAAPQE 


17475 


47843 


A 


17581 




3042 j 




17476 


47844_ 


B 


F7582 




£384 




17477 


47845 


B 


17583 




3264 




17478 _. 


47846 


A 


17584 




3780 




17479 


47847 


A 


17585 




3165 




17480 


47848 


A 


17586 




3894 


















17482 


47850 


A 


17588 


523 


3981 




17483 


47851 


A 


17589 




3429 




17484 


47852 


A 


17590 




3921 




17485 


47853 


B 


17591 




4797 




17486 


47854 


A 


17592 




6499 


M VKGSIQQEELTILN I YAPNTG 

APRFIKQVLSDLQRDLDSHTL1 

MEDFNTPLSTLDRSTRQKVNK 

NTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKIDHIV 

GSKALLSKCKRTEIITNYLSDHS 

AIKLELR1KNLTQSRSTTWKLN 

NLLLND YWV HNEMKAEIKMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKF1ALNAYKRKQERSKIDTL 

TSQLKELEKQEQTHSKASRRQE 

ITKIRAELKEIETQ 
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SEQID 
NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


17487 


47855 


A 


17593 


1359 


2520 


IQCHPHQATNYFLHRIGKNYFK 
LHMEPNKSLHSQDNPKQK.GTK 
LEV/CTLPDFKLYYKATVTKTA 
LYLYQ/NQRCRSMEQNRALRN 
NATYIYNYLIFDKPEKNKQWG 
KDTLFNKWCWENWLAICRKLK 
LDPFLTPYTKINSRWIKDLNVRP 
KT1KTLEENLGNTIQDIGMGKD 
FMSKTPKATATKAKIDKWDLIQ 
LKSFCTAKETT1RVNRQPTEWE 
KIFGIYSSDKGLISRIYNELQQIY 
KKKTNNPIKKWVKDMNRYFSK 
EDIYAAKRHMKKCSSSLAIREM 

1^1 Jv 1 1 IV1K Y I LI i^LKJVlAllivJvrtJ 

"rVfMtt/'^PTVPPY/f APT t crrnv/frvpi? 
iNINKl^fc.1 V K_Clvl/\L,LL2tLj 1 IVlJL'rK 

HRACFVLSKPDFSTRWPGADA 
QRPPVLVVVALDSSLPFPQASG 
QRPPSLEDVDGGAGALVAPC 


17488 


47856 


A 


17594 


1 


1227 




17489 


47857 


A 


17595 


2 


2774 

— 


NLCSLIIPLREVTIVEKADSSSVL 
PSPLSISTRNRMTFLFANLKDRD 
FLVQR1SDFLQQTTSKIYSDK.EF 
AGSYNSSDDEVYSRPSSLVSSSP 
QRSTSSDADGERQFNLNGNSVP 
TATQTLMTMYRRRSPEEFNPKL 
AKEFLKEQAWK1HPAEYGQGIC 

JV1 YKlLN 1 t\cL V LlS.OlrCoLVlK'Jt 
LWLLLSGAINEKATHPGYYEDL 

VE.XoMUJvY IN LA I c.iilclsJJLrlK.0 
I DCTjp A FfYMP]\/1f:i A A I PT?VT TA 

YAFRNPNI 


on - 

J74 


— — 


— — 


— — 





^— 




17491 


— 

47859 




A 




T^9l 

















-j 


7290 




17493 


47861 


A 


17599 


153 


3834 




17494 


47862 


A 


17600 


299 


1184 






£^ 




17^51 


^ 


2^2 


















17497 


47865 


A 


17603 


36 


224 


TQWGPSVCWCLIPWPSFPDQ*P 
GF*AVLLPWRCQGFWPLLLAC 
APAGPATAAEPAVSSPAEP 


17498 


47866 


A 


17604 




624 




17499 


47867 


A 


17605 


1 


578 


RDLDLFSLPQDITLWHYVDGIM 
LIGSSEQEVASTLDLLVRHLHA 
RGWE1NLTKIQGLATSVKFLGV 
QWYGACRDIPSKVKDKLLHLA 
PPTTKKEAQHLAASFEWGPEQ 
KGLQQVQVAVQAALPLGLYDP 
ADPMVLEVSVADRDAVWSLW 
QAPIGESQWRPLGFQNKALPSA 
DNYSPFERQLLACYWALVETE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 














P1YRVSRKAANFEWSPEQEKAL 
QQVQAAVQAAWPLGPYDPAD 
PMVLEVSVADRDADWSCWQA 
SI/GHKVGHAQQHSIIKWKWYI 
RDWARADPEGT 


17501 


47869 


A 


17607 


1 


338 


S1YLVTQKAA/SSEWGPEQEKA 
LQEVQAAVQAALILEPYDPAGP 
VVLEVSLADRDAVWSLWQAPI 
GESQQRPLGFWSKALPSSA/DH 
KACHAQQHSIIKWKWYIHDRA 
RAGPEGT 


17502 


47870 


A 


17608 


1 


757 




17503 


47871 


A 


17609 


1 


1317 




17504 


47872 


A 


17610 


2 


24 


LCQRLLLAEPNEKPGSLGNVM 

AVARIEIGICEYYHEKTTEKALD 

SHGVLAGSTIKGVRSFQRNLEL 

KLPATERATANAIELLTVLDQA 

YENFAPQILPSTG SPTSQETAQF 

KAN QNKPL VRG KG S PH E AIRYI 

SAAHREWKPAILTSA1RSFCST 

WL V FTSKNFPKLVTQH G STI AG 

NGQSSDETQVQGAAWKSDSRG 

TKRQ1PTW1LAEGNNAGAQLD1 

PGPTI PAPNCSLKVPQSWSTTPS 

MPSSLGKAYWLLACYWALVET 

E/RLAMGHQVTM\KPELPVMN 

WVLSDPSSHKVGGAQQHSINK 

WKWYIRNRARAGPEGTS*LPAP 

LIG 


17505 


47873 


A 


17611 


1 


1815 




17506 


47874 


A 


17612 


875 


1916 


PGKQGLEWTPRKLQQTCKRGA 

GQLEEKLANRKQ*HQH*QKG*P 

/PQKLNAKDHNSSPTREQNWTE 

NEFDELTEVGFRRWVITNSSEL 

KEHVLTQCK.EAKNFDKRLEEL 

LIQITSLEKTMISDLMELKNTARE/ 

LLEAYTSINSQIDQAEMDR*PD* 

*RRK£RRJK*HNKK.**RGYHN * S 

\QEIQTT1 RE YYKHL YANK.LEN L 

EEMDKPLDTYTLPRLNQEEVEP 

LNRPITSSEIEAVINSLPNQKSPG 

QTNSQLTSTRDAEKAFNK1QHP 

FMLKTLNKLDIDGTYLKITrvAI/ 

S*QTHSQCHTEWAKAGSIPFEN 

RHKTRMPSLTTP1QYSIGNSGQ 

GNQEFWKLHLVEREW 


17507 


47875 


B 


17613 


1 


1158 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


17508 


47876 


A 


17614 


851 


1344 


11LKPSPSPLYPWKNCLPRNPSL 
VPKRQTGSGVDIWQTAADLQQ 
RGLLEGKLTNRKE*YQHQQKR 
CPHQNPI*RSPTSNTKARE/QNW 
TENEFDELTEVGFRRW11TNSSQ 
LKEHLLTQCKEAKNLEKRLEEL 
LTRITSLEKNINDPMELKNTAEE 
PHEAYTSINS 


17509 


47877 


B 


17615 


99 


716 




17510 


47878 


A 


17616 


1 


588 




17511 


47879 


A 


17617 


1 


1140 




17512 


47880 


A 


17618 


1 


774 




17513 


47881 


A 


17619 


3 


527 


A EN S KKQNASSPPND/RNS S/E A 
QNWTENEFDELTEVGFRRWIV 
TNSSKLKEHVLTQCKEAKNLD 
KRLQELLTRITSLEKNINDLMEL 
KNTARELREAFTSFCVNCEAVS 
LITSLREDSHWLEDSKGHRM/R 
RHQE*KCEYFHPPHPGLQFYQL 
PESDSHSDPLWPHGGSFLSSVV 


17514 


47882 


A 


17620 


1 


1383 




17515 


47883 


A 


17621 




990 




17516 


47884 


B 


17622 


337 


1515 
















QTKSNNVNIKKQDVHTKTPSEG 
HQHQRPK\DHNSLPAREQNWIE 
NEFDELTEVGFRRWVITNSSEL 
KEHVLTQCKEAKNLEKRLQEL 
LTRITSLEKNINDLMELKNTA 


17518 


47886 


A 


17624 


1 


771 


MPFSDTERVITGPSTKVHSYPG 

GLQALLLQLRLHSLMWRWSAA 

VA1GVHVRCDLLAVHPVLWAV 

PQWQEPIEKMLTLIPGPRITATII 

GLYQHEG1RAYCDSRVYYIKPS 

SGIESVLTRPSTQDHNSSPAREQ 

NWTENEFDELTEVGFKKWVIT 

NSFELKEHVLTQWKEAKNLEK 

RLANLLTRITSLENINDLMELK 

NTAQELHEAYASINSRINQSEER 

ISEIEDQLTE1EQVDKIREKRIK/R 

RNEQSL*EIWDYV 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17519 


47887 


A 


17625 


53 


814 


PGKQGLEWTPRKLQQTCKRGA 
GQLEEKLANRKQ*HQH*QKG*P 
/PQKLNAKDHNSSPTREQNWTE 
NEFDELTEVGFRRWVITNSSEL 
KEHVLTQCKEAKNFDKRLEEL 
LIQITSLEKNISDLMELKNTARE/ 
LLEAYTSFNSQ1DQA EMDR* PD* 
*RRKERRJK*HNKK**RKEQAAI 
FAVLQPPLVITRQTGSGVDPQK 
TPADLQKRCRTVRRKTSQQKA 
V A STLTK RI TTQKLN AKDHN S S 
PTREQNCTENEFDELTEVGFRR 
WV1TNSSELKEHVLTQCKEAKN 
FDKRLEELLIQITSLEKNISDLM 
ELKNTARERWKHTQVSiAKSIK 
QKWTASQTNKEEKREESNSTIK. 
NDKGDITTDPTEIQTTIREYYKH 
LYANKLENLEEMDKFLDTYTL 
PRLNQEEVEPLNRP1TSSEIEAVI 
NSLPNQKSPGQTNSQLTSTR 


17520 


47888 


A 


17626 


1 , ,,. 


1566 


















17522 


47890 


A 


17628 


1 


2172 




17523 


47891 


A 


17629 


1 


504 




17524 


47892 


A 


17630 


2 


1601 




1 7525 


47893 


C 


1 763 1 


132 


278 




17526 


47894 


A 


17632 


380 


828 


EVLRVMIELNAVIYPYPKDTGC 
QPLV*HAAASLNSPEVMGATQ 
LKPLRPCKKCPKI\LEGGH*EW 
MEARHRNLGTLHGLPCSRTHF* 
TTTAQGEWLCCLCHCGEHPQG 
GRHPCIC*HCYSCHTLAPPVQW 
TPN V AEPDN KA G A QYKSPRV 


17527 


47895 


A 


17633 


1 


963 




17528 


47896 


A 


17634 


2 


368 


EFSDP1HHTFDHMWRTKEHNE 
AGWLLLSSVDKVMKENDELGD 

SCRERTE I V EK* T* ALIML VADL 
Q*KVHAQPHHAQPRQVSTVKV 
RALIVLQEVTDP 




17529 




47897 


A — -, 




17635 




J 


— 

1881 




17530 


47898 


A 


17636 


755 


939 


ARKNTRIIYSYGVCKNVETWR* 
MFCTLLGRQQGCATVGK.GDRC 
GPLRYYASWRKGDVLQGD 


17531 


47899 


A 


17637 


367 


423 




17532 


47900 


A 


17638 


3 


1925 




17533 


47901 


A 


17639 


1 


1137 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17534 


47902 


A 


17640 


153 


474 


QTKSNNVNIKKQDVHTKTPSEG 
HQHQRPK\DrFNSLPAREQNWIE 
NEFDELTEVGFRRWVITNSSEL 
KEHVLTQCKEAKNLEKRLQEL 
LTRITSLEKN1NDLMELKNTA 


17535 


47903 


A 


17641 


1 


1068 




17536 


47904 


B 


17642 


1 


717 




17537 


47905 


A 


17643 


585 


2302 


VLQLLRQERLELFVPPGELVVS 

LASGVKLQTFAGGKAWLLQTH 

SDLGEQKLTTFIPISLSLKVIFWC 

NWPEAKTAAYDGEQATCEPVL 

KAMFLADTHLLREFLGHWLDK 

LRREWQVERAFQTALWLLQPE 

VVFILEDVFDEGKWSTSEAWV 

DDVEQFRKMFRH PSH VQLKVV 

AGNHDTGFHYETNTYEVERWR 

NRNNPSF1MGS1TPTDYALSKCH 

LPPEDVVLIIYCGVKLPDRIVDS 

KAGLLKLPVLKNVISTQLQFPSI 

MDQLLVYNLFNETSPLVMCLD 

VMAMSNRGNHHLAATRLRKV 

LDHNSLPAREQNWTENEFDELT 

EVVFRRWVITSSSELKEC/DVLT 

QWKEAKNLEKRLDELLTRITSL 

QKNINDLIELKNTAQELHEAYT 

S1NSQIDQVEERISE1EDQLNEIK 

CEDK1REKRMKRNKQTLQETW 

DYVKRPNPCWIGVPESDGENG 

TKL ENTLQDII\QENFPN L ARQ A 

NIQ1QE1QRTPQRYSSRRATPRHI 

IVRFTKVEMKEKMLRAAGEKE 

DETDNNEFFLWSQKGKRAGTL 

NDHVEESCPPTKNACLGTPIHC 


17538 


47906 


A 


17644 


1 


282 


P1YRVSRKAANFEWSPEQEKAL 
QQVQAAVQAAWPLGPYDPAD 
PMVLEVSVADRDADWSCWQA 
SI/GHKVGHAQQHSIIKWK.WY1 
RDWARADPEGT 


17539 


47907 


A 


17645 




903 




17540 


47908 


A 


17646 


1 


349 




17541 


47909 


A 


17647 


1 


489 




17542 


47910 


A 


17648 


1 


352 




17543 


47911 


A 


17649 


1 


505 


KTDGSWRMTVDYHKLNQVAT 
PVAAAVPDVVSLLEQ1NTSLDT 
WYAAIDLGNVFFSIPVHKVHQK 
KFAFSWQGQQYTFTVLPQGYIN 
SPALCRHFVRRHLD/RFSLPQDI 
TVVHYIDDIMLVGVPL1YRMTR 
KA AI FE WGPEQKA LQQ VQA A V 
QAALPLGPYDPADPMRLR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17544 


47912 


A 


17650 


1 


1557 


MASPEAVASQDNDGFSQKPPPT 

PLFASRSVNRLKSQRTPRGEVE 

SVTDGEKTDGSWRMTVDYCKL 

NQVVTPIAAAVPDVVSLLEQIN 

TSPDITLVHYIDDIMLNGSSEQE 

VTNTLDLL V RH LC A TG WE IN PT 

K1QGSSTSVKFLGVQWCGDCR 

D V PSKVKDKLLHL APPTTKKE A 

QHLTGLFGFRRKYIPYLGVLLC 

PI YQ VTRK A A SFQ WRPEQEKAL 

QQVQAAMQAALPLGPYDPAGP 

MVLEIAVADTEAVWGH/WHSA 

SFPSHPCHCPMGP*TKWP*WQG 

WRLCMGSATWTSTHEG*PGYG 

HQ*VPNLPAAETNTEPAI*HHS/ 

SRRSASYLVAG*LYWTSCIMER 

AE\HLL WI WVCLSCMQCFCQD 

YHPWTHGMPYPPLWYSTQLCL 

*PRHSLYH*RSVAVGSCSWNSL 

V LrLor j5t ooKV UK 1 VcKxrill J 
1 1 lvlr 1 SytJK Vt^n^KOU&Lr&Li 1 

THHHP* * STSM IFASCF YGITFC 

WSRGLSSRGRNAATRRQNNSIK 

L*VKIATWTLWAPPTSK.L 


17545 


47913 


B 


17651 


47 


838 




17546 


47914 


A 


17652 




1566 




17547 


47915 


A 


17653 


1 


981 


MVAIAKVLIAYKEDSDSHNQPN 

TRMTVSKGPVSAVEGGRRGQD 

SDDCVEENDAVRTWPPSRILRT 

ESHPSPHTCSWRRHLLSSCPYT 

GMSFPIPSSGNISSTHAVISFPPL 

SEEMNPMLPKATVMTSLEAAA 

RQNLKSRQAPRCEVESVTHEEV 

YYTRKELFEFSNLYRKKSGEQ1 

REWILRKTDGSWRITVDYRKL 

NQMVTPIAAAVPDV/VVSLLEQ 

1IN I orKj 1 WVLUrilNLI WrvULUt^rL 
T prtXTTTT VHVTnnH/IOTr.CCFflP 

VANTLDLLPALMAS W/ENSP* SI 
DRGRED* SL VHKWFCTICRH H P 
KVDSCSTTAPF* DIPEGQQL 


17548 


47916 


B 


17654 


179 


1219 




17549 


47917 


A 


17655 


1 


2655 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, Y=possible nucleotide insertion) 


17550 


47918 


A 


17656 


1 


942 


MVGKAKWKPLELPLPRKIVNQ 

KQHHIPEGIAEIAATIKDLKDAG 

VV1PTTSPFNSP1WPVQKTDGS 

WRMTVDYCKLNQVVTPIAAAV 

PDVVSFLEE1NTSLGTWYAAID 

LANAFFSIPVHKVHQKPFAFSW 

QG/QQYTFTVLPQDYINSLAL*H 

NLIWRDLDYFVLLLQDITLVHYI 

DDIMLIGSNDHKVGGAQQHSII 

KWKLYIHDQAQTGPEGTTTSV1 

AQWAHEQSGPGSRDGGYAWA 

QQHGLPLTKADLATTTAECPVC 

QQQRPTLSPRYGTIPSLPLTKAL 

TLQLKKCSSGPMLMEFTGLAM 

FPIILKQLD 


17551 


47919 


A 


17657 


1 


868 




17552 


47920 


A 


17658 


83 


346 




17553 


47921 


A 


17659 


1 


643 


M VG KAKWKPLELPLPRKI VNQ 

KQHHIPEGIAE1AATIKDLKDAG 

VVIPTTSPFNSPIWPVQKTDGS 

WRMTVDYCKLNQVVTPIAAAV 

PDVVSFLEE1NTSLGTWYAAID 

LANAFFSIPVHKVHQKPFAFSW 

QG/QQYTF rVLPQDYINSLAL*H 

NLIWRDLDYFVLLLQDITLVHYI 

DDIMLIGSNDHKVGGAQQHSII 

KWKLYIHDQAQTGPEGT 


17554 


47922 


C 


17660 


38 


202 




17555 


47923 


A 


17661 


3 


410 


LKSRQAPRCEVESVTHEEVYYT 

RKELFEFSNLYRKKSGEQIREWI 

l i? k r Trv:^u/y iTvnvt? v I "mpvnav 
LKfv 1 Uuo W KJ 1 Vl/i rvTvl^iN^lVl V 

1 r 1 AAA V rU V / V V oHyfcv^lJN 1 br 

GTW\LCHNLIWRDLDCFLLPQN 

itt \/uvTr\r\i\ytnircccr\cv a xt 
IILVHY liJlJIMi^lVjOLStytVArS 


17556 


47924 


A 


17662 


2 


526 




17557 


47925 


A 


17663 


2 


431 




17558 


47926 


B 


17664 


55 


1506 


















17560 


47928 


A 


17666 


73 


310 


QLAEPPHWLPD*KGAGFEWGP 
EQKKALQ*VQAAVQAALPLGP 
YDPADPMVLVVSVADKDAVWI 
FHLSGSDRWRRTYRCL 


17561 


47929 


A 


17667 


323 


687 


KTDGSWR/TVDYRKLNQVVTPI 
AA A VPD V VSLLEHIN 1 SPG I W/H 
HQKQFAFS*QGQQFT/FTVL/PH 
GYINSLALCHNLIRRDLDHFSLP 
QDITLVHYIDD1VLTGSSEQEVA 
G SVLESTCRHTK V 


17562 


47930 


A 


17668 


3 


1363 




17563 


47931 


A 


17669 


1 


1203 
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SEQID 


SEQID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hoc! 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






17564 


47932 


8 


17670 


130 


1374 




17565 


47933 


A 


1767! 


1 


1063 




17566 


47934 


A 


17672 


3 


239 




17567 


47935 


A 


17673 


231 


3 


INI^ttt^fcUoLJvrrlrUrooW lAr/r 














KPTLGQKGTCCTEKKKKKKKK 














GRI 


17568 


47936 


A . 


17674 


1 


1270 




17569 


47937 


c 


17675 


100 


270 




17570 


47938 


A ._ 


17676 


459 


1978 




17571 


47939 


A 


17677 


35 


347 


VVRAWYPGWGQGSEKEWQW 














DQQEALGRVRGSKVTGEWEGR 














AGPEGTGQNGEGPRGILEVGGT 














TAPFCLAEGEWG PGGHPHHLLF 














PPSPPRPPPQPPPTPPEPPS* PPSP 














PRPPPQPPPTPPEPPS 


17572 


47940 


A 


17678 


236 


397 


N WLQPCG*AHPTGSGFPAPKLC 














PASPGAPFSNEMLSEPGPTLAPM 














PT/GAPCRSHGAGHSGDPGWPS 














SSPTGEDTNSAGPGAARVQMG 














CGHCVSLVPR*/CCWTPGGA 


17573 


47941 


A 


17679 


1j2 


492 


TDHRDRKDKHPPALPASAMDK 














KNA/GQEGRPGASRGSSPMATA 














TTGPQGVMPGYH*CSLRPKGSS 














VGLW*MLPGLGLTLQDSGLPS 














GPRQVQNYCPGAKALNQGPQE 














PA*CKASNQRPSVYLPTREYPS 














EQIIVTEKTNILLRYEHQQWTK 














RTLPRRK.TRSKQRKLTYGYCH 














YRSTG SN ARLPLMFIKTQGFFS 














RLVVDAAWPGTHPSGQWAPF 














WPKAGPELLSRSQGFESGTSRA 














KLfvlr YrlMAArvrlv 


17574 


47942 


A 


17680 


618 


755 




17575 


47943 


A 


17681 


796 


1092 




17576 


47944 


A 


17682 


1 


391 








A — 












Tf&ti 




TT&ti 





§8l 




17579 


47947 


A 


17685 


749 


1667 




17580 


47948 


A 


17686 


1 


2088 




17581 


47949 


A 


17687 


189 


438 




17582 


47950 


A 


17688 


387 


497 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17583 


47951 


A 


17689 




728 


MAQE1EGDRLFRARLTRRVQG 
KGPCGPLKAPLGMVPECHSVK 
PSRDTFDSTKSFKALLLSFLKIP 
AIDVHKPIDHP1NFTFPDPGHRA 
PARHRHSTAAAVTMSPSGP/PA 
AAPSPCSPIPRHG*GPLRATSYC 
PVSWKQKQNSVSNKQTNEQTK 
TAKAEGARSRGPRNKIPGLPPG 
PRSGLR1WLPPPREGSGFQTPAR 
GHPQPPCSGKGTECQSIAQNLA 
SRISPVGTSCGRTSRQT1RVRK 


17584 


47952 


A 


17690 




819 




17585 


47953 


A 


17691 




2115 


MSGSYSSVWAEDDIQFDSRFLE 

LKGDTKIDLKRFSSQGYVEPGK 

YNLQVQLNKQPLAEEYDIYWY 

AGEDDVSKSYACLTPELVAQF 

GLKEDVAKNLQWSHDGKCLKP 

GQLEGVE1KADLSQSALV1SLPQ 

AYLEYTWPDWDPPSRWDDGIS 

GIIADYS1TAQTRHEENGGDDS 

NEISGNGTVGVNLGPWRMRAD 

WQTNYQHTRTQLALGEDYLNS 

D1FDGLNYVGGSVSTDDQMLPP 

HLRGYAPDISGVAHTTAK. 


17586 




A 


17692 




1080 ..._. 




17587 


47955 


A 


17693 




253 ..... 




17588 


47956 


B 


17694 




1069 




17589 


47957 


A 


17695 




Z 6 . 4 ... 




17590 


47958 


C 


17696 


136 


990 




17591 


47959 


A 


17697 




1422 






47960 




17698 




1017 




17593 


47961 


- — 

A 


17699 .. 


— 

176 


431 




17594 


47962 


A 


17700 




846 


















17596 


47964 


A 


17702 




1578 




17597 


47965 


A 


17703 




1149 




17598 


47966 


A 


17704 


22 


441 




17599 


47967 




17705 


828 


920 




17600 


47968 


— 

A 


17706 


1 


231 


MtorvivLL'iNA/CAUtjOL' rt^L,ri 

QCPR*TAVD*RRNQTAFA*RDA 

P'PVO UCtYY'M A O DIVA' LT A". I \ft~\T> 

QKNADGGGGQRRJ 


i-7601 — 


47969 




17707 




563 




, 176 .°. 2 .. . 


47970 


- — 

A 


17708_ 


19 


372 




17603 


47971 


A 


17709 


134 


491 




17604 


4^fi — 


A 






969 










17717 


59 






17606 


47974 


A 


17712 


186 


725 




17607 


47975 


A 


17713 




251 




17608 


47976 


A 


17714 


1381 


2217 




17609 


47977 


A 


17715 


357 


804 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17610 


47978 


B _ 


17716 




2j61 




1761 .! .. 


47979 


A 


17717 




28j2 




17612 


47980 — - 


A 


17718 










47981 








J\22 




17614 


47982 


A 


17720 




3018 




17615 


47983 


A 


17721 




4371 




17616 


47984 


B 


17722 




2010 




17617 


47985 


A 


17723 




2168 




17618 


47986 


A 


17724 




2067 


MKEIEIQKSLPKINESRSWFFEKI 

HKIDRLLARLIKKKREKNQIDTI 

KNDKGDITANPTAIQTT1REYY 

KHLYANKLENLEEMDKFLDTY 

TLPRLNQEEAESLNTP1TGSDIE 

A I IN S LPTKKSPGPDGLTAEFYQ 

RYKEELKKEGILLSSFYEAS1LLI 

PKPGRDTTKKENFRPISLMNID 

AKILNK1LANRIQQHIKKLIHHD 

QVGFIPGMQGWFN1CKSINVIQ 

HINRTKDKNHTI 1 SI DAEKAFDK 

IQQPFMLKTLNKLGIDGTYLK.il 

RAIYDKPTANIILNGQKLEAFPL 

KTGTRQGCPVSPVVFNTVLEVL 

AREIRQEKEIKGIQLGKEEVKRS 

LFADDMIVYLENP1VSAQNLLK 

LISNFSKVSGYKINVQKSQAFL 

YTNNRQTESQIMSELPFTIAPKR 

IKYLR1QLTRDVKDLFKENYKL 

LLNEIKEDTNKWKN1PCSWVGR 

INIVKMAILPKGIHRFNAIPIKLP 

MTFFTELEKTTLKF1WNQKRAR 

1AKS1LSRKYKAGGSMLPDFKL 

CYKATVTKKAWYWYQNRD1D 

QWNRTEPSEIMPHIYNYLIFDKP 

EKNKQWGKDSLFNKWCWENW 

L llUKJvLRLLJrrL 1 r Y 1 clINoKW 
llvL'L.JN VKrK. 1 JK 1 -Lc.clN.Llj IN 1 
run \/tr; leaner A/i ^k'TPk' auaw a it 

l^lUMOK.L'rlVlJ>rv 1 r IV A MA 1 1S.AK 

I D E WDLL KLK\SFCT A KETT V R 

\/\| d adtc \l/"CTTtT A JVC C 


17619 


47987 




17725 






3457 




17620 


47988 


— 

A 


17726 









17621 


47989 


- — : 


17727 




3384 






4^97 


5— 






3^21 










TT?3 








17624 


47992 


A 


17730 




3345 




17625 


47993 


A 


17731 




2382 




17626 


47994 


A 


17732 




3720 




17627 


47995 


A 


17733 




3894 
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SEOID 
NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17628 
— — — 


47996 


A 

— 


17734 


1 


2427 


MGCVRQIIPLGTHPVVHQLTSIP 

QNCQSPQKTRKDREIGQPRGAY 

GDMRSKCNVMLMMESWNRKR 

TLEIQTTIREYYKHLYTNKLENL 

EEMDKFLDTYTLPRLNQEEVES 

LNRPITHSDIVTIINSLPTKK\SPG 

PDRFTAKFYQRYKEELVPFLLK 

LFQSIEK/EGILPNSFYEASIILIPK 

LGRDTTKKENFRPISLMNTDAK 

ILNKILANRIQQHIKKLIQHDQV 

GFIPGMQGWFNIRKSINIIQHIN 

R1KDKNHMIISIDAEKAFDKIQQ 

PFMLKTLNKLGIDGTYLK1IRA1 

YDK.PTANIILNGQKLEAFPLKT 

GTRQGCPLSPLLFNIVLEALAR 

AIRQEKEIKGIQLGKEEVKLSLF 

ADDMIVYLENPIVSAQNLLKLIS 

NFSKVSGYKJNVQKSQAFLYTS 

NRQTESQ1MSELPFTIASKRIKY 

LGIQLTRDVK.DLFKENYKPLLK 

EIKEDTNKWKNIPCSWIGRINIV 

KMAILHKALYRFNAIPIKLPMT 

FFTELEKTTLKFIWNQKRACIA 

KS1LSQKNKAGGITLPDFKLHY 

KATVTKTA WYWYQNRDI DQW 

NRTEPSEI1PP1YNYL1FDKLDKN 

KK WG KDCLFNKWC WQN W LA I 

CRKLKLDPLLTPYTKJNSRWIK 

DLNVRPKTIKTLEENLGITIQDI 

GMGKDFMSKTPKAMATKDK1D 

KWDLIKLKSFCTAKETTIRVNR 

QPTKWEK1FVTYSSDKGLISRIY 




47997 


— 


— — 







— — 

— 




]7630 


47998 




17736 








17631 


47999 


A 


17737 


1 


4842 




17632 


48000 


B 


17738 


331 


3282 




17633 


48001 


A 


17739 


1 


2880 




17634 


48002 


A 


17740 


1 


3213 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


17635 


48003 


A 


17741 


1 


2561 


MKAE1KTFFETNKNKDTTYQNL 

WDTFKAVCRGKFIALNAHKRK 

QERSKIDTLTSQLKELEKQEQT 

YSKASRRQEITKIRAELKEIETQ 

KTLQK.INESRSWFFEKINKIDRP 

LTRLIKKKREKNQIDSIKNDKG 

DITTDPTEIQTTIREYYKHLYAN 

KLENLEEMDKFLDTYTLPRLNQ 

E E VE SLNRPI TGSE1EAIINSLPT 

KKSPGPDGFTAEFYQRYKEELV 

PFLLKLFQSIEKEGILPNSFYEAS 

I1LITKPGRHTTKKNFRPISLMNI 

GAKILNKILANRIQQHIKKLIHH 

DQVGF1PGMQGWFNIRKSINVI 

QHINITNDKNHM1ISIDAENAFD 

K1QQRFMLKTLNKLG1DGMYL 

KIIRAIYDKPTATQNLLKLIGNF 

SKVSGYKINVQKSQAFLYTNNS 

QTESQ1MTELPFTIASKR1KYLG1 

QLTR DVKDLFKENYKPLLSEIK 

EDTKKGKNIPCSWVGRINIMK 

MDILPKV1YTFNAIPIKLPMTFFT 

EVEKTTLKFICNQKRARIAKSFL 

SQKNKAGGITPPDFK.LYYKATV 

TKTACYWYQN RDIDQ WNRTEP 

SEIMQH1YNYL1FDKPDKNKQW 

GKDSLFNKWCWENWLA1CRKL 

KLDSFLTPYTK1NSRW1KDLNIR 

PKTIKTLEENLGS1IQDIGMGKD 

FMSKTPKAMATKAI1DEWDLIK 

LKSFCTAKETTMRVNRQPTEW 

EK1FATYSSD1GLISR1YNELKQI 


17636 


48004 


A 


17742 


1 


5042 


MTGSNSHIT1LTLNINGLNSAIK 
RHRLASWIKSQDPSVCCIQETH 
LMCRDTHRLK1KGWRKIYQAN 
GKQKKAGVAILVSDKTDFKPT 
KIKRDKEGHYIMVKGSIQQEEL 
TILN1YAPNTGAPRFIKQVLSDL 
QRDLDSHTLIMGDFNTPLSILDR 

o l Kt^rv V IN iSJU 1 l^cLlNo/VLrll^AlJ 

LIDIYRTLHPKSTEYTFFSAPHH 
TYSKIDH1VGSKALLSKCKRTEI 
ITNYLSDHS A I KLELRIKNLTQS 
RSTTWKLNNL 


17637 


48005 


A 


17743 


101 


471 


M LSRILASRNRMRFA VEV VRA 
VRE/RVGNDFIIIYRLSMLDLVE 
DGGTFAETVELAQAVEAAGATI 
INTGIGWHEAR1PTIATPVPRGA 
FSWVTRKLKGHVSLPLVTTNR1 
NDPQVADDILSSTH 


17638 


48006 


A 


17744 


161 


311 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


oT peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






17639 


48007 




17745 


221 


— 




17640 


48008 _ 


- — 

A 


17746 


20 


346 




17641 


48009 


A 


17747 , 


431 


1578 




17642 


48010 


A 


17748 


1 


771 




17643 


4801 1 


A 


17749 


3 


863 


AVLRREMRQMEGAWLGSDLV 














DQGKERLNRLGFFETVDTDTQ 














RV/PGSPDQVDVVYKAIVSLGGR 














LFYN DFQADDADLSDYTNKKIE 














IIDSHADYFHIDIMDGHFVPNLT 














LSPFFVSQVKKLATKPLDCHLM 














VTRPQDYIAQLARAGADFITLH 














PET1NGQAFRL1DE1RRHDMKV 














GLILNPETPVEAMKYYIHKADK 














ITVMTVDPGFAGQPFIPEMLDK 














LAELKA WREREGLEYEIEVDGS 














CNQATYEKLMAAGADVFIVGT 














SGLFNHAEN1DEAWRVMTAQIL 














AAKSE 


17644 


48012 


A 


17750 


2 


893 




17645 


48013 


A 


17751 


139 


2057 




17646 


48014 


A 


17752 


2 


361 




17647 


48015 


A 


17753 


497 


897 


PRSASFSAWLAFCST/TKDSHPL 














LAQLLDGVENLDHRQHLLFTA 














GHGARPLIRAHADVEENCDHPF 














ILIVHPSIHP1IYLS1IIPSTIRGERL 














MTQIPL1KHFLAGVTGLKLTQQ 














MRFCENVCLPL1ATAGNRQTH 


17648 


48016 


A 


17754 


83 


10>8 


PSRAGHLPPKIKSSMAGTTPCLS 














1MVRQRK/PLVPAPLYQGMRDG 














KIVRFEEITRTPLEVQDCLLASA 














LALGLALMGNAQA VTTI PF WH 














SMEGELGKEVDSLAQRFNAEN 














rDYlS.lvr 1 YKOiN Y bl^INLijAvjlA 














AFRTGNAPTYFAGH1MQACGV 














ALSAT1YFIRRKVVSLSDQKLNI 














AMTFVGSMSGALLVQYVQAD 














VLRQILPILVICIGLYFLLMPKLG 














CCnUftDDAjlVP.I DCAI I A ( '.( ' C'\i 

r^fcL>ls\ ( 'rvKJVl Y ULrrALlALJuOV 














vjr Y UUrrurnAtjor Y ALAr V 1 L, 














fTTrMI AI/ATAUAI/T rxlATCMir 

L-ur IN L AfvA 1 AH ArvLLN A I aJN Itj 














uLLbrlLuuKVIWA lUrVMLVU 














ts^r Lu Ar riO VrlLV 


T7649 - 


48017 




17755 


571 


7728 




17650 


48018 


A 


17756 


332 


511 




17651 


48019 


A 


17757 


581 


637 


RALR*SLQDGSAKRGASVS 


17652 


48020 


A 


17758 


1 


1098 




17653 


48021 


A 


17759 


1 


366 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


17654 


48022 


A 


17760 


321 


611 


vjcOC/IN Y LUo V V 1V1 1 W V Al 

wnrurpQi ppa^i Rnr.*pnnv 

W^t^rit_,l^i>jLKUAol_yl\VvJ tsXILJv 

TnTRfJFTTk'RFM ARWWV/WR A 
t U 1 rvAjrj, 1 lrvrvClvlArvlN W V/ WlvA 

RVINAGFSRGSLLRGPISDHRRK 
RLSASIRQFYPRP 


17655 


48023 


B 


17761 


95 


645 




17656 


48024 


B 


17762 


1 


3978 




17657 


48025 


A 


17763 


1 


328 


MLIAEGLMTAKNITVITNSLPA 

AFALSENKD1TLVVCGGTVRHK 

TRSMHGS1AERSLQDINADLMF 

VGADG1DAVNGITTFNEGYSIS 

GAMVTAANKVIAVLDSSKFNR 

RGFNQVLPIEKIDIIITDDAVSEV 

DKLALQKTRDTSLVYVLSLADF 

FRTASTIGERDGTQVEMILFAGF 

VYLV1SLSASLLVLTDCSTEVK 

KGEVVVVCGPSGSGKSTLIKTV 

NGLEPVQQGEITVDGIVVNDKK 

TDLAKLRSRVGMVFQHFELFPH 

LSIIENLTLAQVKVLKRDKAPA 

REKALKLLERVGLSAHANKFP 

AHYSGGQQQRVA1ARALCMDP 

I AMLFDEPTSA LDPEM IN E VLD 

VMVELANEGMTMMVVTHEM 

GFAVKWRJGSTQQGAQLHCNR 

WLHVRKHLLVAYYNLVGIKPG 

KESYMRLNEKALDDFCQSLVD 

YLSAGHFS1YER1LHKLEGNGQ 

LARAAKJWPQLEANTQQ1MDY 

YDSSLETA1DHDNYLEFQQVLS 

AAR*NLLKLKV1IM1DGGFQTGI 
VV1HNLLSIGFELRPNLRGAREL 
PVAFQLMKNALINTEMSGRQVI 
DQALTKIIKGFFV 




48026 




T7764 


216 


473 


DALRVASGNGCYSALLPLFCRL 
L*AESA*VPVQRPCGETLMRSS 
VVCLGGTAPECSSLGCAEKSGR 
SWPRKVAHTLGSWTVPRES 


17659 


48027 




F7765 






1570 




17660 


48028 


— 

A 


17766 







p A COT V\/1P*PI WPTAVCR AUriPA 
rAooLiVIVlrv ULlNKlA^rvArl^rA 

VRA Y * S AS APG I A * KEN A * G * RL 
HHR*NPAGKPDPGLL 


17661 


48029 


A 


17767 


1 


1827 




17662 


48030 


B 


17768 


1 


1281 




17663 


48031 


B 


17769 


72 


1169 
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SEQID 
NO: 


SEQ ID NO: 
or peptide 


Mel 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codnn for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17664 


48032 


A 


17770 


20 


552 


SAGDA*DWFWHGGVAGGNG* 
RSP*A/VTSSALKCIHRALVRAW 
LLRMKKV*ATCA*CVTMRLKC 
CIK*/CPDNSLRMVQLFFPDPWH 
KARHNKRR1VQVPFAELVKSKL 
QLGGVFHMATDWEPYAEHML 
EVMSSIDGYKNLSESNDYVPRP 
ASRPVTKFEQRGHRLGHGVWD 
LMFERVK 


17665 


48033 


A 


17771 


3287 


3568 


CAFQRNIWHAKLNASPTPVFVP 
**LLASLTIPMKPAAMPGGKMD 
WWRVCRASASRPCQK*SLCQT 
PAS VNTLLTVTA VCC A SM A STT 
TRLWK1 


17666 


48034 


A 


17772 




3126 




17667 


48035 


A 


17773 


249 


3943 




17668 


48036 


B 


17774 


1 


2178 




17669 


48037 


A 


17775 


263 


434 




17670 


48038 


A 


17776 


619 


1184 


MRTSCGSFIKRRVMRRIASGMV 

AENRAV**PSGICAIMVSTSSMK 

PMRSISSASSRTRPLSL/AEVQSA 

TFQVVQQTARSTDNDLRPLTQ 

GA*LHV1TLAAVQS/IPHLRRAC 

V*RNPSLLQQPVPPVRGSVPAP 

ESVVLSAQDQDSATEVKRMLQ 

FFRSPSGPYPERRGHSADVEYT 

LPELEM VFRN PDR 


17671 


48039 


A 


17777 




1485 




17672 


48040 


A 


17778 


497 


1838 




17673 


48041 


A 


17779 


534 


922 




17674 


48042 


A 


17780 




458 


MQQLEEALK.QLAQGSGSSQAL 
TQVRRWDSACQKLPDANLALI 
SVAGEYAAELANQALDRNLNV 

IvlJVlrsUN V 1 LfcUfcH^LK. 1 KAKb 

KGLLVMGPDC/WYVDDCRHTA 
GFC * RDAG RQ Y WRH WRFRYR 
DSGAVFADCAGRGGNYSRDWP 
WRARPQP 


17675 


48043 


A 


17781 


2 


270 


l^AUivi iuuAVrArVruAlMuu 
VL*K1 MJNlcr UAL 1 o VL/RlNi^r V I 
NriUbO 1 uuKyrAKriL&VuAK 

dtu acta e> p»r\TD nDrrrr D CI 
Ki rAol AKJJDlK^rUUCuUKi>L 


17676 


48044 




17782 


J 


J437 


— 


17677 


48045 


B 


17783 


63 


201 




17678 


48046 


A 


17784 


1016 


1263 


















17680 


48048 


B 


17786 


1 


1888 




17681 


48049 


A 


17787 


845 


2220 




17682 


48050 


A 


17788 


110 


581 




17683 


48051 


A 


17789 


696 


989 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn. 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17684 


48052 


A 


17790 


199 


573 




17685 


48053 


A 


17791 


1 


3270 




17686 


48054 


A 


17792 


1 


3018 




17687 


48055 


B 


17793 


















5~f5 




FLAQWLPELPLSRHLRQCTWCR 

RHRNRW*VRSLHRCWLADCRC 
PELRIRSHDL*SLAQRSLYDRTR 
TPDRRQLRTVLH WLLC 


17689 


48057 


A 


17795 


1 


2109 




17690 


48058 


A 


17796 


1239 


1854 


YH DDRNQPDAGNPSN A DSG PQ 
I*QATGSPRRLVRR\RWKRVNR 
LLAGKLA 1 VIDDFGYRPHNENQ 
VLAMPSAISVAVLPDSPHAREM 
ATKAHNSGHEVLIHLPMAPLSK 
Q/TAGEKYATPGDEQRRN*AHY 

C*\\XA/XTXT\/DV A \IC IXlMlJlV/ir'CV 
i> \W ViNIN Vr Y AVVjINiNHMLioK. 

MTSNLFGMQKVMQALERYNL 
YFLDSVTIGNTQAMRAAQGTG 
VKV1TRKVFLDGFAK 
















17692 


48060 


A 


17798 


74 


295 


TISVLWLMLSLNTSKKRLA*TG 
SIGFFGLHSFTPRNGLRGASGTA 
FFGGVEVSTCGSFSKLLAFTSV 
MSGGRL 


17693 


48061 


A 


17799 


1 


1872 


MLRIHCMQHWYNLSDGAMOD 

ALYEIASMRLFARLSLDSALPD 

RTT1 MNFRHLLEQHQL A RQLFK 

T1NRWLAEAGVMMTQGTLVD 

ATI I E APS STKNKEQQRDPEMH 

QTKKGNQWHFGMKAHIGVDA 

KSGLTHSLVTTAANEHDLNQL 

GNLLHGEEQFVSADAGYQGAP 

QREELAEVDVDWL1AERPGKV 

RTLKQHPRKNRTGISIAYMTGSI 

RARVEHPFRIIKRQFGFVTARYR 

GCLNTITNGDVFPLATWFGG 


17694 


48062 


A 


17800 


1 


1269 
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SEQID 

NO: 


SF.Q ID NO: 
of peptide 


Met 
hod 


SF.Q ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17695 


48063 


A 


17801 


1 


1988 


MNDSEFHRLADQLWLTIEERLD 

DWDGDSDIDCEINGGVLTITFE 

NGSKIIINRQEPLHQVWLATKQ 

GGYHFDLKGDEWICDRSGETF 

WDLLEQAATQQAGETITGFRV 

YTLQLNAQLRLGFLRLPYSVNL 

ATEYKSLTHYTKVPEATNPSLE 

SSVDVK.LSANRLKYPMMRKRL 

MKMWREAKALHSDPVEAWAS 

IIEDADKAKSFKQARGRGGFVR 

SSWQEVNELIAASNVYTIKNYG 

PDRVAGFSPIPAMSMVSYASGA 

RYLSL1GGTCLSFYDWYCDLPP 

ASPQTWGEQTDVPESADWYNS 

SYIIAWGSNVPQTRTPDAHFFTE 

VRYKGTKTVAVTPDYAEIAKL 

CDLWLAPKQGTDAAMALAMG 

HVMLREFHLDNPSQYFTDYVR 

RYTDMPMLVMLEERDGYYAA 

GRMLRAADLVDALGQENNPE 

WKTVAFNTNGEMVAPNGSIGF 

RWGEKGKWNLES1A\RIENPHF 

RSVKHNPVLVRQLPVKNLTLV 

DGNTCPVVSVYDLVLANYGLD 

RGLEDENSAKDYAE1KPYTPA 

WGEQ1TRVPRQYIETIAREFADT 

AHKTHGRSMI 1LG AG VN H WY H 

MDMNYRGMINMLIFCGCVGQS 

GGGWAHYVGQEKLRPQTGWL 

PL AFALDWN RPPRQMNSTSF FY 

wuccnu/Dvrf \/c Anui t cdt a 
NH&M^ VVK i tls. VoAV/bLLbrLA 


17696 


48064 


A - 


17802 


3854 


5726 ._ 




17697 


48065 


B 




1 - - 


1869 




17698 


48066 


A 


17804 


j91 


1246 




17699 


48067 


A 


17805 


58 


135j 




17700 l 


48068 




17806 


872 


2123 




17701 


48069 




17807 


i 


L422 




17702 


4J5070 


- — 


17808 


217 






j 7703 


l^Zl 


— 


T^To" 




— 

1^ 












T 






17705 


48073 


A 


17811 




1626 




17706 


48074 


A 


17812 


779 


832 




17707 


48075 




17813 




i 8 .!^ 




j 770 ^ 


4W^ 


— 







H 








j— 


TW& 


157 




ALVCSSPWPSEKCKSKPQ*DTIS 
HQLEWQSLKSQETTGAGEDVE 
K 


17710 


48078 


A 


17816 




1446 




17711 


48079 


A 


17817 


1 


306 
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SEQ ID 

NO: 


SF.Q ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17712 


48080 


A 


17818 


71 


513 


T1RSGLGWSQMEMRNMLGTGA 
KKYKLPSENTINTSTQIN*KI*K 
KR1NSSTHTLSQD*TRKKLNL*I 
DQ*QELKLWQ*SIAYQPKRVQD 
QMDSQ/REFYQRYKEELHINRA 
KDKNHMII SIDAEKAFDK.IQQRF 
MLK.TLNEVLMGR1SK 


17713 


48081 


A 


17819 


1 


828 




17714 


48082 


B 


17820 


1 


567 




17715 


48083 


A 


17821 


1 


1224 




17716 


48084 


A 


17822 


1 


897 




17717 


48085 


A 


17823 


207 


547 


NHFLQGLGPLLQFPTSSSSPSET 
TSAWTLCPHHYQAFGQSHSTSL 
*EV/HKLSHIFMSSSEPSKLFQPL 
PVTQFQSRFH1FRYLFSS1PLYW 
CQFTVLVHFPAADKDISVTTIP 


17718 


48086 


B 


17824 


1 


1128 




17719 


48087 


A 


17825 


1 


765 




17720 


48088 


A 


17826 


1 


952 




17721 


48089 


A 


17827 


1570 


2176 


FLQSTHLTKG*YPESTMNSNKF 
TRKKQPNQRAKDMK.RPFSKED 
IDAANKHMKKCSSSLAIREMQI 
KTTMRY HFTPVRM A 1 1KKSGNN 
RCWRGCGEIGTLLHCWWDCKL 
IQPLWKSMWRFLKDLELEIPFD 
PAIPLLGIYPKDYKSCCYKDTCT 
HMF1AALFTIAKTWNQPKCPTM 
1DW1KKMWH1YTMEYYGAIKR 
MSSCPL 


17722 


48090 


A 


17828, 


1 


531 




17723 


48091 


A 


17829 


1 


462 




17724 


48092 


A 


17830 


876 


1111 




17725 


48093 


A 


17831 


2 


276 


SHQWAFLWRKDAHVRKESGY 
MYSLYDRAYGERTTGRRGRGR 
GPIPRP 


17726 


48094 


A 


17832 


1 


1290 




17727 


48095 


A 


17833 


1293 


1863 


rstpsmke/qlatalprhmtae 
rmiriantefrkvpalgncdtm 
sfvsaivqcpqlglepgsasgh 
ayllpfgnkneksgkknvqlii 

vregdefsfefGldeklihrpge 
nedapvthvyavarlkdggtq 

FEVMTRKQIELVRSLSKADTD\* 
PWMCPCPMKRKSAT 


17728 


48096 


C 


17834 




786 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17729 


48097 


A 


17835 


2 


654 


FCRQRQCQVYRRGRFTHAAFT 
GTHRDNVLQVQSKLRADGCAL 
EDYFSQSEQVLPSELAFDEAPQ 
DVVNKVFNITLRTIMEGQSIVN 
VDEIHRAARFFYQARQRDLYG 
AGGSNAICADVQHKFLR1GVRC 
QAYPDAHIMMMSASLLQEGDV 
VLVVTHSGRTSDVKAAVELAK 
KNGAKI1CITHSYHSPIAKLADY 
IICSPAPETPLLGRNASARILQLT 
LLD AFF VS V AQLN I EQ ANINMQ 
KTGAM*KRP*NWQK_RTGQRLF 
V*P1ATIHR*RNWPI1LFAHQPRK 
RR Y * V VMPRQE Y YN 


17730 


48098 


A 


17836 


1 


4806 




17731 


48099 


A - 


17837 


1 


466 




177j2 


48100 . — 


B 


178j8 


193 


1045 




17733 


48101 


A 


17839 


1 196 


2732 


















17735 


48103 


A 


17841 


290 


664 




17736 


48104 


A 


17842 


302 


1716 




17737 


48105 


A 


17843 


249 


909 




17738 


48106 


A 


17844 


36 


340 




17739 


48107 


A 


17845 


902 


1455 


RRCVLRP/GLDIMRNRLNIRQQ 

QRLEQAAYEMTALRAATIELGP 

LVRGLPH LRT1HRQLYQDIFDW 

AGQRR1TL1NHGFVPKSTTVVET 

NGPSDQSIAMRRPGQTISRIHQV 

QKKLGIELTNCYEHSGLPD1KN 

1 1 irDnTUAUDADI ADl ITT 

V 1 OlblCKl^ 1 HAKrAKLAKLlr 1 

ANKTNTINALVDIEVDDFFTDA 
CQIDCCFETGSHSVLARLGGAS 
AQDLQLDATSASHGSK 


17740 


48108 


A 


17846 


1 


1668 




17741 


48109 


A 


17847 


1 


1080 




17742 


48110 


A 


17848 


1 


907 


MRAGFTSN VLTFLTCTSHFLNT 

FRAADVANVQTATSNFRQIQVF 

EDIITQYNGKYILAVEGNPPLGE 

QGMFCISSGRPFIEKLKRAAAG 

ASAIIAWGTCASWGCVQAARP 

NPTQATPIDKVITDKPIIKVPGCP 

PIPDVMSAIITYMVTFDRLPDVD 

RMGRPLMFYGQRIHDKCYRRA 

HFDAGEFVQSWDDDAA\PKVT 

ACTKWAAKGLPPITPVPHTLE* 

WVWSRLLAGGNGLDRGRFSGV 

DSSWISYLSSAISVTMAPATTLN 

QTSKAALAACAISTLCNGWPA 

VILAQHRWMKWSGLAS 


17743 


48111 


A 


17849 


239 


899 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 










A 








^IVlKJvtV 1 AL i UUbrUK 1 AMK 














MlN Kif AL 1 US> 


17145 


zfrn 

















— 


TfEl 

— 




— 


— 









48U5 




— 


VT53 


^ 
















488 






17749 




48117 




A 




17855 


563 




687 




LLARTSRQ* KTSLNCVNK.L*M P 










— 




— — 


SU^WAVLLLrVLKLWWLKI 






A — 













17751 




48119 














1037 




17752 


48120 


— 

A 


17858 


2 


7 


1 1 priFPfQMI A PX/PPCr" 1 /" 1 UAun 














T PVPQQ A *X!Pr: A <Z.CWC\C\ A P \\C\C\ 














SHQWAFLWRKDAHVRKESGY 














MYSLYDRAYGERTTGRRGRGR 















GP1PRP 


17753 


48121 


- — 




— _ 


-! — 







17754 


48122 


A 


17860 


129 j 


1863 


RSTPSMKE/QLATALPRHMTAE 














RMIR1ANTEFRKVPALGNCDTM 














or V :>A 1 V ts/L-rv^LU Lbru aAjun 














AYLLPFGNKNEKSGKKN VQL1I 














GYRGMIDLARRSGQI ASLSARV 














V IvDOUcr or E.r U LL*CrvLl HKrut 














NEDAPVTHVYAVARLKDGGTQ 














FEVMTRKQIELVRSLSKADTD\* 














PWMCPCPMKRKSAT 


17755 


48123 


A 


17861 


207 


210 


QLSLLLNLPLDS1I11 1RLASSALK 














K V INUl^ V *J AArr KxlV^LSr rr KJn A 














VSLAPRPVPVEWSCAKLLCLSC 














RVNCQD* GNKA LTS I HF V WG E 














Ol VuMVlWLr I U i bAHr V IvUr 0 






















17756 


48124 




17862 


2 


654 


rrpnprif yi\/vpp r.ppru a a pt 
rUKV^Kt^L^^V 1 KKuKr 1 nAAr 1 














O 1 rirvUIN V V ^oMiKAUULAL 














prwPCPiCT^r^vi dcpt a T7F\p a pr"\ 














DVVNKVFNITLRTIMEGQSIVN 














VDEIHRAARFFYQARQRDLYG 














AUUoJN A1UAJJ V l^rirvr LKIO V 














QAYPDAHIMMMSASLLQEGDV 














VLVV IrioUK 1 &UV rvAA V bLAK 














rvINU ArviiV^I irio Y HorlArvLAU Y 














IIPQPA PPTPT T fiPWACAPII CV T 
lll^or Art, 1 rLLtJiviNAioAlvlL/t^L, 1 














LLDAFFVSVAQLNIEQANINMQ 














fv I UAM rvKr IN W^tSJvl Ol^KLr 














V rIA 1 IriK Kin Wr JILr Aril^JrKJv 














RRY*VVMPRQEYYN 




| 7757 




4IT2I 







| 















Tf&ti 








17759 


48127 


A 


17865 


214 


907 




17760 


48128 


A 


17866 


1288 


2757 




17761 


48129 


A 


17867 


705 


839 


AGRSRENRRYRAKQPRCGKR*F 














*C V YRFYPSGR YAEPSS A PNYT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17762 


48130 


A 


17868 


121 


_I628 




17763 


48131 


A 


17869 


746 


1013 


TRARRRFITALRFSSLVSASPCC 
NWAAAFSS\YFCQQIVR*PHFDR 
QEKRSVQNQPDGCSSSASQSVR 
QRPKSPQQPVQSANPSLLLCR 


17764 


48132 


A 


17870 


2 


331 




17765 


48133 


A 


17871 


1 


591 




17766 


48134 


A 


17872 


1 


1197 




17767 


48135 


A 


17873 


45 


3402 


NRFSHISVTSACGWYHIPVEE/Q 

PEY/PGN LELERRIRSAIRWN AI 

MTVLRASKKDLELGGHMASFQ 

SSATIYDVCFNHFFRARNEQDG 

GDLVYFQGHISPGVYARAFLEG 

RLTQEQLDNFRQEVHGNGLSS 

YPHPKLMPEFWQFPTVSMGLG 

PIGA1YQAKFLKYLEHRGLKDT 

SKQTVYAFLGDGEMDEPESKG 

AITIATREKLD/NLVFVINCNLQ 

RLDSPVRWDELLRKDTSGKLIQL 

MNETVDGDYQTFK 


17768 


48136 


A 


17874 


452 


1395 


LAGATGTA1RLILHAPLLLPIKM 

RLP/TVSEGKPDSIPAAEKFAAE 

NKNTYGALASLELAQQFVDKN 

ELEKAAAQLQQGLADTSDENL 

KA V 1NLRLARVQVQLKQADAA 

LKTLDTIKGEGWAAIVADLRGE 

ALLSKGDKQGKHQRAENCE1Q 

GYIDMIKHLVAPLVFTSLILTGC 

QSPQGKFTPEQVAAMQSYGFT 

ESAGDWSLGLSDAILFAKNDY 

KLLPESQQQ1QTMAAKLASTGL 

THARMDGHTDNYGEDSYNEGL 

SLKRANVVADAWAMGGQIPRS 

NLTTQGLGKKYPIASNKTAQGR 

AENRRVAVVITTP 


17769 


48137 


B 


17875 


1 


1579 




17770 


48138 


A 


17876 


182 


2069 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


N ucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17771 


48139 


A 


17877 


1 


2017 


MESGVATRPIADFDVYIDKLTE 

FVYKTNLFMKPIFSQARKAPKR 

VVLPEGEEARVLHATQELVTLG 

LAKPIL1GRPNVIEMPJQKLGLQI 

KAGVDFEIVNNESDPRFKEYWT 

EYFQIMKRRGVTQEQAQRALIS 

NPTVIGAIMVQRGEADAMICGT 

VGDYHEHFSVVKNVFGYRDGV 

HTAGAMNALLLPSGNTFIADTY 

VNDEPDAEELAEITLMAAETVR 

RFGIEPRVALLSHSNFGSSDCPS 

SSKMRQALELVRERAPELMIDG 

EMHGDAALVEAIRNDRMPDSS 

LKGSANILVMPNMEAARISYNL 

LRVSSSEGVTVGPVLMGVAKP 

VHVLTPI AS VRRIVNMVAL AVL 

FVNADETTVVNFHACFACVEV 

FTVRHTTNRYQHGVVTLRFSG 

CFFAFHRHiNAVFFRFNIQAVFV 

ALRPEVIAIMHKLREQGHRVVV 

LSNTNRLHTTFWPEEYPEIRDA 

ADHIYLSQDLGMRKPEARIYQH 

VLQAEGFSPSDTVFFDDNADNI 

EGANQLGITSILVKDKTTIPDYF 

AKDKARHRTRPLWAWLKLLW 

QR1DEDNMTTLAGNLAYVSLLS 

T VPT VAVVFAI PA AFP\4FQPi\/Q 
LVrLVA V V r ALr A rtr rMr o U V o 

IQLRHFIFANFLPATGDVIQRY1E 
QF V AN SN KMTA VG AYASL AI SS 
YLLSLIANVLMLMS*SVLRMS 
WNPKWAWSS1WYS 


17772 


48140 


A 


17878 


31 


312 


TTFISLFSSYFVI YNI LLLI YLIFA 
ASFCLLVV*CNTVFITVCSAGD 
VSGMSATWCAFVAISVDHFTG 


17773 


48141 


A 


17879 


1 


1098 




17774 


48142 


A 


17880 


1 


1015 




| 777 j| 






j 7 ^ 










4Tfii 






?31 


T7J5 




I7777 


48145 


A 


17883 


785 


956 


KKWMHSAV* WRKRSIRRVSSL 
GY*TQAKDRRFALPELRRIVCS 
TVRRYVRRWRTNRT 


17778 


48146 


A 


17884 


221 


367 j 




17779 


48147 


B 


17885 


1 


1318 
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SEQ1D 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


17780 


48148 


A 


17886 


1190 


1634 


APSQTVSLPEVASSMSGVMAG 














VEAVSSPGPYAVCAGSLLPSGW 














LCVK.TSVIAMIASAWSAPGAVS 














IKRSSAVSVRJWALCGA\QPECA 














VRSLPSYPAFRQVLAPVTHAL* 














PRRSSGCP*CDYSLQLLLQ*PAH 














*HLQGLLRKQLSCQR 


17781 


48149 




17887 




2499 




17782 _ 




A 


17888 




i454 


1698 




17783 


48151 


A 


17889 


635 


1665 


KSIFWRAPADCEP/QVRQSAKV 














QFGDYQANGMMAVAKKLGM 














APRQLAEQVLTHLDLNGIASKV 














E1AGPGFINIFLDPAFLAEHVQQ 














A L ASDRLGVATPEKQTIVVDYS 














APNRGFFGGGAPLGTTLQDLTR 














PTKEDGLQAKP1SFWASFALQF 














VNVK1ILYGVTALSTFVLPQTQ 














ALSWVVGVSVLLAMIGTFGNV 














CWALAGHLFQRLFRQYGRQLN 














IVLALLLVYCAAFSKGTSDNVA 














LLFRSQRVKANCITGYTDGQLR 














IFFRMLNCIFQSFATQNVNVQV 














LTTFNANFWFHFYWNFTVFNV 














TQFAYCNHFIFCITCFCNDATPF 














AFFAVQQPERVHRK.TA1LL 


17784 


48152 


A 


17890 


73 


2l ? _ 




17785 


48153 


A 


17891 


2049 


2445 


VFPVFLRIYVFWKKPGMKVTN 














A RN WQL KPLFTELP V I L PDTQL 














HYVAWMELYSPAE*ERJQA*FV 














VWSWNIWLY*A*RLIQK*IIALT 














PVVRTGKTKLMSAILFNITIHR 














MKAMNLSSPKRRLPPRNCGKK 




48154 




17892 


i 


H76 




17787 


48155 


— 
A 


17893 


332 


572 


RGGA*RQKHRRTSALSLLSLP* 














NMATAVHLHRFSTRRAVTSSS 














ARKWTNSGAMSGLNRASAXAV 














LRV*QSPEDGCCARIR 


17788 


48156 


A 


17894 


80 


405 
















TCDIC A OCT T A T W A A r.mflTT 














t^L 1 AlNAVnouMAijrNrNfcVLV 














T7t A 1CV A D r , TMCTTDTCTMC\/\4D 

rLAJ-CK-AKVjllNo 1 Ir 1 o 1 INo V IVIr 














nil?DTCTT\iITCTCCnDnD 
t^lKr 1 o 1 1M 1 o 1 tlot^Kt^JK 


17789 


48157 ... 


A 


17895 


1 


1392 




17790 


48158 


A _ 


17896 


! 


1374 — 




17791 


48159 


A 


17897 


1971 


2306 




17792 


48160 


A -- 


T^P 


209 
















2I0" 




17794 


48162 


A 


17900 


1 


456 




17795 


48163 


B 


17901 


222 


3807 




17796 


48164 


A 


17902 


3140 


3219 




17797 


48165 


A 


17903 


240 


298 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


17798 


48166 


A 


17904 






NQPVYRSNGD/RIWRTGKLFPT 
TVFRLIRTLSPRAFPPFTSYRRCS 
VAY 


17799 


48167 


B 


17905 




1994 




17800 


48168 


A 


17906 


1 


2151 




17801 


48169 


A 


17907 


3 


1127 


GTPYASQPV1RPVEGSKPLIKQV 

LDIGAHGTDKT1AQKLARVAR 

MHFARQRLAAVATFACSAQNA 

1ALMEEIAANFSYEMIRLTECIL 

GFTWNRLYQGINVHNAERVRQ 

L AHDG H EL V YVPCHRSHMDY L 

LLSYVLYHQGLVPPHIAAGINL 

NFWPAGPIFRRLGAFFIRRTFKG 

NKL YST VFREYLG ELFSRGY S V 

EYFVEGGRSR/TGRLLDPKTGXM 

LRGGTRPITLIP1YIGYEHVMEV 

GTYAKELRGATKEKESLPQML 

RGLSKLRNLGQGYVNFGEPMP 

LMTYLNQHVPDWRESIDPIEAV 

RPAWLTPTVNNIAADLMVRTN 

NAGAANAMNLCCTALLASRQR 

SLTREQLTEQLNCYLDLMRNVP 














pvi \/vt wa/cpcwi rm?ci vrn 
AFGCVLCVLCFWCGVCWGWF 
SRCLVLVRVLDCVAVAWVCPL 
GVGIGLWV/RVLPTGLVSAVPC 
CCDVLARFRVDLCWG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 


17803 


48171 


A 


17909 


1 


2470 


MFQPSDSGKSFIFNMSVGYNLE 

G IKQPPMQQF1 DNMMDASDHP 

KFAQYRDTLNKLLQDDAFLAR 

HGLQEKRESLQALPAR1PTSMV 

HGVTLSTMHGCPPHEIEAICRY 

MLEEKGLNTFVKLNPTLLGYA 

RVRE1LDVCGFG YIG LKEESFD 

HDLKLTQALEMLERLMALAKE 

KSLGFGVKLTNTLGTINNKGAL 

PGDSTSGVLRTYERLLTAWML 

TCPCADEHQRG ESVKLATALT 

WWLRGSQNRDEITKDGFQSNH 

AGG1LGGISSGQQIIAHMALKPT 

SSIDVPGRTINRFGEEVEM1TKG 

RHDPCVGIRAVP1AEAMLAIVL 

MDHLLRQRAQNADVKTDIPRC 

AQSIGSFSNGCIVGADTLPIQSE 

HYQVMRTDQRRYFGHPDLVM 

FIQRJLSSQVSNLGMGTVLIGDM 

GMPAGGRFNGGHASHQTGLDV 

Dl FLQLPKTRWTSAQLLRPQAL 

DLVSRDGKHVVSTLWKPEIFSL 

IKLAAQDKDVTR1FVNPAIKQQ 

LCLDAGTIATGCAKCDPGVSIG 

A YAYLLTLRAQCL A HDLPDPLE 

PLEIDGTLLPRYVF1HGGPRVFT 

YYTPKEESIKLFHDYLDLHRSN 

r INLL* V V r V o V Mr UKArUKt 

K G E VNP P L RM L N G V Q KF F A V L 
W LG RD SF V RFS PS V SLRRM A D E 
ur.Tnk'TiAnic'i \at?vat?m\ufa 

HU 1 L/K 1 1AV^N.L\/\K V Ai\iVl\rlr A 

RQRLAAVGPRLPARQDLFNKL 


17804 


48172 


A 


17910 


1 


734 




17805 


48173 


A 


17911 


1 


962 




17806 


48174 


A 


17912 


1630 


2633 




17807 


48175 


A 


17913 


1360 


1600 


HSTGRWATTINVPITCGTKARH 
STSSICKTGMILLWANALKQHC 
LLSRNLP*KGESINVANSLLSYF 
NLRPQCNQTRTQD 


17808 


48176 


A 


17914 


1 


816 




17809 


4lT^ 




tUt! — 


ii 
















5sT 


RDS*MANAS*RCSLA*RATMFP 
A * SATSIFHARPG VEGT*I VRI V 
V1MLRLLSRRKVRGIRLPAAVLI 


17811 


48179 


A 


17917 


619 


1167 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17812 


48180 


A 


17918 




764 


DSGQQLDDVQLARYLLSGQNQ 

rlS.SJJlvP Y KVK L 1 UAMLKL1L 1 

L/VIEGNVTLGIIRVKIGTGCVIFC 
NSGDWR*LRNQSVYRCGRCES 

AC/71 V14\X/APT DVOVT \/t Qt^W/V 
OoOL Y ti WnKLrVLVLVLSLWK 

VLTSSLVPPD 


17813 


48181 


A 


17919 


3 


9"P~ 


















17815 


48183 


B 


17921 


1 


1287 




17816 


48184 


A 


17922 


289 


958 




17817 


48185 


A 


17923 


1 


5079 




17818 


48186 


A 


17924 


1 


255 




17819 


48187 


A 


17925 


1892 


2448 


TESRCADGAGSVDVGTEPVVP 
RVELVAKWPGSRAGGTGLGCS 
PWVGAGCVGGLGPQARLSGPT 
A STEA S AKA ASTL ASLM WLRV 
RL*GACPFARTGATAPSSSKGP 
ELGVSGLRKATWMGRGSGCCT 
RGLGAGEWRAVPESCGLDESS 
EDSDDRDHAVPFSSSSCRRSML 
RPRRVARGLCRRRGV 
















17821 


48189 


A 


17927 


929 


1148 


TVWNGTCGLPFSSLMKCMVIM 
1MRAIQKKMMSKPDTITLVGW 
N*RRASVFSGQPRVEKVHSAEE 
NQVSRTSSS 


17822 


48190 


A 


17928 


125 


937 


RISMVFPWCFCSCSRTLATTPAP 
TVRPPSRIAKRRPSSIA1GWIRVT 
TILMLSPGITISTPSGSSMVPVTS 
VVRK*NCGR*PLKNGV*RPPSS 
LDRMYTSDSNLHGLRPAVSPVT 
NTPA/SDGYYSHDGSLAQVDLS 
ANYHEGQYTSAGLSLQGGATL 
TTHGGALHRTQNMGGTRLLID 

AUuVAUVr vcUInUAAV I 1 IN 1V1 

FGKAVVSDVNNYYRNQAYIDL 
NKLPENAEATQSVVQATLTEG 
AIGYRKFAV1SGQKAMAVVNF 
AEGKVSLAVV 


17823 


48191 


A 


17929 


3992 


4213 


VPAIQQKFPRSWKLGGERPPKA 
FRLRLSAA*RKSVP*AQRSLAD/ 

oLilvlr LIvLbN-L-LL? 1 r 1 1^1 V cjAr 

KIQREGS 


17824 


48192 


A 


17930 


1 


1636 




17825 


48193 


A 


17931 


1 


900 




17826 


48194 


A 


17932 


1 


939 




17827 


48195 


A 


17933 


427 


1250 
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kTcation'tf first 


cYd C orforUst C l!n 0 ino°ldd < 


Amino acid sequence ( X=Unknown, 


ISO: 


of peptide 


hod 


in USSN 






*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


17828 


48196 


A 


17934 


521 


805 


LCPSNTSPLSCLLCDLVASTEM 














APMRVFQPA PK VN A * * LF ATI EP 














PYSVNKLLKPY* * PA WTKSLCL 














LAPSIWLRPAAKSYFDTPGCSIF 














GTAA 


17829 


48197 


A 


17935 




2052 




17830 


48198 


B 


17936 




573 




17831 


48199 


A 


17937 




1278 




17832 


48200 


A 


17938 


161 


659 




17833 


48201 


A 


17939 




588 




17834 


48202 


A 


17940 


695 


1281 


KLKPYSWAFSRQSGRSVILTPPR 














VTVVVVAGFGPIPVFGTVMVRP 














GWAAP*FLPVASVYFP*AGLAG 














FLKKNRGCCANPAPPPIRRP1MY 














PP/MQRLQEPPADWWACAWFS 














GKD*\WKKSPPNCTRCA 


17835 


48203 


A 


17941 


261 


2045 




17836 


48204 


A 


17942 


1 


637 




17837 


48205 


A 


17943 


31 


280 




17838 


48206 


A 


17944 


1 






17839 


48207 


A 


17945 


1 


2496 




17840 


48208 


A 


17946 


330 


507 




17841 


48209 


A 


17947 


1087 


1875 




17842 


48210 


A 


17948 


1 


476 




17843 


482 11 


A 


17949 


' 


537 




17844 


48212 


A 


17950 


2 


492 




17845 


48213 


A 


17951 


1 


1 101 




17846 


48214 


A 


17952 


2538 


2833 


TRRNWRPIQSSEESWRAAGSST 














PLTTQNRQQTAGIY*RSR*TAA 














RR*SPALPRRNPRLATAG\WQY 














ATQTRQQ\RVPQL*LSAPATRK 














NRLLANAWLTM 


17847 


48215 


A 


17953 


125 


1831 .... 




17848 


48216 


A . . 


17954 


2 


825 




17849 


48217 


A 


17955 


1 






17850 


48218 


A 


17956 


1 


1725 




17851 


48219 


A 


17957 


463 


1824 




17852 


48220 


A 


17958 


2 


117 




17853 


48221 


A 


17959 


1 


2640 




17854 


48222 


B 


17960 


223 


1560 




17855 


48223 


A 


17961 


638 


746 


RIP*MT*WS*KPWHKNYMMHA 














QASVDNLIKWKKGYQ 
















17857 


48225 


A 


17963 


17 


225 


SSPSKFTVAFFASLVMASAVSL 














ALSLRSLTTLSI/CGLVLQEERT 














DDALVEQFSPIRRARGHAPQQE 














ATEM 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17858 


48226 


A 


17964 


1 


521 


LVFLVLFVGFLSCFKSTYTLTY 
GDSPSLCDGLLIPIISRIDTNK.PA 
DNSISGIRDVGWVAKSYQVA/V 
GERLHN RTPGTSHQSDTRFDF* 
LC*PGSACPNLVSEHERPQANM 
LVEASGRLAA*YQNALSCSFGY 
GVGLVRRQDFSSLGRFLQSAFA 
SNRY*QVVWVFEFQQVS 


17859 


48227 


A 


17965 


267 


554 


LRFRFTRAVGRIFHRLDLLVLL 
GCNRYG RRGGDHGLCS VLVPR 
SLRLGRLPGGDSAAADAQSRH 
REKCR*DGVLVCDDQNRQTPV 
WKPHQEDVQV 


17860 


48228 


A 


17966 


1 


915 




17861 


48229 


A 


17967 


1226 


1399 


SDSN1SICTCAQ1H*KHFRI1*NCT 
L*EVEP*RLS*M*LQRKCVQGEP 
SKVHSLWGI 














SFFDYQTSALEHARR*LHCRT* 
NAGWLPHRTDRSSGYHGRTCS 
AAGRCSSGDHSSYQQQNPAEK 
LPAGHPQRSGSPERTG 


17863 


48231 


A 


17969 


45 


1198 




17864 


48232 


A 


17970 


348 


508 


RLFRWCPM*S\WASYFPPESQSL 
PDSYWLF*ECNLPTAYNSQNAII 
RESHAIYS 


17865 


48233 


A 


17971 


251 


601 


MAKXMSLSIAVFWRRLYAYYY 
PHLR*KS*TNW/QWWRSALS*A 
V*PNRS/IDSRWSIIWSVLFGML 
V/AT/ALAPAFWLRY*KKSFSA 
WNPTKSPRCLSNARPCCSLSKK 
ASLPWTIAARSR 


17866 


48234 


A 


17972 




2]21 




17867 


48235 


C 


17973 




1710 




17868 


48236 


A 


17974 




133s 




17869 


482j7 




17975 




1497 




17870 


48238 


- — 


17976 




824_ 




| 7871 


4lHo" 


— < 
A — 
















JWfl — 




3l5l 




17873 


48241 


B 


17979 


197 


2021 




17874 


48242 


A 


17980 




348 




17875 


48243 


A 


17981 




891 




17876 


48244 


A 


17982 




679 





2240 
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SEQID 
NO: 


SF.Q ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


17877 


48245 


A 


17983 


3 


2502 


EAIREVSNPIXPQEEIWTHREAVP 

PVQLLTGWCVTAKAPPDISAIS 

ALTAVKHGNCSSLTPLLNPPGS 

DVIVCAEMDEQWGYVGAKSR 

QRWLFYAYDSLRKTVVAHVFG 

ERTM ATLGRLMSLLSPFDV VI W 

MTDGWPLYESRLKGKLHAILV 

TFEEK.FQEEPVKKQ1IMVSISVS 

DTGGKKEKPKLINLSSKTNGLQ 

NTTEAQLCETKSDFELSFSGFNP 

ISIDTEDMKTGCCFQEQSVRRA 

YFKATSSPRRGL1ITKLTTRVDG 

YVADDPSRRYSGHGDLLWPNA 

GNSCVETTVGSLLCEVQAAPTP 

HTLEGKHGCRNK.EK.KRLTHSG 

ACTYTFSELGLELWAWNCGKT 

EVNLGAVGKGVGGDRGFKKIH 

AKSQFTCS VL YTFTI KQGI SLTL 

WSKVMHILEHLKENSKQLTSIC 

TRYQRVFGPTWLHETIFCKVAL 

TATLLAELEKTSTLQTFLDK.IWI 

LGAQQHTGSQEPSQALLTCDPA 

WK.KALRKVTQK.GGAFFGVDN 

LGSSLSPTTDLLYEEQRLTSLSG 

SWFPICVMVELTLRAGSSPGGR 

LYVEFDQAVTKEPRFLQYKHY 

WDG A VAG SSILRQDSFVAEAST 

TITR1ESPSVPSRSSTFLDDFS1TQ 

QHRRHAGLSVMLSLI1SPPVRGL 

CQERTLRRDFRERLM Y LDLEY 

QSGYCRLRTAGSEMQMVPDVL 

IFAHRSGLAGLFPGLDRRLVNA 


17878 


48246 


A 


17984 


10 


211 


GSQSTIFTFAARWYNLWANENT 
DTSISPLGVGEQRHCSSP*RFPD 

Q 


17879 


48247 




17985 




1725 




17880 


48248 


— 

A 


17986 




379 




17881 


48249 


A 


17987 




273 






iolsT — 


A — 











^||| — 








— 


57T 




17884 


48252 


A 


17990 


1527 


2005 




17885 


48253 


A 


17991 


578 


1312 




17886 


48254 


A 


17992 




1758 




17887 


48255 


A 


17993 




2433 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


17888 


48256 


A 


17994 




537 


SQEELLQQALVAQLA/HSEQLE 
GVQLPEPDEPSARHALPANEPR1 
VLNNGVVSYNDRPILNNLSWQ 
HIGYVSSSLHLDYRVSTTVRNV 
ILSG YFDSIG IYQA VSDRQQKLV 
QQWLDILGIDKRTADAPFHSLS 
WGQQRL ALI VRAL VKHPTLL IL 
DEPLQGLDPLNRQLIRRFVDVLI 


17889 


48257 


A 


17995 


1 


536 




17890 


48258 


A 


17996 


1 


13 \ 9 


















17892 


48260 


A 


17998 


3 


103 




17893 


48261 


A 


17999 


1 


745 




17894 


48262 


A 


18000 


1 


663 




17895 


48263 


A 


18001 


2 


297 
















VPAXIQI CAT AT FRT?PQVTP1 A AT 

AASPVCAGRFVLLKNHRRDLP* 
ISVPVNSSSNSARSLVWHSGRQ 
QIAPDWSSKDDFMRLGK.PNRFS 
VLLL ATWI R* STVIRRSPFTS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17897 


48265 


A 


18003 


1 


1341 


MVHRFG1RVRFVALGFYQDV1L 

PVRAHRHEWGHYVHLCASIQR 

QIDVSFARDATSHSSCPVTGVR 

FWGYPFAANKVVIAGFELEGET 

MTRPGLICAEGGLLVMIVSLRS 

ELYDSYHEFTRQRVTEIVEKAA 

NH LP A V VEMMTLHRC A1N RHN 

FVRRVGPAGISTFFASSPDGVN 

AGFSTFRVVFTCQRSRPLQRHS 

HADVQTATLLLNTVNLEQKQA 

N A I LSGLSDMIPN SSPESAPEIQL 

LQSRMILGKTIAELNLRDIVEQK 

YFPIVGRGWARLTKEKPGELAI 

SWMH I PQLNGQDQQLTLT VGE 

NGHYTLEGEEFTVNGMVGQRL 

EKDGVALTIAD1KAKPGTQFVL 

SQRTELEA INALQETFTVSERSK 

ESGMLELTMTGDDPQLITRILN 

S1ANNYLQQNIARQAAQDSQSL 

EFLQRQLP*TLSK.NRPTPFSAA*/ 

DDMIPNSSPESAPEIQLLQSRMI 

LGKT1AELNLRD1VEQK.YFPI/D 

GSRLGE1NQRKTR*AGDQLDAY 

STTEWSGSATDT\QVGENGHYT 

LEGEEFTVNG/NGRPASG KRWR 

CADYRGH*GQDQQLTLTVGEN 

GHYTLEGEEFTVNGMVGQRLE 

KDGVALTIAD1KAKPGTQFVLS 

QRTELEAINALQETFTVSERSKE 

SGMLELTMTGDDPQLITRILNSI 

ANNYLQQNIARQAAQDSQSLE 

FLQRQLPEVRSELDQRKKNSTFI 


17898 


48266 


A 


18004 


414 


893 


VFAQHGLTVAAIAAHARDRWF 
VGRTAHANPPVRCSTDGSGRVP 
VTRYSGFVAAAVILLTASPRGG 
ECSREAPLCSVSEYLLLQSAGE 
YAPAPRCVLRCVPSVDEDFVPV 
VPD*APPVEVALFLLRLTPVAR 
PADGGWLLAAIRPDALTSLAIV 
VLAAAR 




48267 


— 


18005 


432 


TTo8 




17900 


48268 


B 


18006 


1 


753 




17901 


48269 


A 


18007 


46 


282 




17902 


48270 


A 


18008 


1 


1201 




17903 


48271 


A 


18009 


1 


618 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17904 


48272 


A 


18010 


1 


1045 


MLCTKWDKLGLEKNAGKNKN 

A YKWYG WPAN A PDEPH1 EQL V 

GECRVMRQLKRLISRIAPSPSSV 

MVVGESGTAIPVVSHAEFKGGF 

ADIGVHYLDWTSRTTEKSSTKS 

HKDDFGYLEFEGGANFSWGEM 

YGFFDWENFYNGRHNKPGSEQ 

RYTFKNTNR1YLGDTGFNLYLH 

A YGTYG S ANR VNFHDDM\FL A 

GFGFQF*PAGGW/WGSNPFFAK\ 

RYTRSKPYYT\GDNGYV\AGWV 

AGYNFMLGSEKFTLTNWNEYE 

FDRDATYAADFLPLYDVDCQD 

NGNLEYDTYSQPEWKHNLFDH 

YLAVLYRFKDESGKEQFSGAV 

VKTREATPGKE1EAITRRMLDFS 

PRLKKLA 














YPRQHRQRADGSDRHR**/CWS 
A*IWANPTSNLPPCRFALTKRK 
RPILC APPSRQSYAA WCRWEIRI 
A 


17906 


48274 


A 


18012 


296 


1178 




17907 


48275 


A 


18013 


1 


1395 


MPSD1SLASCRLRATSRLFTDHR 

RQSDCMTA1NRJP1VDDEDNVR 

RFETHCANNVRTALHLFADIHP 

DVVLMDIRMPEMDG1KALKEM 

RSHETRTPVILMTAYAEVETAV 

EALRCGAFDYVIK.PFDLDELNLI 

VQRALQLQSMKKEIRHLHQAL 

STSWQWGHILTNSPAMMDICK 

DTAKIALSQASVLISGESGTGKE 

LIARA1HYNSRRAKGAFIKVNC 

AALRESLLESELFGHEKGLFER 

ANEGTLLLDEIGRM/PLVLQAIL 

RILQEREFERIG/GHQTIK/VDIAS 

LLAPTRLQAMVKEGTFREDLFY 

RLNV1HLILPPLRDRREDISLLA 

NHFLQKFSSENQRDI 1 DIDPMA 

rlvlOT T TA YX/CU/T>r , XTTDT7T C\I\/ICD 

MoLL i A WbWrOJNlKbl.olN VlbK 
A V VMNoOrllrbbULrr^lKvrV 
UlNAvjfcvlv 1 Ar VUcKNLIvn.E-lJvK 

VEKRJIMEVLEQQEGNRTRTAL 
MLGISRRALMYKLQEYGIDPAD 
















17909 


48277 


A 


18015 


1 


2154 




17910 


48278 


A 


18016 


859 


1014 


IKTGETHPGIGPSVM*RHSKAD 
LTHRHCGGIPEPQSVSFGSSQH 
GGGQFPPL 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17911 


48279 


A 


18017 


1224 


1520 


SPLVNQ*GA*KFFSRGNLFPQG 
ETH*KTKGVPCWTRYPDLKRS 
DSAEIFKTPANASGRTSGSLGC 
AAQLEKVADGRDLDEKLAEAG 
IGGSNKTSVWQG 


17912 


48280 


B 


18018 


182 


2392 




17913 


48281 


A 


18019 


72 


266 




17914 












PYRGSPRNGHQLCDHCSHRLSE 
DPFVRYSNHCQSISNYRCDKPP 
VRPLSPLHQKTDRKHHQRPDRP 
FQWSAAPAHGRWRSGDS*ETP 
LHYAQPAGKLRWLW VNY 


17915 


48283 


A 


18021 


1102 


1171 


LLGYGQQPPASNLLSEG*RSVV 
L*ISALRM*ALPPQKSSDAPNG 
WLPNRWP1SSTHM1R 


17916 


48284 


A ... 


18022 


1 


1279 




17917 


48285 


A 


1 8023 


1j29 


]40j 




17918 


48286 


A 


18024 


442 


918 


















17920 


48288 


B 


18026 


436 


988 




17921 


48289 


A 


18027 


637 


1086 




17922 


48290 


A 


18028 


1 


321 




17923 


48291 


A 


18029 


1 


845 




17924 


48292 


A 


18030 


298 


581 


GARAEARAGSGQGAGLGVSSP 
VRWRGWSDKGAERPGGPLSPL 
REVSRAGPSG/HAARGQQPGRP 
RFPPPGPRPPRRRCPCTRARPGG 
AAGGGPCL 


17925 


48293 


C 


18031 


450 


604 




17926 


48294 


A 


18032 


1279 


2253 
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SEQID 
NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in DSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 


17927 


48295 


A 


18033 


1 


1957 


MAQFHVSHPPAEWPRHVLLLM 

ADSKNELQNMNTGQTCGTRQT 

LKSKLQGWNKPGIQSDPGSQG 

HPRCLKTFPLVAQSSTQERNHV 

MEKAVLKSQNWAIIEEFITKIG 

WFPDYSGKVKYLSSPKSSCTTV 

LQVTHFSLFFHPNPDELVSKIKV 

WSICHRLYQNNSEAFLEVQIPEP 

KCEVYSMRTMGRRQPGTAMD 

LNAGGSICNVPRTLLHLTGESTF 

RDRQRVGAYLD1RGWYILVLV 

VDKEKLGIPGQKQNSSKILFGSE 

KLKQWVYVKNHAKESITQEAM 

G I WVGQQRKRQPLG YEERKLT 

NRKDIH1KNPSVCHHHQRPKVD 

KTTKMGKKQSRKTGNSKNQST 

SPTLKESSSSPATEQSWTENDFD 

ELREEGFRRSDYSELQEEVQNN 

GKEVKNFGKKLDEWITRITNAK 

KSLKDLMELKTKARELCDERTS 

LSSQCNQLEERVSVMEDEMNEI 

KQEEKFREKRI KRNEQSLQEI W 

DYMKRPNLRLIGVPESDGENGT 

KLENTLQDIIQENFPNLARQANI 

QIQEIQRTPQRYSLRRATPRHIIV 

RFTKVEMKEKMLRVAREKGRV 

THKGKPVRLTADLLAETLQAR 

RQDTHRLKIK\DGGRFTKQMEN 

RKRQGLQS*SQIKQNLNQQRSK 

ETKKA1T* W*RDQFNKKS 


17928 


48296 


A 


18034 


1 


2838 




17929 


48297 


A ..... 


18035 


1 


897 


















17931 


48299 


A 


18037 


749 


1020 




17932 


48300 


A 


18038 


1 


1773 




17933 


48301 


A 


18039 


1 


1890 




17934 


48302 


A 


18040 


1 


756 ... .. . 




17935 


48303 


A 


18041 


399 


660 


CPPEAVMPRRHEPVWEMTGFF 
LPDVLLSDSSDTSEGFRLHLET 
WAPFLCRCLSLRLIS*HHHQTT 
GNSSPPVSASQHQSVDRDSLN 


Tm6~ 


48304 


— 


T8042 


— 


2005 




17937 


48305 


A 


18043 


1 


490 




17938 


48306 


A 


18044 


104 


775 




17939 


48307 


A 


18045 


170 


451 




17940 


48308 


A 


18046 


1 


207 
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SEQ ID 

NO: 


SF.Q ID NO: 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17941 


48309 


A 


18047 


146 


678 


LGFLLRLSEMPRKQGDYRTR1W 
KFEDGLSNVLVIQLNKLIICVM 
CLVRDCDVLKTYFHR*SGLLPI 
KDTS/RPFTRVTVQWGKKNDQ 

1 r l^ULLU I OorAL 1 LIr£/UrJ\.rvriC 

GPPVKVGAYGGQVLHSKWAP1 
YHFLSSHNCNGFCYIS1ANLPKK 
FGQNIKECLTNNRIVPFNCVQD 


17942 


48310 


A 


18048 


270 


1444 




17943 


48311 


A 


18049 


700 


1062 




17944 


48312 


A 


18050 


3 


1096 




17945 


48313 


A 


18051 


1 


1500 




17946 


48314 


A 


18052 




6215 


MEDNLISINKIKILLAVSDGEIDE 

TFSLKQLMFNSVPVQNEDGSFN 

FEGVKAEFRPGTQTQEYIKGME 

DSSSEVTVNREVTTDNPYT1SVT 

NKTLSA I RIKMFMPRG VRIESN 

GDKNGVRVEYEVQQAVDGGSF 

ETVLTDV1EGKTMSGYDRSRRV 

NLPNFNNQVIFRVVRJCTPDSND 

SNVVDAIQVRSYAEVIDAKFRY 

PLTGLLFVEFDSKMFPNQLPTIS 

IRKRWK.IVNVPSNYDPESRTYN 

GNWDGTFKKA 


17947 


48315 


A 


18053 


1325 


1417 




17948 


48316 


A 


1 8054 




4971 




17949 


48317 


A 


18055 


251 


1091 




17950 


48318 


A 


18056 


1 


2277 




17951 


48319 


A 


18057 


2 


448 


KNDKGDI1VTTKSGGRGTSTVS 
FKLLKPEK1/GSKFSQKDLEMLF 
nUMlvAUr 1 bcJNroAAW Y LlblN 

HSNTSFEQLKMAVTNLKRQAN 
KKSEGSLAYVKGGLSTFFEAQD 
ALSAIHQKLEADGTEKVEGSMT 
QKLENVLNRASNTADTVYE 


17952 


48320 


A 


18058 


124 


984 





2247 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknmvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17953 


48321 


A 


18059 


142 


1393 


DKKPGMVPPPPGEESQTV1LPP 

GWQSYLSPQGRRYYVNTTTNE 

TTWERPSSSPGIPASPGSHRSSLP 

PTVNGYHASGTPAHPPETAHM 

SGRKSTGVDSQNLGSSSPSKKQS 

KENTITINCVTFPH PDTMPEQQL 

LKPTEWSYCDYFWADKKDPQG 

NGTVAGFELLLQKQLK.GKQMQ 

KEMSEF1RERIK1EEDYAKNLAK 

LSQNSLASQEEGSLGEAWAQV 

KKSLADEAEVHLKFSAKLHSEV 

EKPLMNFRENFKKDMKKCDHH 

IADLRKQLASRYASVEKARKAL 

TERQRDLEMKTQQLEIKLSNKT 

EEDIKKARRKSTQAGDDLMRC 

VL/L, Y Nt^A^olS-Wr t-tlvl V 1 1 1 Lfc* 

LkKJjfcVcKVcMJKl^ril^Ct^ Y 1 t^I> 

RHETDMFNQSTVEPVDQLLRK 
VDPAKDRELWVREHKTGN1RP 
VDMEI 


17954 


48322 


A 


18060 




435 




17955 


48323 


A 


18061 


3 


926 




17956 


48324 


A 


18062 


3 


693 


RPPLAYLRDGDARAGLNGLQL 
AVLAMLSSRKMFCKKSGQSYS 
PSRVL I TENDVKEG LQRSHIL YD 
RAGEEHYNCISALHKSMRGSD 
QNASLYWLARMLEGGEDPLYV 
ARRLVRFA\SEDIGLADPSALTQ 
A V A A Y ^U^nrlL4V]rcUcn.LL<A 

hPA/VVPA D A V>1{ QIFWQ A VMM 

^LV V i rAKArJVoJr. V Y oPl i in IN 

Vi/An DMUfV Ul DDA/DI 141 DX1 

V IvACLKJN n^Ur L,rr V r LrlLKJN 

APTRLMKDLGYGKGYKYNPM 
YSEPVDQEYLPEELRGVD 


17957 


48325 


B 


18063 


1 


2020 




17958 


48326 


A 


18064 


19 


404 




17959 


48327 


A 


18065 




407 


FRATITSAKMGAYKYIQELWR 
KKQADVMRFLLRVRCWQYRQ 

I V A 1 UP A DD DTP Anf ADD! r; V 

L i ALnKArKr 1 KAUJvAKJvLvj Y 

NDKQG Y VI YRIRVRRG GRKRPD 
PKGATYGKPVHHGDNQLKIAR 
SLQSDAEEPAGRHCGALREQSS 
Y*VGEHST 


17960 


48328 


A 


18066 


53 


431 


AKKGAYNYIQELWRKKRADV 

1V1 Kr L, L K V KL* W Y KA^ L, o A L, ri K/V 

PRPTRPDKARRLGYKAKQGYVI 
YKIRVRRGGRKRPVPKGATYG 
KPVHHGANQLKSAQSLQTGVQ 
ERPGHP*YAMRVLKAYRARPD 


17961 


48329 


A 


18067 


5 


328 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 
sequence 


Nucleotide location oi last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17962 


48330 


A 


18068 


93 


836 


AK.MGAY\KYIHELWRKKQSDV 
MRFLLRARCWQYPALHRAGTE 
WQLSALHRAPRPTRPDKARRL 
GYKQ\AKQGYVIYRIRVRRYI*D 
SCSPWWLKTAQFPKGCNFTGK 
PVHSWVFNQLKSFASKAFQFR 
WQEGGE AWDGTCG GLLEEFLN 
FFN W V W V/GKIST*QNFFEGLIL 

T A/TDT7U V C * Ci:CMDnTnU/r\r*DXT 
^oiirvJnK\CMKO\JL 1 oAKrtKoKU 

L/GKKGHKFHHTIGG/SLRRAT 
WRRRNTLQAPPLPLI 


17963 


48331 


A 


18069 


1495 


2055 




17964 


48332 


B 


18070 


125 


2530 




17965 


48333 


A 


18071 


345 


800 


RWRLQNLSFCSSCSGSGSEGAT 
CFARGR*RPPGNSLNVSRMGTR 

CCVCfD DUCDA TTT CWri/PD^lIT 

ooibLKKJibrArLbWulvuKL/jiL 

PXTl^ A T-IT T AT.A * WVQP1 CHCADV 
UlNlsJ\riJLL.AOA. rl Y or LbUoAri 

*N*VNGQI**R*TAHRSTPDAPT 

r;u*xir , r , c*i *pucv* r\x> a * on v 
un INLLo L Lno Y l^KA ru r 

RHD*CRMCC*CADCSHAC 


17966 


48334 












17967 


48335 


A 


18074 


205 


1734 




17968 


48336 


A 


18075 


I 


705 




17969 


48337 


A 


iHZ^ — 


590 






17970 


48338 








W\ 




17971 


48339 


A 


18078 


1043 


1248 


ITLGIMA1FTVLILPIHEHGMVFH 
LFVSSFISLSSGL*FSLICRSFTSL 
VSWIPKYFILFEAVVNGSSL 


17972 


48340 


B 


18079 


1 


1977 




17973 


48341 


A 








AWKV Lrr r V i>r \L £> i>U L * r bL 

KRSFTSLVSWIPRYFILFEAIVN 
GSSLMIWLSVCLLLVYKNACDF 
CTLILYPETLLKLLISLRRFELLF 
LSMFSASFRSSCKAGLVVAESL 


17974 


48342 


A 


18081 


471 


1442 


IU/CCUTA/PVFT CAT 17 V*f~:\/P'k''f*:C 

IWorril V r Y rLtALr V uVKauo 
or or LnMAU^roynnLLoKEjr 

Dun i?pc:r:r qi^td 


1797g 


48341 


— 


78082 


188 


355 




17976 


48344 


B 


18083 




1677 




17977 


48345 


C 


18084 


35 


1816 




17978 


48346 


A 


18085 


557 


724 




17979 


48347 


A 


18086 


179 


346 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17980 


48348 


A 


18087 


135 


1461 


INRIYILLSTTSHLFQN*PHSWK* 
STPQQM*KNRNYNKLSLRPQC 
NQTRTQDEETIISKSLNYMETE 
QPAPE*LLGT*QNEGRNKDVL* 
NQREQRHNIPESLGHI*SNC*QD 
* * RRKERRI K * MQ * KC * RCN KN 
AKGVITTDPTEIQTTIREYHKHL 
YANKLENLEDTDKFLDTYTLPR 
LNQEEVESLNRPlTGSEIEAirNS 
LPTKKRPGPDGFTAEFYQRYKE 
EQRIKYLGIQLTRDVKDLFKEN 
YKPLLNEIKEDTNKWKNIPCSW 
IGRIN1MKMAILPKVIYGFNAIPI 
KLPRTFFTELEKITLKFIRNQKR 
AR1AKTILSKKNIAGGIMLPDFK 
LYYKATVTKTAWYWFQNRDID 
QWNRTEASEITPHIYNHLIFDKP 
EKNKKWGKDSLFNK.WCWENW 
LAICRKLKLDPFLIPYTKINSRW 
IKDLNVRPKTIKSLEENLGIPFR 


17981 


48349 


B 


18088 


1 


2 -! 6 




17982 


i 8350 .. 


A - 


18089 


659 


826 




17983 


48351 


A 


18090 


3531 


3878 


















17985 


48353 


A 


18092 


1607 


1774 




17986 


48354 


B 


18093 




1666 


















17988 


48356 


B 


18095 




1549 




17989 


48357 


A 


18096 


557 


623 


KKWrNYWTHTPSQD*TRKKLN 
P 


17990 


48358 


B 


18097 


1 


1231 




17991 


48359 


A 


18098 


263 


1461 


GGSSCYPSWEATIRTAKMVTLR 

KARTLKVLTFLVLFIFLTSFFLNY 

SHTMWATTWFPKQMVLELSEN 

LKRLIKHRPCTCTHCIGQRKLS 

AWFDERFNQTMQPLLTAQNAL 

LEDDTYRWWLSLESVMFSVTM 

GFCLQRPFGDKQGTTQPVYINQ 

TGRDLTQQQRLQREKKPNNLN 

DTIKELFRVVPGNVDPMLEKRS 

VGCRRCAVVGNSGNLRESFYG 

PEIDSHDFVLRMNKAPTAGFEA 

DVGTKTTHHLVYPESFRELGDN 

VSMILVPFKTIDLEWVVSAITTG 

TISHTYIPVPAKIRVKQDKIL1YH 

PAFIKYVFDNWLQGHGRYPST 

ulLoVlroMnVLUtVULiUruA 

DSKGNWHHYWENNPSAGAFR 
KTGVHDADFESNVTATLASINK 
IRIFKGR 


17992 


48360 


B 


18099 


1 


4855 
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SEQ ID NO: 




SEQ ID NO: 




Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, '-possible nucleotide insertion) 


17993 


48361 


A 


18100 


571 


4189 


FSLKRSSTSLVSW1PRYFILFEAI 














VNGSSLMIWLSV*AKILVQRA* 














VLAFHPS*LRFVKDQVVVDMW 














HYF 


17994 


48362 


A 


18101 


7449 


7626 


SFRSRLFSFHVVELF*VSFLILSS 














SLIALWSERQSVIISVLLYFLRS 














AFLPTMWSILE 


17995 


48363 


A 


18102 


63 


329 


SGQRRKEVPSPTLPAPPFILKKK 














EWPDPPRSFFSGGHWAKSSCPS 














DCSSQLMAC*/CKNAKHQKDN 














SCLI/STHMKGNSERK*NSGYQ 














GLG 


17996 


48364 


A 


18103 


2 


618 


G A FLLE V AT A AG LS AGLTRLG S 














QVGGAMRRSKADVERYIASVQ 














GSTPSTLQKSMKGFYFAKLYYE 














AKEYDLAKKYICTY1NVQERDP 














KAHRFLGLLYELEENTEKAVEC 














YRRSVELNPTQKDLVLKIABCLL 














CKNDVTDGRAKYWVERAAKL 














FPGSPAIYKLK.N/DGWVRGQM 














VPKPDDEGVQVRGRSGRPDAG 














WRLNRRSSVGGSAW 


17997 


48365 


A 


18104 


1 


995 




17998 


48366 


A 


18105 


1 


513 




17999 


48367 


A 


18106 


62 


521 




18000 


48368 


A 


18107 


1 


375 




18001 


48369 


A 


18108 


76 


480 


L VKVCHCTYHH FLTG VVSLPR 














DGGKGAPCWGRARSPKSALLP 














YLAPGRG*VGTYEVQN/PNGTS 














PVQSPATDVGRSPALGNQEP/G 














T* SPGPQ1G RG VTGTA RPHTG V 














SRDSWRRPPSFILNAVANIPKGN 














AP1PKE 


18002 


48370 


A 


18109 


445 


1128 




18003 


48371 


A 


18110 


784 


1189 


IPLGKLLLKPVGAPQIERFPFQIP 














VPLCSLSFPSHSPSS SSARS * VRQ 














ES*LGTPGSAPTGSP/TSHHPSAS 














SPPHPSAKAAFLSFVCFLCS*PPP 














SSCHPCGLGPGPDPSQKMMICT 














VAHLNQSLIFTVVKVHLL i 


18004 


48372 


A 


1811 1 




2088 




18005 


48373 


C 


18112 


169 


213 




18006 


48374 


A 


18113 


1145 


1229 




18007 


48375 


A 


18114 




975 




18008 


48376 


A 


18115 




750 




18009 


48377 


A 


18116 


288 


368 


















18011 


48379 


A 


18118 


479 


1579 




18012 


48380 


A 


18119 


2279 


2398 


SDCSCPGL * GPPG RWHKRRKSG 














S PHLSTPEGTPA LTSQA 


18013 


48381 


A 


18120 


21 


190 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Linknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


18014 


48382 


A 


18121 


1 


1773 ■ 




18015 


4838j 


A 


18122 


18 


290 


VAGTWPNFLKKVGIVGKYGTR 

YGASLRKMVKKIEISQHAKYTC 

SFCGITKMKRRAVGIWHCGSC 

MKTVAGGAWTYK*V*FLVVFG 

SVWTT 


18016 


48384 


C 


18123 


325 


486 




18017 


48385 


A 


18124 


1 


498 




18018 


48386 


A 


18125 




306 


RQE1DSIHQVGVYCLALVPANT 
LPKTPLGGIHISQTKQLFLEGSL 
HPCN I LMCPHTC VTN LPKPRQK 
QP/WCRPCFRDGWESGCWKTY 
STSCWKGSGTNRRE 


18019 


48387 


A 


18126 


1 


1197 




18020 


48388 


A 


18127 


1 


390 


NSRVDDFVAPGLSEAGKJLLGLE 

FPERQRLAAAVG/CSPMSGVIS 

MSAPFFLGK1IDAIYTNPTVDYS 

DNLTRLCLGLSGVFLCGAAAN 

AIRVYLMQTSRQRVVKRLRTSL 

FSSILGQEVAFSDKAGTGELI 


18021 


48389 


A 


18128 


1 


695 


SGFMDHLEEKADLSELVEKEEL 

GFFQYYRERCHQKVYHP1TKPG 

GSAKDAAPGGGHHQAGPGQG 

GDEGIRMMFCVSPNRATFVVS 

V VPL VSI ID V 1 YG R YLRKLTK VT 

QDSLAQATQLAEERIGNVK\TV 

R AFGKEMTEI EKYPSKVDH VM 

QKARKEAFARAEGV1LNEKSFQ 

G A LEFKN VH FA Y PARPEVPIFQ 

DFSLSIPSGSVTALVGPSGSGKS 

TVLSLLLRLYDPAS 


18022 


48390 


A 


18129 


1 


2136 




18023 


48391 


A 


18130 


1 


822 




18024 


48392 


A 


18131 


257 


388 




18025 


48393 


A 


18132 


1 


765 


MVNALSLAAR1HAEVPADESPE 
MTEGYEGFYHLASMKGTVERA 
DMHYIIRDFDRKQFEARKRKM 
ME1AKKVGKGLHPDCY1ELVIE 
DSYYNMREKVVEHPHILDIAQQ 
AMRDCDIEPELKPIRGGTDGAQ 
LSFMGLPCPNLFTGGYNYHA/P 
SPKFSAVSAMLLASASSAGRCG 
ESIFSPLAYTSSPIESDSCGPAL* 
RFLRH*P/EIFLTQPVF/SENEAID 
IWN\SPTASVSPLMPSRQNAVRE 
LFLLTVRRPTGTD 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18026 


48394 


A 


18133 


1 


1166 


LTHWVYHLYG1QR1LIHIPSTSQ 

PNRVRGD1PPLQR1VVPVTVIVQ 

PRLLIMLLPWQTVRLVQVMRV 

LLIKLVAPFIILPAPRR1AVFADE 

RQRQAPVVAVVKMNFSRRCVF 

RLHLSGQLLHRQPALRKPRPAF 

TAHAVCPDFFLQPVQQPHQFSR 

E HHA V A VLTPFLLERLCQ A A PL 

RFFPLAVLCLDPDERREASRLV 

YRLDTCGVSLHRRQPVSVPAIS 

LALPML AIL VVQTI FMALYAIF 

VTWRMMGKNYDAAVLAAGH 

CGFGLGATPTA1ANMQAITERF 

GPSHMAFLVVPMVGAFF1DIVN 

ALVIKLYLMLPIFAG*PMKRR* 

K7SPPQQRQMPDTLRLSSVPSPA 

SSVLSGLLPVVGNVREYGVPGA 

ELPGSSPDRA VN PPL 


18027 


48395 


A 


18134 


48 


314 


LVPMTWVIEASYSIMRKKVGE 
HPHFLD1 AHQAM RDCDI EPELN 
PIRGGTDGAQLSFMGLPCPNLF 
TGGYNMMV SMSL* L WKV WKK 
RCR 


18028 


48396 


B 


18135 


83 


3044 




18029 


48397 


A 


18136 




1080 




18030 


48398 


A 


18137 


3 


979 


DAWADAWSKKADVKVENP\D 
TKEKKPEAKKWDAGGKVKKG 
NLKA\KKPKKGKP\HCS\RNPCP 
CKKE1GRNSRSGMYSRKVAMYK 
RK\YSAAKSK\VEKKK\KEKVLA 
T\VTKPVG\GDKNRR*PGVVKLP 
QKCPRYYP/SLEDVPRKACLSH 
G KKTPL VQH V EKNCE ASI YPRG 
PF*FILTG\RHRGKVRVGFPESSL 
AKLAYLLC*LGPLVLKSEVPL\R 
RTHQKFCHLPLSTKIVDISNWKI 
PKH LTG CLLSRRKKL RK\PR\H Q 
EG\EIFDTEKEKYEI\TEQRK1DQ 
KAVDSQILPKIKAIPQLQGYLRS 
VFALTNGTYPHKLVVLNCLKNP 


18031 


48399 


A 


18138 


858 


1418 




18032 


48400 


A 


18139 


97 


516 




18033 


48401 


A 


18140 


1 


219 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18034 


48402 


A 


18141 


110 


768 


NLFSGCVESTFRKQPAHQRRSR 

ARAETMQRRLVQQWSVAVFLL 

SYAVPSCGRSVEGLSRR/LLKP 

M RPKN V H VPTK VTT YKRA VSE 

HQLLHDKGKS1QDLRRRFFLHH 

LIAEIHTAEIRATSEVSPNSKPSP 

NTKNHP VRFG SDDEGR Y LTQE 

TNKVETYKEQPLKTPGKKKKG 

KPGKRKEQEKKKRRTRSAWLD 

SGVTGSGLEGDHLSDTSTTSLE 


18035 


48403 


A 


18142 


jj8 


661 


















18037 


48405 


A 


18144 


474 


531 




18038 


48406 


A 


18145 


208 


317 




18039 


48407 


A 


18146 


1 


807 




18040 


48408 


A 




1 


1 122 




18041 


48409 


A 


18148 


283 


2204 


ASPMAPTSLCVPTLLPSLNQTSS 
SSTAPTGKASWG WPMLRLPGL 
TTPWSLSLTLW* SRPTFPTSSPC 
SFVVLASPSTSLKCWPLSEGA 




48410 


A _ 


18149 




_12_I2 




18043 


i 841 1 .._ 


A 


18150 


— 

202 


l6 J 7 


















18045 


48413 


A 


18152 




2206 




1 8046 


48414 


A 


18153 


1 


1041 




18047 


48415 


A 


18154 


2 


1460 




18048 


48416 


A 


18155 


1 


792 




18049 


48417 


A 


18156 




362 


AHGAAWPSHRKDRESADLGSD 
GQNGQDLDWGGGCRRCC*RC 
DVLCWGAPHTFRHSYAMHML 
YAGIPLKVLQSLLLGQAPCRCG 

bu^JN Vvj lALrLValiurMLrr 


18050 


48418 


A 


18157 


609 


690 




18051 


48419 


A 


18158 


1 


2055 




18052 


48420 


A — i 


18159 


J 


22j6 




1^ 




^— 


iftfr — 


40(5 








51521 








5T5l 




18055 


48423 


B 


18162 


1 


1215 




18056 


48424 


A 


18163 


1 


594 




18057 


48425 


B 


18164 




1380 




18058 


48426 


A 


18165 


441 


692 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon lor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18059 


48427 


A 


18166 


2 


1311 


QHVRSTVTELWTGNFVNSIQTA 
FAAGIGWLITFCSKGGDCLTSQ 
TRLRLSGMLFLNSLDAKE1YLE 
VIHTMLPDFELLSANTLEDRLAH 
HRWLLFFHFGKNENSNDPELK 
KLKTLL KNDHIQ VDRFGC SS AP 
DICSNLYVFQPSLAVFKGQGTK 
EYEIHHGKKILYDILAFAKESVN 
SHVTTLGPQNFPANDKEPWLV 
DFFAPWCPPCRALLPELRRASN 
LLYGQLKFGTLDCTVHEGLCN 
MYN1QAYPTTVVFNQSNIHEYE 
GHHSAEQILEFIKDLMTMPSGGS 
LTPTTFIELVTQRKHTEVRI/V*F 
HCPG WPPWPRL WPM AKKPRN L 
L P* S SRPLNT* SSLFCSSNQPDL R 
GPLLHRPLSLPRRYRGAQVPNP 

UruH Y b V aroLlnULHt^l^SHLr a 

HSPPPRVLRPPRI LTTSTGLPPSP 
RRSATDVHTAYPPTAD 


18060 


48428 


A 


18167 


1 


924 




18061 


48429 


A 


18168 


10 


1254 




18062 


48430 


A 


18169 




618 




18063 


48431 


A 


18170 


1 


460 


MAAPMTPAARPEDYEAALNAA 
LADVPELARLLEIDPYLKPYAV 
DFQRRMFWMFLPFFTLAFSPSV 
L V RFHA A DK Dl PETGQFTKG RG 
L LDLQFQV A EDA SQS WQKL Y L 
LPNCSGQPHQKLVPTAQKFYIT 
VEWGTFFSVPGQVVGSEGSQM 
SVTVEGSEESEDDK.MYMTCSS 

t^DTTlf^T T\/D/lV/IU/7 T?A4 DDXlI-Tr^UC 

fTCPTIAl AWUWWWTpnDDCFI 
l^l^ULlALiArNri 1 Wrrt^rvrvbrl 

SQWNGVLFSQCLAKLWALKEV 
RCQ 


18064 


48432 


A 


18171 


1 


582 




18065 


48433 


A 


18172 


1 


1578 




18066 


48434 


A 


18173 


1 


1293 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18067 


48435 


A 


18174 


344 


1358 


EAQSVTNHKRNSDCTFKEDNSL 
PVRKPSFLITNPGSNQGPRFAGS 
PLGHEFTSLVLALLWTGGHPSK 
EAQSLLEQ1RHIDGDFEFETYYS 
LSCHNCPDVVQALNLMSVLNP 
RJKHTAIDGGTFQNEITDRNVM 
GVPAVFVNGKEFGQGRMTLTEI 
VAKIDTGAEKRAAEESARKGIR 
TGLMGERFGGQILDTVDIENYIS 
VPKTEGQKLAGALKVHVDEYD 
VDVIDSTGTRSS/AISGFFHTYDS 

rNir 1 AKLAr 1 ^JNbArarMic Y 

APGEKAMRRTILVWRHCDY/PL 
CNAGNFVSMISRATSNTIATMII 
*GVCTDNTRLCLYALNCSGDIL 
SRTSCD 


18068 


48436 


A 


18175 


1 


1561 




18069 


48437 










PRRLNNEDHKRLMSWLHCLVP 
HH A K WLQ R WQWQS AK V V *F A 
♦IRAVNFVTAYRAIIYQQSRKQ 
HRYLRSACHGRSIITV1TQSPTK 
SSATKMPEN 


18070 


48438 


A 


18177 


274 


416 


QADDDADNQSGDTDAAFGALI 

v/rccnni P*I Dl DAT VD1 n\t\A 
Y /UboDULU Lr Lr ALKr V IV1 

WYQTM 


18071 


48439 


C 


18178 


24 


509 




18072 


48440 


A 


18179 


1 


1932 




18073 


48441 


A 


18180 


1 


2583 




18074 


48442 


A 


18181 




495 




18075 


48443 


A 


18182 


36 


798 


KQRHSCFWSCWFSRAG*LGEL 

V*NPE1A*RPPRPQQQTVSGNG 

AWSGKAPRRRHSWHY/YT1SFQ 

KLPLVECTNAGPIF*VAKAGRK 

CS1KPPLTSRSYIT\D*PVSLSRSQ 

LTG R/ A GNF VTG W/ QQLDEEIR 

YTMRTTVNAQTRDRRKGVQPP 

TXAi/TcxTrkXimriT pdp i adi uTr. 
i 1 WlrlNLJ 1 ivi/^Lc-KKlAlvLii 1 Kj 

MAWAEEPPSRTRHLISNCQISET 
DIPNVFAVRVNYLLYRAQKER 
DETFYVGTRFDKVRRLEDDTG 
ASWNGNRTGSAGIISIT 


18076 


48444 


A 


18183 


114 


724 


ARTRVPHFPGHETAGGAAAHP 
HLSLLGQDPGNQTQLPGGRGGI 
PGGRGGGRGGGGGGDDGRRR 
ALRRQQVPVLCVQRAGPAMDA 
AAPRHS S PDRERPKDQE VLHRL 
PGHASHSPHLGRHAGQPAGPA 
GLWQAPGLRHHLHAG1QPPE/V 
TNTTLTALT*TRRCPAFSSGTVK. 
PLIFI WNLAAGPPLLRKG AASI W 
ICSCSIFQR 



2256 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18077 


48445 


A 


18184 


1 


2130 




18078 


48446 


A 


18185 


2 


433 


EMTLDSRVAAAGDLFVAVVGH 
QADGRRY1PQAIAQGVAAIIAE 

A.rvD£,A 1 UutlKDMnu VrVI Y L,o 

QLNERLSALAGRFYHEPSDNLR 
LVGVTGTNGKTTTTQLLAQWS 
QLL/GRNQRGNGHRW*RPAGES 
DPDRKYNRFGSRCSA 


18079 


48447 


A 


18186 


114 


586 


SYITALGQFSRSGIQLLDRLGNF 
G TG WPN F DRKRFG STM RTT VN 
GQTR/GPPQRRPAADNLDF**H 
QRPAGAANRPSGNGHGLGRRA 
AVTHPSLNQQLPDKRNRHPKR1 
CCAGKLSALSGTKRSAMKHSM 
LERVSTKFAVWKMTTGACWN 
G1SSWIKR 


18080 


48448 


B 


18187 


1 


3577 




18081 


48449 


A 


18188 


2 


861 


YHSINAASACSALHPVAFLTILT 
C RTC S S S L V ATTSTMRL PNTLP 
DLIISPVESILSTSFCAVPAFIREE 
PVTTSAPTIGVMANSAVVETAL 
PGLQEIPTVRQPSWRAYSSPAIT 
YGVRPLAAMP/SHH1LCR*INIF 
QIINTAFPAIFRAFHRVLNGIFSA 
SNQTNHQTRFHAVCGRTFGDV 
GWVAKSYQVAEERGSITEHQV 

HYHRQRGDPVGEIGEPELSISRD 
RHHVCHTGYNPAEPVSPAGEIS 
NGTANGNKLNMSVCEIAP 


18082 


48450 


A 


18189 


560 


2021 




18083 


48451 


A 


18190 


525 


804 


GG*CRNWCDHYANGCRDTSGT 
LYDKLAELGPQGLSPR*NNWQ 
TARRNQSSGRNSCHLRREVE* R 
RLDKALRRIRQFSAPDEGAKCP 
WPGIIDCSNHFARLRCQYGRFL 
EVTSAGDEKPYPLYDHHVGLV 
VEQLRCIITAKVRTRHFYYVLK 
SIHPAVAGLPALRDCGELFNSV 
YCRKPATGPELQADVMVVVAY 
GLILRKQCWRCRVLAVSTFMFT 

A ATt A T? rrTMPTI TR Ann A FT 
AA 1 LAKLC 1 Nr 1L1 KAUUAl 1 

GVTIMQMDVEIPVVRCTTSWQ 
SLAHKAYHHVETTGRRHGETR 
VQDETLVTYAEKLSKEERVLTG 
HFRQHSLNAALRFQSMANELA 














SQYPLVAGHEVIGRVVALGSA 
AQDKGLQVGQRVGIGWTARSC 
G/QLRRL Y*R* SDQLRARCG AD 
DYESRWLCREVACGLAMGDST 
ARKY 



2257 



WO 01/075067 
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NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18085 


48453 


A 


18192 


5 


385 




18086 


48454 


A 


18193 


330 


598 


VMRFAIVVTGPAYGTQQASSAF 
QFAQALIADGHELSSVFFYREG 
VYNANQLTSPASDEFDLVRA/S 
ATTECATWCGAEYLRSGSITPW 
RC 


18087 


48455 


A 


18194 




2652 




18088 


48456 


A 


18195 


1171 


2091 




18089 


48457 


A 


18196 


486 


837 




18090 


48458 


A 


18197 




2943 


MAIYKQSQHMTEVVRRCPHHE 

RCSDSDGLAPPQHLIRVEGNLR 

VEYLDDRNTFRHSVVVPYEPPE 

VG SDCTT1H YN YMCNSSCMGG 

MNRRP1LTI1TLEDSSGNLLGRN 

SFEVRVCACPGRDRRTEEENLR 

KKGEPHHELPPGSTKRALPNNT 

SSSPQPKKKPLDGEYFTLQIRGR 

ERFEMFRELNEALELKDAQAG 

KEPGGSRAHSSHLKSKKGQSRL 

GTRFLCQPAVTVIPVKIVRVTG 

DTVIRPH A EG A VRVQLRVGQA 

VTCRVCGIRDAD1Q1RCGGVNA 

GQPAGGAVAVTPGLARAADAD 

EFAVVVPGQPFHGGQAVRYTA 

VRQPLRVGRMSGLMLAKTCFR 

LQVMHRLTLTVFSQKVFTESIE 

VVEALKVNLMRVFLRRMDLRQ 

HRKM IMIDNYI A YTG SMNMVD 

PRYFLRDALPHCPNPLTGPTFA 

VLEKLGYPHTFVSTDFNTVALD 

VKTFGIKANDDKAKLKALGEIA 

HACVDATIIYCKSPTVAGLVAR 

EL1KLGHGTPTENPHVYWSPLE 

TVLACILARYRGHCSNTLATNS 

MLENCAFCSAPPRSLKESTLSL 

NTVVIYDNRDGTRSIDKFNRFCI 

HAFPKIIRNA1YEVEQHT*RACR 

vn*n\/nvui;Mivnpr.i«i AACk'i-j 

YV^UVvjWrlNiT V^rOloLAAoJvrl 
PCT<!5P *RWI*I mi/l/r AQ AQI I 

DEATAAAEAMAMAKRVSKLK 
NAN RFF V ASD V HPQTLDLMS Y 


18091 


48459 


A 


18198 


643 


776 


















18093 


48461 


A 


18200 


3 


346 




18094 


48462 


A 


18201 


1120 


1335 




18095 


48463 


A 


18202 


312 


1108 




18096 


48464 


A 


18203 


1 


744 





2258 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


18097 


48465 


A 


18204 


381 


1112 


GVEPSPPTNPPPATAIPRATCVA 

AARAASPSPS*SHQPHPPPLAYD 

RCST*PTPTTTAGQDHDHGRR 

WRSAPAPRSDHLSDMLQE/RSM 

SLLPLILSSTRSGSNPLRSTFLSR 

SRS1SKNCSAEV*SNNSAGVGTI 

STS/RSTYDINRADTQVRRAVN 

NYD1IVMSNSFNGQSEHQVWIG 

GQF/ILHQICPLTQFQYGAEPDR 

KE*CQAPASKWALLHK*HRPFP 

QDRKAGECLLHEYEDLYPSVIH 


18098 


48466 


A 


18205 


2 


j07 


nr Ai\rlN.r VlVuojtnlvi^&rVlSxr 

PIPSH*PP*PEN r TNPMRPLAPTDP 

V 1 IN.LKo.LlVI i UKLJKr 1 r Y iNJN V o 

RSDPSTTARSSSADRVNASEYP 
TSSEETSGRSSR 


18099 


48467 


B 


18206 


1 


723 




18100 


48468 


C 


18207 


127 


1410 




18101 


48469 


A 


18208 


1 


1773 


MGKKQSRKTGNSKNQSASPPP 

KERSSSPAMEQSWTDNDFDEL 

REEGFRRSNY\SSY* EEIRT* WQ 

TSLKALKRN*MMM/ILLASPSR 

TPISGPNGDPAGPKFVKAAATT 

GKARQRFHPATTTFHGRTPAPP 

LAHPAPTVSTPASTQHPARRHQ 

VARPDRSSTPLPARJALRVFCPT 

PSTAPPEHPRQNPNPAPQTDSA 

LPGADDVRVSTTDPERRHPHPT 

NTTTPGPGRVLRKELNRPRRP1 

HHRRRRFHVQRA WQLPVPHRH 

HHLDHTSHTRRRLRMTDVRLD 

RPQPQRPPR1TITTVGGDQRLRL 

DRSYQPESPCDGDLRQLQMAG 

RAPCSPLSMLVLEKCDNLKTCH 

TSHGSVMAETAVINHKKRKNS 

PRIVQSNDLTEAAYSLSRDQKR 

MLYLFVDQIRKSDGTLQEHDGI 

CEIHVAKYAEIFGLTSAEASKDI 

RQALKSFAGKEVVFYRPEEDA 

GDEKQNAKNEHGTTSSLPTQFK 

TDHMESQKDH PHKEETSPK VP 

HLVQESQKDHLHKEATNLKVP 

HPHPGKPQGPPPQEGNKPQRPP 

PPGRPQGPPPPGGNPQQPLPPPA 

GKPQGPPPPPQGGRPHRPPQGQ 



2259 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18102 


48470 


A 


18209 


944 


1577 


RLCCLEISSTGYPKSSISSSKYPQ 
IPRAGAQCSQAV*SGSNPLRSTF 
LSRSRSISKNCSAEV*SNNSAGV 
GTISTS/GSTYD1NRADTQVRRA 
VNNYDIIVMCNSFNGQSEHQV 
W 1 GGQF/I LHQICPLTQFQ YG AE 
PDRKE*CQAPASKWALLHK*H 
RPFPQDRKAGECLLH E YEDL VP 
IRDTLRLFPGGRYLPRAKHVAP 
SEPDPTHHAYD 














DRVFDSGSKWRSEQDWAAAK 
AVGQCSENGDWRCCGNGRYP 
ARG PA VP A * PSLCLHHPR*RCT 
CCMPVYR 


18104 


48472 


A 


18211 


3 


255 




18105 


48473 


A 


18212 


101 


547 


TSVELMDLCPIRLCRTFSGIPAY 
SMCIA*EWRNVCGVTGTENVT 
PSAAAAATASPIQVLTVLSVTS 
QIRAFSVLPVRRLRRSMSLSRIN 
TCRTEYPRCAVVCLLWKDAVS 
CLSTTFCARLCGQNTWLPRPCR 
HVNRAASDASVSLSTVT 


18106 


48474 


B 


18213 




1113 




18107 


48475 


B 


18214 


220 


1173 




18108 


48476 


A 


18215 


1 


509 


MPNHKAILIKFKKTEI1PITLLDH 
STIKIEIN IKKI AQNHTITWKLNN 
LLLNYFWPLTVSLCEMCKDFYS 
LG1EFSRFPLQELQNKDCALEK/ 
HSHWAQMWP*YPCPAKHWWS 
C RREHVL V VN/DC STS *NS Y WH 
FSD*LRAMKRRNEQCKR*AIRS 
LSRSLPARQDLKLLS 


18109 


48477 


A 


18216 




281 




18110 


48478 


A 


18217 


878 






18111 


48479 


C 


18218 


1 


1602 




18112 


48480 


A 


18219 


33 


608 


VDSLRFQSPSCSVYSTDTR*ISE 

T**NKL*PPKPVIACPKMWIQV 

GQKFRQKAAATP*KAR*SPRPIP 

SH*QP*PKIQTRCGPQPPQIRSPT 

QKPHDRQTALSHRTTTFHGPTP 

A PPL AHP A PT V STPA STQ HP AR 

RHQVARPDRSSTPLPAR1ALRVF 

CPTPSTAPPEHPRQNPNPAPQTD 

SALPGAVRG 



2260 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


181 13 


48481 


A 


18220 


3 


893 


NPRKRTEQGKAQNKVQWWLT 

RTPVMVQKRPTIVSLKSSPDSPL 

ETYSMFLFLGMWVGVGVEM/C 

SVKLEEQVNTYHYQRILLGISS 

DNA1LLEEESEEGRPMHISTIKE 

PSPDSP1LYLTLNLKLLTSLILFH 

YGESWNLLRADQRLIFAKSWP 

RASRYQQGHQDLFILRSDLPSQ 

VFIRDKLMERRNRRTGRTEKAR 

IWEVTDRTVRTWIGEAVAAAA 

ADGVTFSVPVTPHTFRHSYAM 

HMLYAGIPLKVLQSLMGHKSIS 

STEVYTKVFALDVAARHRVQF 

AMPESDAVAMLKQLS 


18114 


48482 


A 


18221 


1 


327 


L1SLRQRQQRTPGKPGKGPRPIP 
SPWPP*PENTNPMRPPSPTRSGH 
QPRSLMTGRQRFHTAQQRFTV 
RPQHHRSLIQRRPCQRQRVPN I 
QRGDIRSLVQIGHQRRCLRG 


18115 


48483 


B 


18222 


1 


1419 






1^1^ 




T^2l 
















9— 


1717 


RTSTG L SG CIRCG\C A SEGGQ A V 
FV/WPRG PPETPCSRC PA AEG SP 
G*SPPREDPSSGSPGKRQTCTQT 
SARSPS 


18118 


48486 


B 


18225 


67 


1314 




18119 


48487 


A 


18226 


302 


1423 


CRWRFRF1MPFVMASMSAECL 
MNYNSTAMSGKTGLQNDTTLI 
ARPWVKPYLGLEIMRIVGN*PH 
LTWCFPCTMY1PLFSQLLCCPVS 
FGQCGAFRNPGHPPSPNPEFFLG 
PRRCNPSLGHKALVQEAASDTP 
GKS\PGKSPPGPIPKPIGPP*PGK 
HKPDAAPSPHRSGSPNPEAS*PE 
DSAFTPHNNVFTVRPQHHRSLI 
QRRPCQRQRVPNIQRGDIRSLRF 
GCFARHHPRHHRNIHDRTRTRP 
RRLTRHSRGLFEDDVRVSTTDP 

L,KKrirrfr IN 1 I IrOrOKVLKJvb 
LINKrKKrlnljKKKKrnVyKA 
Lrv rnKrlnnLUn 1 orl 1 KivKLK 
MTDVRLDRPQPQRPARITITAV 
GGDQRLRLDRITKPRARPN 


18120 


48488 


A 


18227 


1731 


2392 




18121 


48489 


B 


18228 


1 


1422 




18122 


48490 


B 


18229 


298 


1464 




18123 


48491 


B 


18230 


1 


1800 





2261 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18124 


48492 


A 


18231 


745 


1250 


HTQNQRSGRSQNDF*RRRKNIS 
ERSAVYR*RQLYIRRQPYAERP 
SLR* RQRP* 1 PC I RSQHGNRKR1 P 

Kjvrvlrl l^oV LKKKncLLr Krxrt 

ASAERHKTRC*VSERRPRYHRV 
KYDYH*KSIYSR*AHGAA*PSH 
RKDRESADLGSDGQNGQDLDC 
RGGCQPLLLTV 


18125 


48493 


A 


18232 


1 


1661 


MAETAVINHKKRKNSPRIVQSN 
DLTEAAYSLSRDQKRMLYLFD 
DQ1 RKSDGTLQEHDGICEIHV A 
KYAEIFGLTSAEASKDIRQALKS 
YAAKEVVLYRPEEDAGDEEGY 
ESFPWFIKRAHSPSRGLYSVHIN 
PYL1PFF1GLQNRFTQFRLSETKE 
1TNPYAMRLYESLCQYRKPDGS 
G I V SLKID W 1 1ER YQLPQS YQRM 
PDFRRRFLQCINAGHEMTKAIAI 
AQFNDDSPEARK1TRRWRIGEA 
ADLVGVSSQAIRDAEKAGRLPH 
PDMEIRGRVEQRVGYTIEQINH 
MRDVFGTRLRRAEDVFPPVIGV 
AAHKGGVYKTSVSVHLAQDLA 
LKGLRVLLVEGNDPQGTASMY 
HGWVPDLH1HAEDTLLPFYLGE 
KDDVTYA I KPTCWPGLDIIPSCL 
ALHR1ETELMGKFDEGKLPTDP 
HLMLRLAIETVAHDYDVIVIDS 
APNLGIGTINVVCAADVLIVPTP 
AELFDYTSALQFFDMLRDLLKN 
VDLKGFEPDVF1RDKLMERKNR 
RTGRTEKAR1WEVTDRTVRTW1 
GEAVAAAAADGVTFSVPVTPH 
TFRHS Y A MHML Y A G I PLK VLQ 
ci ur*v\/ur , v , AT Ax/A/Trn" 1 aha/** 

DCDDMQCyPAVVPVU/I Df^PQTOT 
rorlvlNo&iVlr A V irl WLr^KolKI 

FQHI 


18126 


48494 


A 


18233 


162 


446 




18127 


48495 


B 


18234 


144 


2537 




18128 


48496 


C 


18235 


1 


873 




18129 


48497 


A 


18236 


700 


1198 


PFFGTDFFPWARWCIQLRHKEW 

SKGKQRTTKKAPVKPPGPSPAI 

DHP*PGKHKPDAAPSPHRSGHQ 

PKTSMTGRQRFHTAQQPFHGPT 

PAPPLAHPAPTVSTPASTQHPA 

RRHQVARPDRSSTPLPAR1ALR 

VFCPTPSTAPPEHPRQNPNPAPQ 

TDSALPGAVRG 



2262 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
C| ence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


18130 


48498 


A 


18237 


363 


940 


LQTVLQGYSNENSMFVKQKGS 
PPGKPGKKKPCFWGAPKNGAD 
IPSQSWRPSGNPGTTPPLPKPPSF 
FPGAPRMGQSQAWGHKGFWF 
KKGKPTEPPGKKARVKKPPGG 
QSPKAIGPTRGPGKPPKPDMRA 
PKPPTDSGHQTQKPS*PADSAFT 
PHINVSRSDPRTTARSSSADRVN 
ASEYPTSSEETSGRSSR 


18131 


48499 


A 


18238 


861 


1517 


SLRPHLSGFYQARTL*DQRS*A 

DHE/D1SKNCSAEV*SNNSAGV 

GTISTS/RSTYDINRADTQVRRA 

VNNYDIIVMSNSFNGQSEHQV 

W1GGQF/1LHQ1CPLTQFQYGAE 

PDRKE*CQAPASKWALLHK*H 

RPFPQDRKAGECLLHEYEDLVP 

IRDTLRLFPGG RYLPRAKHV AP 

SEPDPEQDEQK LRFCKRHL YGQ 

QPRSPVEIRLQHVA1AYQTHHA 


18132 


48500 


B 


18239 


1014 


2337 




18133 


48501 


A 


18240 


1495 


1947 


1VTLCFPSYCLHCEAGP/LPCGH 
PWLWLC*VLGSPG*TQRTGSW 
AMPGVQASKPACG* K.VAPAAR 
RVPHPLHMLPHSGHSAASGGA 
SCPLCRG*ATGSDQVLK.HAFRK 
GRSSNCASNGTPPPNADFLGQD 
VHPARHKL RQK S A SEPRK KAR 


18134 


48502 


B 


18241 




2055 




18135 


48503 


A 


18242 


1 


909 




18136 


48504 


B 


18243 


184 


395 




18137 


48505 


A 


18244 


447 


667 


HRPRRRFQIKPQSQVPEHAPLPL 
PTASDPP/AHSPRCPSESRLSPGG 
QRLGFPSSVLNCSKCSWQLAAC 
MGFSF 


18138 


48506 


A 


18245 


265 


890 




18139 


48507 


B 


18246 


1 


551 




18140 


48508 


A 


18247 


407 


636 


RJMVHATGLMKHASSPGCWDL 
NRRTRRCGVRRVTE*QRAS*KR 
*/ERD YI SI M PKPDG LTA AKNL A 
EAFEHYNECIRI 




48509 




18248 





1448 




18142 


48510 


A 


18249 


817 


930 




18143 


48511 


B 


18250 


303 


461 




18144 


48512 


A 


18251 


612 


3359 




18145 


48513 


A 


18252 


1 


462 





2263 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknovvn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


18146 


48514 


A 


18253 


268 


749 


RGGIEYLLLVVFILTRTRFIQAV 
EHRRNGRRVAEK1VPELITHFM 
AEIRDLLQRTG V A L/W* HQS A A 
YLPG*QICALA**IHPGVAAGEY 
QRRSIQENGGKVQESGQTAS*M 
RG*MSVESRSGIAARCPESDAQ 
SGVVHRSRWNQSLPARFGAGR 
DYREAS 


18147 


48515 


A 


18254 


1793 


2193 


TQRIPAAQKQGSRCIVDSSAEA 
LSAALAIGNIELVKPSRTMS/DK 
AAQEIVNSGKAKRVVVSLGPQ 
GALGVDSENC1QVVPPPVKSQS 
TVGAGDSMVGAMTLKLAENA 
SLEEMVRFGVAAGSAATLNQG 
TRLCSH 


18148 


48516 


B 


18255 


1 


1557 




18149 


48517 


A 


18256 


606 


1123 


QRDNPSGTDGGRNRAFGAGN1 
HTRGAAQAVERLVDSFPAQEK 
DPGESTGRTDSLPSSRPQKVAY 
P V H RN DRR/ERL W F A A PS S PSN 
ATWGNAEWTLNFSSSDSVTGA 
SSER*N LLFRL ATVRCTLPSSVS 
ADGAIVAALATH1GEAELTLES 
QCGAWRATFSSTCSSLPLNPN 


18150 


48518 


A 


18257 


1 10 


318 


TALKLPLPMSTKVTRCLSNLLK 
PKFNLPPL VQPPKKMLPRH LSR 
*APNTKTSRVLKKN*PIPIPTRR 


18151 


48519 


A 


18258 


2 


3062 




18152 


48520 


A 


18259 


4435 


4954 




18153 


48521 


A 


18260 




1959 




18154 


48522 


A 


18261 


2 


715 




18155 


48523 


A 


18262 




756 


MIRRVSVASGNEYPMRPASY1R 
TAPTVYPSSSPAGTWFAGNAPA 
SSCGFRDRYLIVCSHQTPHVPG 
KREEVN YETG I YWLRJH YG YTD 
YSRNAKQRLQRNNLAPILFTTT 
VPLGGRQYNNSQH LPQRQSLE 
RIRHHTQAFTALIPHGAAGQGC 

GSGVTRKASANLRVTIQIGGFQ 
LRTCGFGPSCRGCHPALQISRAL 
AVAAHQQAADNNMEFANYGP 
FELLOAARQLIES 
















18157 


48525 


A 


18264 


1 


270 




18158 


48526 


A 


18265 


2 


188 


LGFFFQRPLGFGQELSKE*EQVL 
LAPEEVGHLGEHLLFRHASEWP 
APRVQLLLLVRVQDLQE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18159 


48527 


A 


18266 


2791 


3274 


SKIFPRHDDLLLWRSHRNGDDL 
RTAGMNAFKQRLTLLGFKITIL 
TANDYLFADGQ/RSVRKKYPQ 
AQVSRVAGADLWEELMARAG 
KE/GTPVFLVGGEPEVLAQTEA 
KLVRSSSATSAIAWPLLIPCAISS 
W1RSTAFCCCSWVSEGKPADRS 

DADCDTW7T DP 


18160 


48528 


A 


18267 


202 


627 




18161 


48529 


A 


18268 


1 


2390 




18162 


48530 


A 


18269 


1081 


1911 




18163 


48531 


A 


18270 


86 


272 




18164 


48532 


A 


18271 


674 


2808 


F1LKLRTRRR*RHRLIRPWELFQ 

TARNAEVMKA/LVRHLWLEVK 

GVDLGRFPERRYGSDKPDLRNP 

MELTDVADLLKSVEFAVFAGP 

ANDPKGRVAALRVPGGASLTR 

KQIDEYGNFVKIYGAKGLAYIK 

VNERAKGLEGINSPVAKFLNAE 

IIEDILDRTAAQDGDMIFFGADN 

KK1VADAMGALRLKVGKDLGL 

TDESKWAPLWV1DFPMFEDDG 

EGGLTAMHHPFTSPKDMTAAE 

LKAAPENAVATLGDPLESPDDG 

LHNRISTHGCFYVLCGISTNIGV 

ESTARNAWELGFNLVIAEDACS 

AASAEQHNNSINHIYPRIARRG 

RDPQRVM1YIGLPQWSHPKWV 

RLGITSLEEYARHFNCVEGNTT 

LYALPKPEVVLRWREQTTDDF 

RFCFKFPAT1SHQAALRHCDDL 

VTEFLTRMSPLAPRIGQYWLQL 

PATFGPRELPALWHFLDSLPGE 

FNYGVEVRHPQFFAKGEEEQTL 

N RGLHQRG VNRVILDSHPVH A 

ARPH RKLGGTA V WE WEPEG A 

HWVGDEPGWFSSGDLSKAEY 

WAQKAADSGDADACALLAQIK 

ITNPVSLDY PQAKVLA EKA AQA 

GSKEGEVTLA HILVNTQAGKPD 

YPKAISLLENASEDLENDSAVD 

AQMLLGL1YANGVGIKADDDK 

ATWYFKRSSAISRTGYSEYWA 

GMMFLNGEEGFIEKNKQKALH 


18165 


48533 


A 


18272 


532 


2103 




18166 


48534 


B 


18273 


1 


4401 




18167 


48535 


A 


18274 


343 


765 




18168 


48536 


A 


18275 


447 


709 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 




Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18169 


48537 


A 


18276 




1571 


MIEVKHLKTLQALRNCGSLAA 

AAATLHQTQSALSHQFSDLEQR 

LGFRLFVRKSQPLRFTPQGEILL 

QLANQVLPQISQALQACNEPQQ 

TRLRJAIECHSCIQWLTPALENF 

HKNWPQYSVIFKSGVTFDPHFF 

FQQGELDPERAFDDFGIKPMAS 

ASIAQVHSARFNSNGHEVVIKV 

IRAETLPVIKADLKLIYRLARW 

D A AF A AG WSPPA AN LSC AGST 

KIHRLMNRTCCRNLPTPFSFGA 

K.PGLYLVEAMVGGYRATTVVF 

VSDTVALSKVSGIELLVWGAG 

KKQGEANAGSE1LWTDGLGVM 

TRGVTDDSGTLQLQHISPERSYI 

LGTLAMVQLREDMAKRQAAGI 

IAPRSGRRMHRTQHKPPMTTE 

MGPRAVLREDTIPFLEALKASG 

KQRILLTNAHPFfNLAVKLEHTG 

LDAHLDLLLSTHTFGYPK.EDQR 

LWHAVAEATGLKAERTLFIDDS 

EGDAMKEK.PAVEVRLDKWLW 

AAR/SL*NPRAGP*ND*RR*GAL 

QRAAHEAEQNRRAECHAHSAP 


18170 


48538 


A 


18277 


2080 


2274 


RFQVVYFDHErCPSLRHE*FAI.E 
EYTGTRN*GCVNLLDR*KPFPF 
KFMERWLAFSPPGLTLESSRG 


18171 


48539 


B 


18278 


1 


3126 




18172 


48540 


A 


18279 




341 


MLDRLESE1LADRVSEESRRWL 
ASCGLTVEQMQNQMDPVYTPA 
RKIHLYHCDHRGLPLALISKEG 
TTEWCAEYD/GMGQPAE*REPA 
S A A A A YPPAG A A V* *G VRPVL 
QPPPLL 


18173 


48541 


A 


18280 


945 


1484 




18174 


48542 


A 


18281 


965 


1403 




18175 


48543 


A 


18282 


703 


1149 




18176 


48544 


A 


18283 


161 


476 


L LP WRSCI LRSDPL A AH P VI/L V 
P*ACIFIARNCYPRPSCDSACKL 
RRESCG*FG*TRMVSAQATFSIQ 
ITSA/LPFCEHLPGKRSGDFDTG 
EDNALSGQRPEFRHG 


18177 


48545 


A 


18284 


1 


443 


MLSEPALRELATA1AGVRKGEN 
DIAVENIIGANIFNIVIVLGLPALI 
TPGEIDPLAYSRDYSVMLLQAG 

fC\/T ATFDPn AFT r*ri VrKTfYMT? 
NJ^VLAItKct^LArlL.JJ^I I lJNt^JNr 

TLACEKM FWCKGKV V VMGMG 
KS/RAILGEKWPRNVCQHRIAN 
HENRDSIRKICCYHR 


18178 


48546 


A 


18285 


3 


550 
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SEQ1D 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18179 


48547 


A 


18286 


2157 


2504 


LVSLAGAAYRSPQDPVPYMPIS 
PGLDWVRQIVCCVM ASDAD* * 
RVPRQN ALLLPVCTSGPYHA LA 
TGCGFRRGQMLKTTVLPRHYK 
LYLGASSGMRYSTPATALMPLP 
LPHLAER 


18180 


48548 


A 


18287 




621 




18181 


48549 


A 


18288 


1 


423 




18182 


48550 


B 


18289 


1 


1551 




18183 


48551 


A 


18290 


1 171 


2757 




18184 


48552 


A 


18291 


347 


690 




18185 


48553 


B 


18292 


1 


528 




18186 


48554 


A 


18293 


1 


1417 




18187 


48555 


A 


18294 


292 


699 




18188 


48556 


A 


18295 


859 


1377 




18189 


48557 


A 


18296 


1 


3036 




18190 


48558 


A 


18297 


1 


942 




18191 


48559 


A 


18298 


1 


2124 




18192 


48560 


A 


18299 


1955 


2797 


GG1SIDRSGDH*GRGAVYHVAG 
R*NAGRTAELYFASRPTCG/RW 
LVAAVQGAATARJSTIEMSVW 
AQL*QMCRGK1RAT/ISLPEATA 
QV1SSGSGATKVEDGLGDLNKP 
VSNQNLVTG1DTPVYNAPSAGS 
A PFG V L ADN M R Y P I L HKLKDR 
LMQTWYQIRIGDRLAYISALDA 
QPDNGLSVLTYHHILRDEENTR 
FRHTS TTTSVRAFNNQMAWLR 
DRGYATLSMVQLEGYVKNKIN 
LPARAVVITFDDGLKSVSRYAY 
PVLKQYG M KATAFI VTTRIKRV 


18193 


48561 


A 


18300 


1 


1191 




18194 


48562 


A 


18301 


1 


298 


MPVVFTVFFLWFPSGLVLYYIV 
SNLPRYAEYLTVKDADGSVLD 
QG I A L WFP\G PN SFTG E D VLELQ 
GHGGPVILDLLLIR1LTVCGLR1 
ARPACSPRSL 


18195 


48563 


A 


18302 


1 


1011 




18196 


48564 


A 


18303 


1 


1845 




18197 


48565 


A 


18304 


1 


755 


MSPV1DKMYVDAYQPFSEEKIS 

MQEALEKGAQPLREFMLRQTR 

EADLGLFARLANTGPLQGPEAV 

PM Rl LLP A YVTSELKTAFQIGFT 

IFIPFLIIDLVIASVLMALGMMM 

VPPATIALPFKLMLFVLVDGWQ 

LLVALVTGLIISILQAATQiNEM 

TLSFIPKIIAVFIAI1IAGPWMLNL 

LLDYVRTLFTNLPYI1GRTMLQ 

VTSEQ/CAILVKPVLLAVTARA 

GADLHRADSERTQRTKTGGGF 

CRYWAG 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location oHast 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


18198 


48566 


A 


18305 


J 


J977 




18199 


48567 


A 


18306 


1 


630 




18200 


48568 


A 


18307 


1715 


1996 


LFRLLKTLTGRRKRSNKSWITT 














CRGFWGTWCAGWSRP*VVQK 














CRIYTMWR* WQHAQR*VSPAT 














LNGLMLITISRKNPHTRKGAGK 














HCPFSGPS 


18201 


48569 


A 


18308 


517 


675 




18202 


48570 


A 


18309 


480 


626 




18203 


48571 


A 


18310 


757 


1146 




18204 


48572 


A 


1831 1 


318 


724 




18205 


48573 


A 


18312 


1 


l 743 




18206 




A 


183,3 ... 


1 , „ 


U97 ! 




18207 


48575 


A 


18314 


161 


613 


LLRQGFIVISAGGKRVEGQIKLV 














FPAKFEAGFRHG VI AN LRL YPF 














PEEKIGEMATAPLSTSGDCRT* 














YALIGIQ/PTDGDARGSPRYKPA 














LALLPACVGSAKSTPHGRTPIPA 














IYVPSSPT*FRALASDSVAQT*Y 














CRPASQTRRASPARSL 


18208 


48576 


A 


18315 


177 


425 


SRYFSATSTWPLVMSIPVTCPFS 














PASWLST*QSLPLPLPRSKIQQF 














CRCSG1TRPQP*YPDPKSSSFVD 














AQGSPDHSHN1LGLLLRVHFAR 














LPECAWGPAWLW 


18209 


48577 


A 


183 16 


1 


576 


ADSSKKIADIISVIDGIAFQTNIL 














ALNAAVEAARAGEQGRGFAVV 














AGEVRNLASRSAQAAKE1KALI 














EDS VSRVDTG SVL VESAG ETM 














NNIVNAVTRVTDIMGEIASASD 














EQSRG1DQVALAVSEMDRVTQ 














QNASLVQESAAAAAALEEQAS 














RLTQAVAPRSVWQPAHSPINRK 














HHPVLPIATGALMPGCGS 


18210 


48578 


A 


18317 


121 


1819 




18211 


48579 


A 


18318 




2151 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18212 


48580 


A 


18319 


3 


1127 


GTPYASQPV1RPVEGSKPL1K.QV 

LDIGAHGTDKT1AQKLARVAR 

MHFARQRLAAVATFACSAQNA 

IALMEEIAANFSYEMIRLTECIL 

GFTWNRLYQGINVHNAERVRQ 

LAHDGHELVYVPCHRSHMDYL 

LLSYVLYHQGLVPPH1AAGINL 

NFWPAGPIFRRLGAFFIRRTFKG 

NKLYSTVFREYLG ELFSRGYSV 

EYFVEGGRSR/TGRLLDPKTG\M 

LRGGTRPITLIPIY1GYEHVMEV 

GTYAKELRGATKEKESLPQML 

RGLSKLRNLGQG YVNFGEPMP 

LMTYLNQHVPDWRESIDPIEAV 

RPA WLTPTVNNI A ADLM V Rl N 

NAGAANAMNLCCTALLASRQR 

SLTREQLTEQLNCYLDLMRNVP 


18213 


48581 


A 


18320 


1 


2470 


MFQPSDSGKSFIFNMSVGYNLE 
GIKQPPMQQFIDNMMDASDHP 
KFAQYRDTLNKLLQDDAFLAR 
HGLQEKRESLQALPARJPTSMV 
HGVTLSTMHGCPPHEIEAICRY 
MLEEKGLNTFVKLNPTLLGYA 
RVREILDVCGFGY1GLKEESFD 
HDLKLTQALEMLERLMALAKE 
KSLGFGVKLTNTLGTINNK.GAL 
PGDSTSGVLRTYERLLTAWML 
TCPCADEHQRGESVKLATALT 
WWLRGSQNRDEITKDGFQSNH 
AGGILGGISSGQQ11AHMALKPT 
SSIDVPGRTINRFGEEVEMITKG 
RHDPCVG IRA VPI AEAMLAI VL 
MDHLLRQRAQNADVKTDIPRC 
AQSIGSFSNGCIVGADTLPIQSE 
HYQVMRTDQRRYFGHPDLVM 
FIQRLSSQVSNLGMGTVLIGDM 
GMPAGGRFNGGHASHQTGLDV 
D1FLQLPKTRWTSAQLLRPQAL 
DLVSRDGKHVVSTLWKPEIFSL 
IKLAAQDKDVTR1FVNPAIKQQ 
LCLDAGTIATGCAKCDPGVSIG 
A YAYLLTLRAQCL A H DLPDPLE 
PLEIDGTLLPRYVFIHGGPRVFT 
YYTPKEESIKLFHDYLDLHRSN 
PNLDVQMVPVSVMFGRAPGRE 
KGEVNPPLRMLNGVQKFFAVL 
WLGRDSFVRFSPSVSLRRMADE 
HGTDKTIAQKL\ARVARM\HFA 
RQRLAAVGPRLPARQDLFNKL 


18214 


48582 


B 


18321 


1 


1460 




18215 


48583 


A 


18322 


2 


234 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


18216 


48584 


A 


18323 


282 


422 




18217 


48585 


A 


18324 


1 


1974 




18218 


48586 


A 


18325 


154 


1944 




18219 


48587 


A 


18326 


18 


386 


KACEAVF*DQGLPLGPKVQGQ 
WDWFPGPGALRHQQSVAHQA 
GGFRSLWGYSGVSGQCRRHSD 
* SRPGRE ARRRRS VAG* * SHAL 
HRQTALFGARSDADLPAAAPR 
YLLYRGLSAAHFRPQAG 


18220 


48588 


A 


18327 


181 


655 


KARSPEDQG FRPRVHIDGG V W 
HLDVG SSHPGAEVGPKGMA VR 
HLKWYASWV*NVVRQFGPYLP 
WALEN/WRGAAPSTRGHGVC/G 
ITVFGKSDGTT/SHDQY*TAPYG 
SPHPPGRWSLRHRYPAHLTSSA 
LAFSDARRNAARQPRRWNPLS 
GYSQVICLPAW 


18221 


48589 


A 


18328 


1 


658 


MDDGTSIAPDGDLWAFIGDELK 

MG1PENDRJREQKQKYLRNKSY 

LHDVTLRAEPYMYWIAGQVKK 

RNMPMELVLLP1VESAFDPHAT 

SGANAAGIWQI1PSTGRNYGLK 

QTRNYDARRDVVASTTAALNM 

MQRLN KMFDGDWLLTV AAYN 

SGEGRVMKAIKTNKARGKSTD 

FWSLPLPQETKQYVPKMLALS 

D1LKNSKRYGVRLPTTDESRAL 

ARVHL1SPVKCARFSRFVFCPA 

VCRDSGGADERRTDSDGCQYA 

GGVK.PESVMGAE1VEGFSHISV 

TSA WSRGDNSPAPMAFSRL WL 

TVFSMVFKRRETVRSLSAVGA 

GELRGAAPSTRGPEWTHHWCS 

GCHANGTARSAVVPPDPMPNS 

EVKRRSADGSVGSP*RLITAAK 

VG S* RQLKRTKRVGNPRTSGRY 

RCRRKRSSTCLKCWH*VIFSKT 

ASVMAYVCQRPMKAVLWRVC 


18222 


48590 


A 


18329 


642 


1343 


LCLHLPLPTRFPRLQL*EEGGPV 

QPAAMPQWRTLPGPGPRPALPL 

PRRLRGSSLRARPGRLRGPRLR* 

RRHVCGGRRRAPLLLRAGLRRP 

RLPRARGPVRRAPLCSRRPLLR 

PLLRPRLRLRSRLHGSAV*VPSA 

PRRRKRLARGPAGPQARGPSAL 

PFASGSGTARGRGRGRRCALA 

GPRAPPWPLPGCWVSLAGWDP 

GAVSPRTPGCTQQPKDAGGFR 

GWSEAGVHDAQTV 


18223 


48591 


A 


18330 




810 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


18224 


48592 


A 


18331 


236 


717 


ALPVGAAFSSTTGFGSGFGAGG 
ASTFGLGGSTGFGFGGATGAGS 
GSNSVLLAA1VAGSSDGAAASP 
ARTSSAAPSGGCD/QERRJVDFK 
RNKDGIPAVVERLEYDPNRSAN 
IALVLYKDGERRYILAPKGLKA 
GDQ1QSGVDAAIKPGNTRLSYG 
QHREAWR 


18225 


48593 




18332 








18226 


48594 


A 


18333 


75 


839 




18227 


48595 


A 


18334 




579 




18228 


48596 


A 


18335 


223 


563 




18229 


48597 


A 


18336 


1 


1219 




18230 


48598 


A 


18337 


157 


864 


RGN RQLQQFPRH W RSNRLDGL 

LLQIQLQILGGHTVERHLVVQI 

ALVVNGHPGHADGMWILCIRV 

LLSLQQNGFRRVPSIGHWTGH* 

AATDQARLMLGGH1NAQFAGI 

QRLEDLGTQLLHTTNGLVEVE 

ARRQILQLGLPLFLLLNQTDVW 

AIPGVHVLRFDVVGRDPS/EVL1 

DPRQNAGLLWK.V1' A TFRPEPTR 

PA VCCPRGGQSG DDRRAGCAC 

NHVELVARHRRSCPWHSDRH 


18231 


48599 


A 


18338 


1 


219 




18232 


48600 


A 


18339 


1 


2226 




18233 


48601 


A 


18340 


46 


228 




18234 


48602 


A 


18341 


382 


1431 




18235 


48603 


B 


18342 


1 


2 i?.° 




18236 


48604 


B 


18343 


1 


912 




18237 


48605 


A 


18344 


2267 


2539 


















18239 


48607 


A 


18346 


1842 


2560 




18240 


48608 


A 


18347 


1 


1284 




18241 


48609 


A 


18348 


1 


792 


















18243 


48611 


A 


18350 


757 


1011 


LFGRFSNGFLIVVCQRLRQAVV 
NEQFLPETATLTHRGELLFHSP 
A*LPG VFRYLAQM* RHAVIQVF 
RATGVPEPERCRQRRPHER 


18244 


48612 


A 


18351 


148 


679 


RMSDDKFDAIVVGAGVAGSVA 
ALVMARAGLDVLVIERGDSAG 
CKNMTAGGRLYA HTLEAIIPGFA 
VSAPVERKVTREKISFLTEESAV 
TLDFHREQPDVPQHASYTVLRN 
RLDPWLMEQAEQAGAQF1PGV 
RVDALVREGNKVTGVQAGDDI 
LEANVVILADGVNSMLGRSLG 
MVPAS 


18245 


48613 


A 


18352 


1168 


2241 




18246 


48614 


A 


18353 


1 


1344 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18247 


48615 


A 


18354 


440 


886 




18248 


48616 


A 


18355 


1 


2876 


MAGVPGFEPGNAGIKNRCLTA 

WRYPIRTTLSGEWCGRRDLNSQ 

EATLQQPLLQAIDLKKHYPVKK 

GMFAPERLVKALDGVSFNLER 

GKTLAVVGESGCGVLACTLFA 

WNRNYFVLLFVGVFLSSFGSTA 

NPQMFALAREHADKTGREAV 

MFSSFLRAQVSLAWVIGPPLAY 

ALAMGFSFTVMYLSAAVAFIV 

CGVMVWLFLPSMRKELPLATG 

TIEAPRRNRRDTLLLFVICTLM 

WG SN SL YI IN MPLFJINELH 


18249 


48617 


A 


18356 


606 


726 




18250 


48618 


A 


18357 


1271 


1726 




18251 


48619 


B 


18358 


1 


1633 




18252 


48620 


A 


18359 


1 


407 




18253 


48621 


A 


18360 


427 


2307 




18254 


48622 


A 


18361 


120 


694 




18255 


48623 


A 


18362 


804 


1087 


KRQHLCTHSGAIRLRIAGVGSW 
KG/GRPNWRKMAVRWRVPASA 
VVSGWLRRWHCWPVAMPSAE 
SPRIRCGAGCCICRLPLFRCGCC 
TPARLTISH 


18256 


48624 


A 


18363 


216 


436 




18257 


48625 


A 


18364 


476 


577 


FRRWYWGCCSTTRLSHCLTR* 
M*CMRWSLAVCC 


18258 


48626 


A 


18365 


1159 


3744 




18259 


48627 


B 


18366 


169 


743 




18260 


48628 


A 


18367 


2811 


3513 


SLPRG WFQPE YGNL EI MEKTYN 
PQDIEQPL YEHLGFPRVG LRRE 
LKKAQESYWAGNSTREELLAV 
GRELRARH\WDQQKQAGIDLLP 
VG DF A WYDH V LTTSLLLGN VP 
ARHQNKDGSVDIDTLFRIGRGR 
APTGEPAAAAEMTKWFNTNYH 
YMVPEFVKGQQFKLTWTQLLD 
EVDEALALGHKVKPVLAGPGT 
WLWLGKVKSEQFYRLSLLNDI 
LAGYQQGLAETGVGPDDIVTA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18261 


48629 


A 


18368 




2810 


MKQTVYIASPESQQIHVWNLN 
HEGALTLTQVVDVPGQVQPMV 
VSPDKRYLYVGVRPEFRVLAY 
RIAPDDGALTFAAESALPGSPT 
HISTDHQGQFVFVGSYNAGNVS 
VTRLEDGLPVGVVHVVDGLDR 
LARQL1KNLATLKAGNARVVN 
SNAMSFLAQKGTPHNIVFVDPP 
FRRGLLEETINLLEDNGWLADE 
ALIYVESEVENGLPTVPANWSL 
HREK.VAAFAGAEPYHYLNHTL 
GFPRVGLRRELKKAQDSYW 


18262 


48630 


A 


18369 


2279 


2563 


MNFGASLNSPTPRSYLSLGGEK 
KAPVWEHTLGVPSRRPAAGKL 
KKAPERYWGGEHPPVKKWLG 
G*ARKCRPRPWETL*KSHLRRR 
PSLGPWAGGL 


18263 


48631 


A 


18370 


481 


1020 




18264 


48632 


A 


18371 


1 


998 


MNEN FG TQIC VNNRLSFTDC SG 
YVTRYDHDRFGQVTAVHREEG 
LSQYRAYDSRGQLIAVKDTQG 
HETRYEYNAAGDLTTVIAPDGS 
RNGTQYDAWGKAICTTQGGLT 
RSMEYDAAGRVIRLTSENGSHT 
TFRYDVLDRLIQETGFDGRTQR 
YHHDLTGKLIRSEDEGLVTHW 
HYDEADRLTHRTVNGETAERW 
QYDERGWLTD1SHISERHRVTV 
HYGYDSKGRLASEHLTVHHPQ 
TNEL L WQHETRL A YKRTGL AN 
RC1PDTCPPVNAYLGTACCQHE 
1CDTPWLSYRDPFTGKSWLSGR 
YELHKRIYGITAKERKDVDVW 
HPDVRFFELYDENNELRGSFYL 
DLYARENKRGGAWMDDCVGQ 
MRKADGSLQKPVAYLTCNFNR 
PVNGKPALFTHDEVITLFHEFG 
HGLHHMLTRIETAGVSGISGVP 
WDAVELPSQFMENWCWEPEA 
LAFISGHYETGEPLPKELLDKM 
LAAKNYQAALFILRQLEFGLFD 
FRLHAEFRPDQGAKILETLAEIK 
KLVAVVPSPSWGRFPHAFSHIF 
Ar,r;vA Ar:vvcvi WArivi a An 

Auu Y AAU i ioi LWAL'VLAAU 

AFSRFEEEG1FNRETGQSFLDNI 
LSRGGSEEPMDLFKRFRGREPQ 
L*HTVVELPRPFHREILAFRPL*I 
TQAYLRHHR*RA*RC*CLASGC 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


18265 


48633 


A 


18372 


409 


533 


TGNDAPVPAQSAQYRYLQ*SV 
RNFCRLSFRLGINLSLPYPHVDD 
VIPLMAEGKILPYLDIPLQHASP 
R1LKLMKRPG 


18266 


48634 


A 


18373 


222 


659 


SAG SVKTQRSG ANKQRRTRSRL 
ASFC/ETLSSVSFPAWRKISFLIP 
VGLPISNNYVCSLNPVWCAMR 

LNMrrMorvolCWyisJi WKol Vo 

RWITTRHSFVQTLISTACWRRSP 
VTQSSWRSTFACSTGLLSHAPP 
LPIRHCTN 1TNV WY 


18267 


48635 


B 


18374 


1 


1527 




18268 


48636 


A 


18375 


1 


1005 




18269 


48637 


A 


18376 


2 


314 


WV S Y C SG STTL/LLRALQECQR 
QQGPWASAGDPGEGAGERERL 
PQALASPPLQVKPARQ/RDPGL 
RTPDPGDTASPALNG HIFALPA 
GTAGDCFPRPPRGRKNSGT 


18270 


48638 


A 


18377 




576 




18271 


48639 


A 


18378 


189 


563 


QGRGSSRPGCGHLDPGGEEWL 
PQRPGLQH LC\PSA Y1LIF AG VL 
VMV TGFLGFGA1LWERKGCLS 
TTTGDRFWKDRQPWTCR/WQT 
SHRNQSGAGGQWDRFRSHQGH 
RDHEGRTSNWGSGFPREVA 


18272 


48640 


A 


18379 


1 


531 




18273 


48641 


A 


18380 


1385 


1673 


AASTDRAAETG**KTR/HRWFL 
SVKLRTSTPTAVSPKK.*KRLAW 
TRCMTPPSKR*KKRVITPSSSPT 
SLTSTLPG ATV ATSP VMPRV WN 
CSTAVCRS 


18274 


48642 


A 


18381 


1 






18275 


48643 


A 


18382 








18276 


48644 


A 


18383 


2 


149 


ARRNESRRGGR*HPCRPIT*TGT 
VNQRPAGFRRFAGPFRYSGKPG 
RERL 


18277 


48645 


A 


18384 


482 


1655 




18278 


48646 


A 


18385 


1 


776 


MENACVLLMGVLSTFLVSWLG 

KDAMAGVGLADNFNMVIMAF 

FAAIDLGTTVPGAFSLCKRDRR 

QARVATRQSLVIMTFLPVLLAP 

L I HHFGEQI I DF V AGD ATTE VKA 

LALTYLELTVLSYPAAAITLIGS 

GALRGAGNTKIPLLIMGQVAML 

MQAPYYFQEAQIEAAIAAMDV 

A PEYADI RQVESSTA VLYLFSE 

RFMTYGKAYGLCEWFEGSRLSI 

AHIPVTDNDNETQYHFFRQSCQ 

HC/DRCSVHRRLPDGGVVA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


18279 


48647 


A 


18386 


1017 


9228 


FGRC AG VCQ* RG RDG QRRDE A 
GDGRLRARL*\ALYQTITHDLR 
YRHKN L YRRKLA SQR VTEH VN 
RAGLRYSYQYEKDCIT1TDSLA 
HNKVLHTQGEAGLKRVVKKK 
HADGSVTQSQFDAVGRLRAQT 
DA AGRTTE YSPD V VTG LITR1 TT 
PDGRASAFYYNHHNQLTSATG 
PDGLELRREYDELGRLIQETAP 
DGDITRYRYDNPHSDLPCATED 
ATGSRRTMTWSRYGQLLSFTD 
CSGYVTRYDHDRFGQMTAV 


18280 


48648 


B 


18387 




143 1 




18281 


48649 


A 


18388 


575 


835 


RQKPERYLTA FI STTLPLRWMT 
LVRVMRPIVTCRRSRSILLRSIS 
HLCKWRVSTKSPVILWTILSN* 
RLFWKSWR*NGLQSKYQDG 


18282 


48650 


A 


18389 


1207 


2465 


ASTAQQHQLLSPAKEETTGWRl 

FHPSDPWALGRSQGGAGLIQPP 

EVQKGSVRYRARFALLGPAMV 

AHRHTGRPEIRYRYDSDGRVTE 

QLNPAGLSYTYQYEKDRinTD 

SLDRREVLHTQGEAGLKRVVK. 

KEH\ADGSVTQSQFDAVGRLRA 

QTDAAGRTTEYSPDVVTGLITR 

ITTPDGRASAFYYNHHNQLTSA 

TGPDGLELRREYDELGRLIQET 

APDG DITRYRYDN PH SDL\PC A 

TEDATGSRKTMTWSRYGQLLS 

FTDCSGYVTRYDHDRFGQMTA 

VHREEGLSQYRAYDSRGQLIGV 

KDTQGHETRFEYNIAGDLDGGI 

A PEG G/RN G/TQ Y D A WG RRRTT 

/r*nr*r\ a nncc a ( ' f ' ri> a dv^ut 
/l^UOJJAUfJKaAOU 1 KAKaUH 1 

SFRSVGDRTYVSRHGYPGRNLR 
RMV RS S VPL YRLT A SIAPVPQE 
YRFPPHQSEEVY 


18283 














18284 


48652 


A 


18391 


1 


2640 




18285 


48653 


A 


18392 


1 


549 




18286 


48654 


A 


18393 


290 


389 


HLCGPRTAR*ARFWHL*RAYG 
L*SGECRRAGSV 


18287 


48655 


A 


18394 


1095 


1268 


HLCGPRTAR*ARFWHL*RAYG 
L*SGECRRAGSVAENARSACRC 
RRSAHAGRFLQTAS 


18288 


48656 


A 


18395 


1056 


2178 


















18290 


48658 


A 


18397 


1628 


1856 




18291 


48659 


A 


18398 


227 


668 




18292 


48660 


A 


18399 


1 


3186 




18293 


48661 


A 


18400 


291 


631 
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SEQ ID 


SEQ ID NO: 


Mel 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unkno\vn, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






18294 


48662 


A 


18401 


1 


1437 




18295 


48663 


A 


18402 


345 


727 




18296 


48664 


A 


18403 


870 


1043 




18297 


48665 


A 


18404 


1 


2175 




18298 


48666 


A 


18405 


1 


1332 




18299 


48667 


A 


18406 


1 


1566 




18300 


48668 


B 


18407 


1 


921 




18301 


48669 


B 


18408 


1 


2487 




18302 


48670 


B 


18409 


1 


2919 




18303 


48671 


B 


18410 


1 


2214 




18304 


48672 


A 


1841 1 


1714 


1979 


RLAWRLAGRWWAGSWRTST1P 














PAAACSRLRCSPPSKFCSAWCR 














WC STRAC SSCCRSTSSPMPA WR 














PSAGS*LSTARRRAPPSALVLR1 


18305 


48673 


A 


18412 


1201 


2118 


PSRQADKEN RPHPGRG Y PARM 














MSGLTGT1TTVSTGWCTTRGHN 














MKSRWSKVAIFTTRWGRRVAK 














RVWRRERDLTGWMSLSRKPQV 














TWYGWDGDRLTTIQNDRTRIQ 














Tl YQPG SFTPL I RRIP VLGG GDTT 














MDCLRTSIRLNAASVTCAYRRD 














QJSMPGSRKEVVNAREEGVEFQ 














FNFQPQYIACDEDGRLTAVGL1 














RTAMGEPGPDGRRRPPPVAGSE 














FELPADVLIMAFGFQAHAMPW 














LQGSG1KLDKWGLIQTGDVGY 














LPTQTHLKKVFAGGDAVHGAD 














LVVTAMAAGRQAARDMLTLF 














DTK*PGTAGTATG*PQYRTTEP 














ASRRFISRGASRHSSEGS/SVLG 














GGDTT/MGLFADFHPPQCRQRD 














LAPYRRDQISMPGSRKEVVNAR 














EEGVEFQFNFQPQYIACDEDGR 














LTAVGLIRTAMGEPGPDGRRRP 














PPVAGSEFELPADVLIMAFGFQ 














AHAMr WLt^USOliS.LUrvWOLiy 














TG D VG YLPTQTHLKK VF AGG D 














AVHGADLVVTAMAAGRQAAR 














DMLTLFDTKAS 


18306 


48674 


B 


18413 


1615 


1656 




18307 


48675 


A 


18414 


1287 


5056 




18308 


48676 


A 


18415 


1 


271 




18309 


48677 


A 


18416 


1 


588 




18310 


48678 


A 


18417 


2150 


2332 
















LEELGVIGAVLVGFSL* VLWAP 














LQLPKAGGRVKVAGIQLGEVEF 














WKVS\KSCSSPDPPPGVMAAKIS 














ISQALQPPQSTR 


18312 


48680 


B 


18419 


1 


2721 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18313 


48681 


A 


18420 


712 


10j1 


PVMRQRGVFRSVILIKIRSARCC 
QM1QPRVISHAMYSLSPFFALR 
RSTKSPKRFSMNNS*ASRSSGST 
SRDTSAIS*ARRSISSRTSRLLIRS 
L1SLISSLLVNVV 


18314 


48682 


A 


18421 


1 


1779 




18315 


48683 


A 


18422 


693 


921 




18316 


48684 


A 


18423 


758 


1183 


ALTAASRSECAVIMMTGRTSCC 

DIVEKWIPARCCQMIQPRVISH 

AMYSLSPFFALRRSTKSPKRFS 

MNNS*ASRSSGSTSRDTSAIS*A 

RRS1SSRTSRLLIGWRSLWYTILI 

NSIPPTNRAKSMKPEPSPNACSK 

VKRCC 
















18318 


48686 


A 


18425 


1 


2436 




18319 


48687 


A 


18426 


1382 


1813 




18320 


48688 


A 


18427 


900 


1028 


AGYAAPGRTDRRSSPSG*GYRY 
SGCYQICRQPGRLGSRKSPV 


18321 


48689 


A 


18428 


1 


881 


MTPSRF AKKNG SL VKRCPMG 1 

DAEVTMIKPIAARPKVSHSKVR 

SYMIRLSVSFSREPITQPFSAVEI 

QTRJRYGVSGFFLRRVDTEHHP 

DRHAARALQYHITGSNRCDAIN 

AVQFDTAGGECTNRRMAEDIIG 

RNVAVIQML1RLVIKQAFREVP 

SELWTNRKQACPFLDFDCGENS 

A1AANNYDWFGNMNVLTFLRD 

IGKHFS VNQM INKEA VKQRLN 

REDQGISFTEFSYNLLQGYDFA 

CLNKQYGVVLQ1GGSDQWGNI 

TSGIDL/NPSSASESGVWPDRSA 

DH*SRWHQIW 


18322 


48690 


A 


18429 


] 


3270 




18323 


48691 


A 


18430 


1 


374 


MKTCWQILEIESTTQIDI1RQAY 
LA RLPLCHPETDPQGFKA LRQA 
YEEALRLAVNPVEEADDEEKD 
AAAEHEILRAFRT/FTGFRK*SFS 
AFRLAEIYSAIKYLEHGGCRSIT 
LAAVCNRHRSAI 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


18324 


48692 


A 


18431 


63 


1272 


LRRSCNAVYCW*CVATCPS\GE 

EDGIVLIDQDKCRGWRMCITGC 

PYKKIYFNWKSGKSEKCIFCYP 

RIEAGQPTVCSETCVGRIRYLG 

VLLYDADAIERAASTENEKDLY 

QRQLDVFLDPNDPKVIEQAIKD 

G1PLSVIEAAQQSPVYKMAME 

WKLALPLHPEYRTLPMVWYVP 

PLSP1QSAADAGELGSNGILPDV 

ESLRI P VQ YLANLLTAGDTKPV 

LRALKRMLAMRHYQRAETVD 

G KVDTRALEEVGLTEAQAQEM 

YRYLAIANYEDRFVVPSSHREL 

AREAFPEKNGCGFTFGDGCHGS 

DTKFNLFN SRR1DAIDHQQEMF 

EAIAASKNLPKEDAHALGIFLR 

DLTTMDPLDAQAQYSELFDRG 

RATSLLLFEHVHGESRDRGQA 

MVDLLAQYEQHGLQ 


18325 


48693 


A 


18432 


2 


859 


WPLRRSPYS1INGSGKSAASGSV 

MQVAQFNSHYQYDPKFERGM 

YLYEHRRCFNNIIDYCNSLCYH 

AWLVAHKDDIERNYRGPLVQV 

VGWCDA1FGAEELGISRAQFDQ 

FLRMMQGGAQFGGGYQQQTG 

GGGRPGGHFFEKRRLLRMVDR 

LNARFTGGVLVSFKGPLLEGFG 

PWQGLSPWVIGPDLGLPG/CLG 

AWGAVSVCHCPWVCKTGSPFR 

WVPHRRFHPPPG*KFPENWMG 

FCSSRTCSGLFSHPHSPTMAFKN 

FELGHGTPPRGTRNRPTMSSNT 

YRPHRFQ 


18326 


48694 


A 


18433 


479 


601 


CWRPLPAEKRWWYLAANWW 
RLAARFVFPMLCVRQ*PSSMIW 
TTPDAD1AIGTWRSCCAVLRGR 

JsJVlr Vool 1MKKKL I t-WKrLrA 

EKRWWYLAANWWRLAARFVF 

D]\/tl f^\/X>f\A A DVTI/ 

rMLLVK^AAF Y lis. 




48691 


— 


18431 


— 


— 


ATYENMLANPRN*KHDANRHY 
PPGLSCSLTVVSSRNRSARV 


18328 


48696 


A 


18435 


173 


298 


ATYENMLANPRN*KHDANRHY 
PPGLSCSLTVVSSRNRSARV 


18329 


48697 


A 


18436 


1 


1734 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 

in liSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18330 


48698 


A 


18437 


851 


2202 


RQKRLIFCCVKGKNWPP*WRW 
LNEKLPCSLMLLPTLPPSVLGIR 
LQNQLQRQFVRQGGVWMPGD 
EVKKVTCKNGVVNE1WTRNHA 
D1PLRPRFAVLASGSFFSGGLVA 
ERNGIREPILGLDVLQTATRGE 
WYKGDFFAPQPWQQFGVTTDE 
TYARHRQGKPLKTCLPSVRCW 
ADLIPS PRD A A A VF V PS V L YMP 
LNRLPNAQEANNE 


18331 


48699 


B 


18438 


1 


5301 




18332 


48700 


A 


18439 


710 


889 




18333 


48701 


A 


18440 


1622 


2615 




18334 


48702 


A 


18441 


1 


1309 




18335 


48703 


A 


18442 


1 


266 


PRQCGFMKKRLENGDDYFAVN 
PRGRCLHCCWMTVLC*RKRSD 
YAVSCRQRPRPPVLAPVNSISRS 
VSP YTPEE YKPTVRA QL EKNCN 
M 


18336 


48704 


A 


18443 


267 


395 




18337 


48705 


A 


18444 


1 


3807 




18338 


48706 


A 


18445 


! 


2193 




18339 


48707 


A 


18446 


1278 


1846 


SCRSAPRNRHQIPGTYRSRLPRH 
TTPPGYDHNRKNPNLYISTRQK 
RDAFFAVQYHSLLYYRQTLLPN 
DWNQSVDR*FVFRL*NQNGYNS 
GRHLYWRYHSYNAWL*LCHR 
HPV YY RL YYIFLQPVQMQMPQ 
CPSPLM PECSFSFSFL1 L 1NA/SNI 
QRESPVENRK.VFNLRLLKIYYR 
L1IFLKCGNLLNL 


18340 


48708 


A 


18447 


1 


2106 










T§5^ 


881 









4~8Tf0~ 










MMGFDGTVQYMASLGAPMPM 
LAA/MYCGSYGSARRDINRAW 
LFHPSAGGAVYFLHAGYGGDW 
SPLLGYDRRCGWAKYD 


18343 


48711 


A 


18450 


1 


1960 




18344 


48712 


A 


18451 


563 


928 


FSAIKSSPKAQALWHVLHY*AV 
N*TNIFKTEKPIFNRGKRFRPTP 
TRQLREC WI V WG S A SCQLTKQ 
AVVARWTIILMRRRKGWHGRA 
IILMPGGPRLKQVPRQFCKPPA 
AAARLSKSMGRC 


18345 


48713 


A 


18452 


1 


828 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18346 


48714 


A 


18453 


1 


1327 


MMQKPATVDEEESPRETHRYS 
VRRRGELI VEAGG RAENTV VT 
GAGWLKVATGGIAKCTQYGN 
NGTLSVSDGA1ATDIVQSEGGAI 
SLSTLATVNGRHPEGEFSVDKG 
YACGLLLENGGNLRVLEGHRA 
EKIILDQEGGLLVNGTTSAVVV 
DEGGELLVYPGGEASNCEINQG 
GVFMLAGKASDTLLAGGTMN 
NLGGEDSDTIVENGSIYRLGTD 
GLQLYSSGKTQNLSVNVGGRA 
EVHAGEVTGDIHVEITDASRQT 
LCNALKLQPDEGGSSRVIPTCK 
ASRLRIDANFKRFVDEEVLPGT 
GLDAAAFWRNFDE1VHDLAPE 
NRQLLAERDRIQAALDEWHRS 
NPGPVKDKAAYKSFLRELGYL 
VPQPERVTVETTGIDSEITSQAG 
PQLVVPAMNARYALNAANAR 
WGSLYDALYGSDI1P\QEGAMV 
SGYDPQREAMECP 


18347 


48715 


B 


18454 


71 


4995 




18348 


48716 


A 


18455 


1 


3572 


MARKRKSRNNSK1GHGA1SR1G 

RPNNPFEPCRNRYAQK.YLTLAL 

MGGAAFFVLKGCSDSSDVDND 

GDGTFYATVQDCIDDGNNADI 

CARGWNNAKTAFYADVPKNM 

TQQNCQSKYENCYYDNVEQS 

W1PVVSGFLLSRV1RKDRDEPFV 

VATcr^r'CCtrA et?m/\xr\/t>cctvtAAC 

VP! A CV\M A \7 A TTl CDnDTAA At 

YUl/ASY VIA VArLbKUKiyAAL 

DEWHRSNPGPVKDKAAYKSFL 
RELGYLVPQPERVTVETTGIDS 
E1TSQAGPQL VVPAMNA R 


18349 


48717 


A 


18456 


485 


^999 




18350 


48718 




^8457 




270 




J_835J — 


48719 


— 


18458 


— 






18352 


48720 


— 


1845!) 




290 


- 

756 






48721 


— 


18461) 




314 




18354 


48722 


— 

A 


18461 




2 






18355 


48723 


A 


18462 


1 


— 














780 




18357 


48725 


A 


18464 


101 


435 




18358 


48726 


A 


18465 


805 


993 




18359 


48727 


A 


18466 


452 


2180 




18360 


48728 


A 


18467 


691 


1443 
















DPRDCR LK VG KEMFTLFGPQF 

VRELQQRGFDIFLDLKFHDIPNT 

AAHAVAAAADLGVWMVNVH 

ASGGARMMTAAREALVPFRPD 

APLLIAVPV*RS1KASDLVVPL 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18362 


48730 


A 


18469 


632 


796 




18363 


48731 


A 


18470 


129 


425 


TDIITRQNGTGANIDAIEIIATKA 
STGLFVYQPRFARCPRVMSSGY 
HTATRGSSGTRTVRARVCHTA 
AGVYGSSKQTQF*NRFCQRKCR 
RYPDGCRRA 


18364 


48732 


A 


18471 


1 


1062 




18365 


48733 


A 


18472 


1 


996 




18366 


48734 


A 


18473 


1 


1004 


MLRV YH SN RLD VLE ALMEFI V 
ERERLDDPFEPEMILVQSTGMA 
QWLQMTLSQKFGIAANIDFPLP 
ASFIWDMFVRVLPEIPKESAFN 
KQSMSWKLMTLLPQLLEREDF 
TLLRHYLTDDSDKRKLFQLSSK. 
AADLFDHVSGASVSSKVEQLR 
AQLNERILVLDGGMGTMIQSY 
RLNEADFRGERFADWPCDLKG 
NNDLLVLSKPEVIAAIHNAYFE 
AGADIIETNTFNSTTIAMADYQ 
MESLSAEINFAAAKLARACADE 
WTARTPEKPRY \V AG V LGPTN R 
TASISPDVNDPAFRNITFDGLVA 
AYRESTKALVAGIVLMPA1PAL 
WEAEPGGCA 


18367 


48735 


A 


18474 


606 


846 




18368 


48736 


A 


18475 


3042 


3933 


GPHPPAPGGPA\CH YD VHQP Y L 
RQRTEDRRTRHYLAQSFAQYSL 
RQ WAFH FLLDN ITPDIQQI VI A H 
TRRTGGFTITASEAAIEMLLCFK 
RDFVALQHLFNQ1DAPARAVQF 
IAQKLIGWACCEAARKNQLPH 
NTTKRSLLMSILYEERLDGALP 
DVDRTSVLMALREHVPGLE1LP 
TDEEIIPYQCDGLSAYRTRPLLV 
VLPKQMEQVTAILAVCHRLRV 
PVMVFPGLRLSREAFLTTAEFG 
TQELRRPAQLRLQVYRLLSTAG 
RHHPAQNSPIRVLEVD1DLLGG 
TQELWGWKETH 


18369 


48737 


A 


18476 


869 


1639 


ICSRCKSTRTSPTRCRKAIKV1L 
VCFVIRELLVVAPELTIIGLPEG 
NWITVSKGMLAKSPVDSNSTQ 
LKEAEEERLKAAQYGLQLVES 
QNELQNQLDKCRNEMMTMTE 
MQLRNKKRRRELGNLIKRFRSG 
AESLPDAVVLTTEEGGIFWCNG 
LAQQILGLRWPEDNGQNILNLL 
RYP/EVYAISENA*FFSPAQSGA 
QHRAASGNSRHALYPQTVADG 
GA*CHANASTGRGAA*LFCQRE 
P*VTYAIDRVTGLPGDDE 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18370 


48738 


A 


18477 




2356 




18371 


48739 


A 


18478 


— 

1j7 





UUyLojWAMUrLnL/rnr WfNi> 

MTWHLQRLWGACGYFWHAQ 
WERLLTTFEGNEWILIFIGGIL 


18372 


48740 


A 


18479 


923 
















~73 




18374 


48742 


A 


18481 


168 


360 




18375 


48743 


A 


18482 


1 


147 




18376 


48744 


A 


18483 


161 


440 




18377 


48745 


A 


.! 8 i 84 


277 


2172 




18378 


48746 


A 


18485 


164 


406 


LFRREGSYDRYLLMDDYCRRK 
DDSYFDRYRDSFDGRGPPGPES 
QSRAKGKVAETVYSYY* *NTL 
QKREETNNQYPHLKKG 


18379 


48747 


A 


18486 


405 


999 




18380 


48748 


A 


18487 


64 


288 




18381 


48749 


A 


18488 


159 


550 


CAVCHISFQDTPVLVSSNVTMQ 
FGSKPLFENISVKFGGGNRYGLV 
IGANGSGKSTFMKILGGDLEPT 
LGNGSLDPNERJGKLRQ\DQFAF 
EEFTVLDTVIMGHKELWEVKQ 
ERDR1YALPEMSEEDGYKVAD 


18382 


48750 


A 


18489 


3 


481 




18383 


48751 


A 


18490 


2 


233 




18384 


48752 


A 


18491 


2 


3026 


SVPTIIFFFLPVLRFWRPGIQQA 
KKCHLFATGTQSRRNTLRQRT 
AKG1PQQRMTAKREEISIGILHV 
TPQQRRECRGDNRFTARFRRTP 
WRLLGHCVSAAVTGVLPAVAG 
SPLAYSDTDEFYPVAGGTMSQ 
HLPLVAAQPGIWMAEKLSELPS 
AWSVAHYVELTGEVDSPLLAR 
AVVAGLAQADTLRMRFTEDNG 
EVWQWVDDALTFELPEIIDLRT 
N1DPHGTAQALMQADLPQDLR 
VDSGEPLVFHQTTLGFI 


18385 


48753 


A 


18492 


2714 


3079 


RLIGLRMVREFVGLIRRASVAS 

CA4T UrCDCTD DA4CCTT \/DrT7CTCC 

Lrr IrivjLMMV 1 L.or DAoKbrLA 
QMYMPLSS 


















iPsl ' 


j— 


i^li — 


T778 


5521 




18388 


48756 


A 


18495 


1 


1425 




18389 


48757 


A 


18496 


3 


96 


FVGRIRRLRRIRRY*FTPLTD*LS 
CAHQVP 


18390 


48758 


A 


18497 


420 


955 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unkno\yn, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






18391 


48759 


A 


18498 


533 


1006 


RPSIFACVSP*RINHSRIMPQTN 














AKNAK.PNPAQVMRGVISRRRR 














A \A1 FCMQA ITRTPTTQPT1M A TTC 
AJVI Lr oin oAI IMr 1 1 or 1 MAI 1 o 














A CQCPP A\/I< r \/CM^^P^-I^:TXTTPTXTT^ , 














NTTSCFRLIPHFMTPKPLPLYSE 














SGPSCSSCSASARSNGSLP1SIKV 















ANAQAQSASTSGMLWLSGQ 


18392 


48760 


A 


18499 




418 


C W ri i LoAUKKt^l/Ar^u V oKtS. 1 














ATVCHHPVDYYAGSLYRLYFT 














PlDI DAD1 A^UAACC/r.TPACUA 




























TAMQT\/T TMk'Qpxyfcn A\/Pt?nPT 














Xl\X/nAIT \4PT TPx/VPTI fUTVWA 
IN W l^AILMrJLlr V V r 1 LLil 1 i W A 














c:xt a v\/i ah 


18393 


48761 


C 


18500 









18394 


4876J? 




18501 


— 

J 




ii 07 




18395 


48763 


— 

A 


18502 


J 






18396 


48764 


A 


18503 


88 


— 

— 




18397 


48765 


A 


18504 


204 







18398 


48766 


A 


18505 


241 


121 




18399 


48767 


A 


18506 


1655 


1909 




18400 


48768 


A 


18507 . 








18401 


48769 


A 


18508 




1 


— 

585 




18402 


48770 


A 


18509 


1 


723 


LQPPGRRWAAPAV\SGLSRQV\ 














RCFSTSVVRPFA\KLVGPS\VQV 














SVIEGRYATALYYYAASRQNKL 














EQVEKGVLLRVAQILEGTPKWA 














ASVLESPMLKAFPLKVKKPK.M 














T1TAKVGGSLPLTYQTLINFALL 














cwrcn*r;MVDDi:c.rcr:] pt TA/ir» 
h.INU£>L> UlN Y r rvbor ^UJ^rL 1 NIL) 














nupuco PD\/p\r r\ATcniyi fun 
uVrnoKcKvr\U 1 V\l oLUrL. CO 














PPOFCPFIfMrc.QPr.PI PCD \ w\ 














KLG AK\TDPSI\LGG M I VRIGEYK 














YVDMSVKTK\IQKLG\RAMREI 


18403 


48771 


A 


18510 


400 


894 




18404 


48772 


A 


1851 1 


1 


1023 




18405 


48773 


A 


18512 


73 


424 


R PG M WSTRS PN ST A WPL S L EPD 














pr;i\/i aca pttimi-itttt Appnpn 














MSGWPDGRMETSSPTIMDIVVI 














*CAIAAEAIVLVSLLFVMLRYM 














YRHMGTYHTNEAKGTGVADS 














ADACPAGDPA 


18406 


48774 


A 


18513 


141 


563 


RPGMWSTRSPNSTAWPLSLEPD 














DplVA A c A CTThytUTTT\I A \PDnDP, 














VS\GLP\DGRMETPTPHP*LTMV 














VIAGVMACLWPFVLSLPSSFVM 














VALTLLTGHKGARTTPNEAKG\ 














TEFAES\ADAALQG\DPAL\QDA 














GDSSRKAEYFI 



2283 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18407 


48775 


A 


18514 


182 


935 


QAFELHCPCRPKFSTLPSPAWPP 
RHTDLRKRGRRTAQ*YAGNES 
HPPSLPRYLRRSRH/SRMQAPSS 
TCSYSHTSLQCSPAPQNH/AQHP 
♦PALEELACG/SPSVSSPYLVLSS 
CQEQPHHCCPPSTPRPSW/CPSS 
GDAICYSPGQ/CPRSRGPLP\EDS 

bL/orrAty V LrrooVjorilN 1 JL Y LK 

CKRFSAFILNCEPPSK\C*KPGHR 
CRS*AGILTLLPPG/ERGP/GDGP 
CSTGRQSASKTPPPPSHPHTGHS 
LWSEEK 


18408 


48776 


A 


18515 


48 


676 


KARLTWQQTREESLCRETPPYK 
TIRSRETYSLPREQHGKDLPP* F 
NYLPPSPSHNT1CPG*QDQGRFT 
Q\PLYLRCKRFSAFILNCEPPSK\ 
C*KPGHRCRS*AGILTLLPPGGE 

Av^>Hr K Vlvnr 3l r L/ Ktuu t, V kji Is. 

PKKTSPGTELLMQP/CHQPSPRT 
CQPAPRKSNRP/LGCLSPLMKHS 
TLG YLL WLQKA1 WLK.G FGTSG 
W*M*GRFHL 


18409 


48777 


A 


18516 


86 


92 


TAN A A LHQPSPRTCQPA PRKSN 
RPQAA*ALNC 


18410 


48778 


B 


18517 


1 


2031 




18411 


48779 


A 


18518 


98 


367 


DLFLYLS WQ H C H P YSHC HPNQ 
KPGRFLMKLSSVETVTIELKNGT 
TRSHGT\IHQVWDVQ\MNTH\L 
KAVKMTLKNREPVQL\ETLSIR 
GNN1R\YF1LPD/SVYPLDTLLVD 
VDPKVKSKKREAVAGRGRRRG 
RG/TRDVARGR*RGNN1R 


18412 


48780 


A 


18519 




310 




18413 


48781 


A 


18520 


37 


136 


RRRPSSSWALPPSRGPSST*AER 
GAQHQQPVPA 


18414 


48782 


A 


18521 


3 


305 


FFTLCLQWGLFSCESPICSGVGR 

v\x/A*A/r , t r^i ntcAici Di\/mDi^ 
Y WA V^L*L,r L^lcAicLrlVXL'rtv 

i xii<'PDr , irvciTPi<rcccD\/i< r fe r \/i 
LINKKKOr V r I J rKitcr VrvJS. VL 

EKKFHTVSGSKVRCSQLCLASC 
AAGELALRGMG 


18415 


48783 


B 


18522 


249 


367 




18416 


48784 


A 


18523 


1 


1008 




18417 


48785 


B 


18524 


17 


835 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in liSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=llnknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18418 


48786 


A 


18525 


2 


1188 


SLIKLNSPPPRGGGTARYGAWL 

LVGGFPCGGGQGGGDTVGAAP 

W A DWG E AS A A ASFD V LA E AC 

ARLSSLRVGDEAGSRGVIWRAR 

SPPRLGLALSEAG\EE\QPMETT 

GASENGHEAVPE\ASR\GRGCW 

TPLRRGLEARPRRPRAG1RTAPR 

D/QR1NASKNEEDAGKMFVGGL 

S\WDTSKKDLKDYFTKFGEV\V 

DCTIKMDPN1AGRSRGFGFILFK 

DASSV*K\VLDQKEHRLDGRVI 

DP\KKAMA\MKKAPVKKIFVGG 

LNPESPTEEKIRESFGEFVGEIEAI 

ELPMDPKLNKRRGFVF1TFKEE 

EPVKKVLEKKFHTVSG\SKCE1K 

VAQPKEVYQQQQYGSGGRGN 

RNRGNRGQ/GGGGGGG*GQGS 

TNYG\KTQ\RRGGHQ\NNYKPTL 

EAGRQERPT 


18419 


48787 


A 


18526 


3 


784 




18420 


48788 


A 


18527 


3 


1990 


PAMNGLSLSELCCLFCCPPCPG 

RIAAKLAFLPPEATYSLVPEPEP 

GPGGAGAAPLGTLRASSGAPG 

RWKLHLTERADFQY SQRE\RST 

IEVFPTKSARGNRVSCMYVRCV 

PGARYTWLFSHGNAVDLGQMS 

SFYIGLGSRLHCN1FTYDSSGYG 

ASSGRPSERNLYADIDATWQAL 

RTR*GRPLVGRVRARWRPRLTL 

LRRRQVRHQPGQHPSCTGRS1G 

HGAHRGTWPRATSVPRWCCTR 

K£>1 suMKV Arl D lytKr 1 Aa 1 1 

FP YIRERCPRLTS PRAHHPTGTK 

DEVIDFLEAGWRSTRRCHQGG 

GAAVGGGGPGHNDIELYSQYL 

ERLASLSFSQELPSQRA 


18421 


48789 


A 


18528 


82 


406 
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SEQ1D 

iNO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


18422 


48790 


A 


18529 


2 


1474 


ARASGSGSSSGQGKMGQS\QRG 

GHGSGGGKKDDKDKKK.KYEPP 

VPTRVGKKKKKTKGPDAASKAL 

PLVTPHTQCRLKLLKLERIKDY 

LLME\EEFIRNQEQMKPLEEKQ 

EEE\RSKVDDLKGGPRLSVGNL 

GKRFI\DDNHA\1VSTP\VGSEHY\ 

VSILXSFVDKDLLEPGCSVLLNH 

KVHAVIGVLMGDTDPLVTV\M 

KVEKAPQETYADIGG\LDNQI\Q 

E1KES VELPLTHPEYYEEMG IKP 

PKGV\ILLVPPG\TGKTFLPKAV 

ANQIASATFLRGGGSELIQKNLG 

DGPKT/LSRELFRWSEELAPSLR 

FIDRJLPPLGTKRYYDSNSGGEVR 

EFQRTM\LELLN\QL\DGFDS\RG 

DWKVIMPTNRMETLDPALIRPR 

PAFDRKYEFP/LCPDEKMKKRIF 

^lonKii/KlVl J LAUVu 1 rW 1 1 LJ 

MA\KDDLSGA*PSKA.\CT\EAGL 
MAL/RENRRMKVPN\EDFKKS\ 
KENVLYK.K.QEGTPEGVVSLMN 
PWLVIRKMVGRFLNP 


18423 


48791 


A 


18530 


2 


274 


WQDLICRMAASVKEQSTKP1PL 
PQSTPG/ESHSLSTSGKSEVRDL 
FVAERQFAKEQHTDGTLKEVG 
EDYQIAIPDSHLPVSEERWALD 
ALRN 


18424 


48792 


A 


18531 


3 


844 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, \=possible nucleotide insertion) 


18425 


48793 


A 


18532 


261 


2814 


VRFRNLIRIYCNIKICAVSHCPP 
KVFKLNSLFFLHRFDSVAFGES 
QSEDEQFENDLETDPPNWQQL 
VSREVLLGLKPCE1KRQEVINEL 
FYTERAHVRTLKVLDQVFYQR 
VSREGILSPSELRKIFSNLEDILQ 
LHIGLNEQMKAVRKRNETSVID 
QIGEDLLTWFSGPGEEKLKHAA 
ATFCSNQPFALEMIKSRQKKDS 
RFQTFVQDAESNPLCRRLQLKD 
I IPTQMQRLTK YPLLLDN1 AK YT 
EWPTEREKVK.KAADHCRQILN 
FVNQAVKEA ENKQRL/EED YQ 
RRLDTSSL\KLSEYPNVE\RLRN 
M DLTKRKMIHEGPL VWKVNR 
DKTIDLYTLLLEDILVLLQKQD 
DRLVLRCHSKILASTADSKHTF 
SPVIKLSTVLVRQVATDNKALF 
VISMSDNGAQIYELVAQTVSEK 
TVWQDL1CRMAASVKEQSTKPI 
PLPQSTPGEGDNDEEDPSKLKE 
EQHGI SVTGLQSPDRDLGLEST 
LISSKPQSHSLSTSGKSEVRDLF 
VAERQFAKEQHTDGTLKEVGE 
DYQ1AIPDSHLPVSKE\RRALDA 
LRNLGLLKQLLVHQLGLTEKSA 
LEN WQHFPRYRTA FQGPQTDS 
VIQNSENIKAYHSGEGHMPFRT 
GTGD1ATCYSPRTSTESFAPRDS 
VGLAPQDSQASN1LVMDHMIM 
TPEMPTMEPEGGLDDSGEHFFD 
AREAHSDENPSEGDGAVNKEE 


18426 


48794 


A 


18533 


90 


j8j 


1LQLHSSGPCLLWL*LSFRSLST 
TAWCQCCRPAADFHPSGSSRVS 
AVLL1Q/HRRPLPLP1GLKACYFS 
ALSLQTSLTCLGLVVLLDFPKE 
AASLDKV 


18427 


48795 


A 


18534 


1 


456 




18428 


48796 


A 


18535 


830 


1092 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in L'SSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18429 


48797 


A 


18536 


391 


1824 


GSGADASGFISDAGLIFKKASSK 

GPK.RLEKFSDERAAYFRCYHKL 

FLLFSSLCYGTYHVVVLPTLKP 

REDED WISLCLRHCLMQKDTH 

SMLGECGERREGKKQKTGALG 

SSLSLEDAKHLLPFIPALPFSWN 

ALPQDLCNVFKLLWDYRIRVD 

PSPIAGTL1RRDTDPQGESHVKT 

GRHWSDTIKSQRCQGLRQPPDR 

PIPILLMVKGQHVWPSQLDKAQ 

1QEVTELNNVKNVARLPKSTKK 

HAIGIYFNDDTSKTFACESDLEA 

DEWCKVLQMECVGTR1NDISL 

G\EPDLL\ATGVE\REQSE\RFNV 

YLMTSP*LRMLHG\ECALQV\T 

Y\EYICLWGRPRTPQEFKLISW\P 

L S ALRR Y\G RG TP WFN YQAGR 

M\CQTGEGLFIFQTRDGEAIYQK 

VHSVAALAIAEQHERLLQSVKN 

SMLQMKMSERAASLSTMVPLP 

RSAYWQHITRQHSTGQLYRLQ 

DVSSPLKLHRTETFPSLQDS 


18430 


48798 


C 


18537 


22 


620 




18431 


48799 


A 


18538 


48 


413 


EDSKSK.T1SHPWRDCGDYCHH 
QGLERCRGGDSHHTPVQLS*LA 
CAED\NKSWRMT\GIIVSLTKC* 
LQMQLLYQMWFHCLSKLTHLL 
G1STLQLCVT1LFREILITFPLHKI 
SHWSITLMTLR 


18432 


48800 


A 


18539 


23 


124 


QWV1ISLTKW*LQLQLLYQMW 
FHCLSKLTRLLP 


18433 


48801 


A 


18540 


1 


1860 




18434 


48802 


A 


18541 


209 


3816 


QGRPTFRFRKYREHHKDTPREE 
QLQDT*SSDSPKLK*RKKC*GQ 
PERKVKLPTKGSPSD*KRISRQ/ 
KTLQARRQSWFFEKINKIDRPQ 
ARLIKKKREKNQIDTIKNDKGD 
1TTDPTEIQITIREYYKHLYANK 
LENLEEMDKFLDTYTLPRLNQE 
EVESVNRP1TGSEIEAITNSLPTK 
KSPGPDGFTAEFYQRYKEELVP 

el r ft cr^DTrrvcrui dxiccvc a cii 
rLLl^Lrl^rlfclsJlljlLrlNbr YtAbll 

LIPKPGRDTTKKGNFRP1SLMNI 
DAKIL 








in§4i — 




2lr! 






48804 












18437 


48805 


B 


18544 




1716 




18438 


48806 


A 


18545 




1704 




18439 


48807 


A 


18546 




3618 




18440 


48808 


A 


18547 




3087 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


18441 


48809 


A 


18548 


277 


350 


SPVEKELKLWKNRHKLLSC*W 


18442 


48810 


A 


18549 


197 


422 


IVNKVVLPQGGPASPSLKGFWV 
YKLAQVWKLIEGP*FPIFIIQISL 
LSI*PRSFLFV*IK*ECSRLPISFTS 
SGR 


18443 


48811 


A 


18550 




3171 


MVKGS1QQEELTILNIYAPNTG 

APRFIKQVLSDLQRDLDSHTL1 

MGDFNTPL STLDRSTRQK VN K 

DTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKIDHIL 

GSKALLSKCKRIEI1TNYLSDHS 

AIKLELRIKNLTQSRSTTWKLN 

NLLLNDYWVHNEMKTEIKMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKF I ALN A Y KRKEERSKIDTL 

TSQLKELE KQEQRH SKPSRRQE 

ITKMRAELKEIETQ 


18444 


48812 


A 


18551 


209 


2432 


QGRPTFRFRKYREHHKDTPREE 

QLQDT*SSDSPKLK*RKKC*GQ 

PERKVKLPTKGSPSD*KRISRQ/ 

KTLQARRQSWFFEKINKIDRPQ 

ARLIKKKREKNQ1DT1KNDKGD 

ITTDPTEIQ1TIREYYKHLYANK 

LENLEEMDKFLDTYTLPRLNQE 

EVESVNRP1TGSE1EAITNSLPTK 

KSPGPDGFTAEFYQRYKEELVP 

FLLKLFQP1EKEG1LPNSFYEASII 

LIPKPGRDTTKKGNFRPISLMNI 

DAK1LNKILANQ1QQHIKKLIHH 

DQVGF1PGMQG\WLEVLARA/IR 

QEKEIKG1QLGKEEVKLSLFAD 

DMIVYLENPTVSAQNLLKLISN 

FSKVSG YKIN VQK SQ AFL YTNN 

RQTESQIMSELPFTIASKRIKYL 

GIQLTRDVKDLFKENYKPLLNE 

IKEDTNKWKNIPCSWIGRINIVK 

MA1LPKVIYTFNAIPIKLPMTFFT 

ELEKTTLKFIWKQKRSHIAKSIL 

SQKNKAGDITLPDFKLHYKATV 

TKTAWYWYQNRD1DQWNTTE 

PSE1MLHIYNHLIFDKPDKNKQ 

WGNDSLFNKWCWENWLAICR 

KLKLDPFLTSYTKINSRWIKDL 

NVRPKTIKTLEENLGNTIQDIG 

MGKDFMSKTPKAVATKAKIDK 

WD VI KLKSFCTAKETTIR VNRQ 

PTEWEKIFATYSSDKGLISRIYN 

ELKQ 1 YKKKTNTN P I KKW A KDM 

NRHFSKEDIYAAK.RHMKKCSSS 


18445 


48813 


A 


18552 


1 


3255 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 


18446 


48814 


A 


18553 




3139 




18447 


48815 


A 


18554 


1 


3210 


MVKGSIQQEELTILNIYAPNTG 

ALRFIKQVLRDLQRDLDSHTITM 

GDFHTPLSTLDRSTRQKVNKDI 

QELNSALHQEDLIDIYRTLHPKS 

TEYTFFSAPHHTYSKIDH1VGSK 

ALLSKCK.RTEIITNCLSDHSA1K 

LELRIKNLTQNRSTTWKLNNLL 

LNDYWVHNEMKAEIKMFFETN 

ENKDTTYQNLWDTFKAVCRGK 

F1ALNAHKRKQERSKIDTLTSQL 

KELEKQEQTHSKASRRQEITK1R 

AELKEIETQ 


18448 


48816 


A 


18555 




3345 




18449 


48817 


B 


18556 




3127 




18450 


48818 


A 


18557 




3325 




18451 


48819 


A 


18558 




3145 




18452 


48820 


A 


18559 




548 




18453 


48821 


A 


18560 




3229 




18454 


48822 


A 


18561 




3352 




18455 


48823 


A 


18562 




1965 


MGDFNTPLSTSDRSTRQKVNK 

DTQENTNSALHQADLIDIYRTRH 

PKSTEYTFLSAPHHTYSKTDHIL 

GSKALLSKCKRTEMITNYLSDH 

SAIKLELRIKKLTQNCSTTWKL 

NNLLLNDYWVHNEMKAERKM 

FFETIENKDTTYQNLWDAFKAV 

CRGKFIALNAHKRKQERSKIDT 

LTSQLKELEKQEKTH SKTIRRQ 

E1TKIRAELKEIETQKTLQKINES 

RSWFFERINKIDRTLARLIKKKR 

EKNQIDRIKNDKGDITTDPTQIQ 

TTIREYYKHLYANKPENLEEMD 

KFLDTYTLPRLNQEEVESLNRPI 

SGSEIVA1INSLPIKKSPGPDGFT 

AEFYQSYKKELVPLLLKLFQSIE 

KEGILPNSFYEASIILLPKRGRDT 

TKKENFRPISLMNIDAKILNKIL 

AKRIQQHIKKLIHHDQVGFIPG 

MQ\GIKYLGIQLTRDMKDLLKE 

NYKQLLNEIKEDTNKWKNIPCS 

WVGRINIVKMAILP/KELEKTTL 

KFIWNQKRACIAKS1LSQKKKA 

G G ITLPDFKL Y YKATVTKTA RL 

YTKHGTS1CCGSFGELLPMQKA 

IvKtLAnnM AIw\uAK V KuyLvj 

HVTQHQLGS1EWFNKYSLSTYY 
TVDTKPQFSHPTKDNKTGLTCR 
NRTTVGVDLQAKGNLVVKHLS 
SLQHCYEFICHI 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


18456 


48824 


A 


18563 


1 


3099 


MGELITPLSTLDRSTRQKVNKD 
TQELNSALHQGDLIDIYRTLHP 
KSTEYTFFSAPHHTYSKIDHILG 
SKALLSKCKRTE1ITNYLSDHSA 
IKLELRI KNLTQNRSTTWKLNN 
LLLNDYWIHNEMKAEIKMFFET 
NENKDTT YQN LWDAFKA VCR 
GKFIALNAHKRKQERSKIDTLT 
SQLKELEKQEQTHSKASRRQEI 
TKIRAELKEIETQKTLQKINESR 
SWFFERINKIDRPLARLIKKKRE 
KNQIDTIKNDK 


18457 


48825 


A 


18564 


' 


3253 


MGDFNTPLSTLDRSTRQKVNK 
DTQELNSALHQGDLIDIYRTLH 
PKSTEYTFFSAPHHTYSKIDHIV 
GSKALLSKWKRTEIITNYLSDH 
SAIKLELRIKNLTQSRSTTWKLN 
NLLLNDYWVHNEMKAEIKMFF 
ETNENKDTTYQNLWDAFKAVC 
RGKFIALNAHKRKQERSK.IDTL 
TSQLKELEICQEQTHSKASRRQE 

TTI^IPAPt k'PlPTOVTT Ok'TXTCCt? 

SWFFERINKIDRPLARLIKKKRE 
KNQIDTIKNDK 


18458 


48826 


A 


18565 


1 


3095 




18459 


48827 


A 


18566 


2 


2678 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18460 


48828 


A 


18567 


1 


2478 


MKAEIKMLFETKENKDTTYQN 

LWDALKAVCRGKFIALNAHKR 

KQERSKI DTLTSQLKELEKQEQ 

TLSKASRRQEITKIRAELKEIET 

QKTLQKINESRSWFFERINKIDR 

PLARLIKKKREKNQIDAIKNDK 

GDITTDPTEIQTTIREYYKHLYA 

NKLENLEEMDKFLDTYTLPRLN 

QEEVESLNRPITGAE1VAIINSLP 

TKKSPGPDGFTAEFYQRYKEEL 

VPFLLKLFQS1EKEGILPNSFYE 

ASIIL1PKPGRDTTKKENFRPISL 

MNIDAKILNKILANR1QQHIKKL 

IHHDQVGFIPGMQGWFNIRK.S1 

NVIQHINRAKDKNHM1IS1DAEK. 

AFDKIQQPFMLKTLKKLAEIKYL 

G1QLTKDVKDFFKENYICPLLKE 

1KEDTNKWKNIPCSWVGRINIV 

KMAILP/KELEKTTLKFIWNQK 

RACIAKAILSQKNKAGGITLPDF 

KLYYKATVTKTAWYWYQNRD 

IDQWNRTETSE1TPH1YNYPIFD 

KPEKNKQWGKDSLFNKWCWE 

NWLALCRKLKLDPFLTPYTKIN 

SRWIKDLNVRPKTIKTLEENLGI 

TIRDIGMGKDFMSKTSTAMAT 

KAKIDKWDLIK.LK.SFCTAKETT 

1 D \ /XT I? C\ PTk' \\f P V I T7 A T V C C TTW C, 

T TCRIVMPT l*TWVk r k r k r T r WXIPTfc'k' 
L,l£>lvl I lNDL.IS.^1 Y IS.IS.K I INiNrllVrv 

WAKDMNRHFSKEDIYAAKKH 
MKKCSSSLAIREMQ1KTTMRYH 
LTPVRMAI1KKSGNNRTPTRPIQ 


18461 


48829 


B 


18568 


1 


3403 




18462 


48830 


A 


18569 


2 


2976 


APRF1KQVLSDLQRDLDSHTIIM 
GDFNTPLSTLDRSTRQKVHKDT 
QELNSALHQADLIDIYRTLHPK 
STEYTCFSAPHHTYSKIDHIVGS 
KALLSKCKRSEIITNCLSDHSAI 
KLELRIKKLTQNRSTTWKLNNL 
LLNDYWVHNEMKAEIRMFFET 
NENKDTTYQNLWDTFKAVCRG 
KFIALNAHKRKQERSKIDTLTS 
QLKELEKQEQTHSKASRRQE1T 
KIRAELKEIETQKTL\QKINE\SR 
SWFF\ERINK 


18463 


48831 


A 


18570 


472 


829 


AIASESASPKAWQLPCGAAQQF 
AALPGLGNYKFPLTLITGYGSN 
KSPP*GYLVFQTYSSLPLLRLPP 
GHFGFLLPLSQ\RLRRELQCWL 
G*LTQTIKMKSVYHSTTEVRKS 
MHGIQEIH 
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NO: 


SEQ ID NO: 
seq^fnce 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18464 


48832 


B 


18571 




2293 




18465 


48833 


A 


18572 




3810 




18466 


48834 


B 


18573 




4107 




18467 


48835 


B 


18574 


87 


3161 




18468 


48836 


A 


18575 




3192 




18469 


48837 


A 


18576 




1983 




18470 


48838 


A 


18577 




3156 




18471 


48839 


B 


18578 




3471 




18472 


48840 


B 


18579 




2337 




18473 


48841 


A 


18580 




3852 




18474 


48842 


A 


18581 




3057 




18475 


48843 


A 


18582 


1202 


2004 


SG1YMIGFEQVLKAQPPLSSPNG 

PMNKVATVVGMEVMHGLSNM 

DFHSRRLTWLRPLPGFTGPG/Y 

QGVKVEVAPLTITPSDPLAKFL 

LLISATSTSLEVTVPEGEMLPPR 

DTTKIATFGTQTGFLALQLADG 

LLWDLVI I PGKGKPSRDLVESPS 

PYSTYEG I DGWPDEPAPTATKP 

PVMPAPALPPDTRSGSKAPTVP 

TPYPQMEHHQVQLASNNSNTE 

ALGHLSPQSSWVQTPGQNSGP 

A1PNHLGKDM1SPPQMAPAGVK 

WESQKY 


18476 


48844 


A 


18583 


1 


2832 




18477 


48845 


A 


18584 


1 


3702 


MQKKHDKIRNSFMIKTLKKLRT 

EGIYLNT1KATYKKPITNIILNGE 

NQKAFALRSGTRFW1LALCQM 

SRLRKLTNYLSDHSAIKLELR1K 

NPTQSRPTTWKLNNLLLNDYW 

VHNEMKAEIKMFFETNENKDT 

TYQNLWDAFKAVCRGKL1ALN 

AHKRKQERSKIDTLTSQLKELE 

KQEQTHSKASRRQE1TKIRAEL 

KETETQ KTLQKrNE SRS WFFERI 

NKIDRPLARLIKKKREKNQ1DTI 

KNDKGDITTDPT 


18478 


48846 


A 


18585 


1 


3139 




18479 


48847 


A 


18586 


2 


2918 


















18481 


48849 


A 


18588 


1 


3640 




18482 


48850 


A 


18589 


371 


522 




18483 


48851 


B 


18590 


1 


3918 




18484 


48852 


A 


18591 


1 


3057 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possiblc nucleotide 


18485 


48853 


A 


18592 


1 


3233 


MGKKQSRKTAN S KKQSTSPPP 

KEHSSSPATEQSWTENDFDELR 

EEGFRRSNYSELREDIQTKGKE 

VENFEKNLEECITTITNTEKCLK 

ELMELKAKAQELREECRSLRSR 

CNQLEERVSAMEDEMNEMKRE 

GKFREKRI K RNEQSLQEIWDY V 

KRPNLRLTGVPESDGENGTKLE 

NTLQDIIQENFPNLARQANIQIQ 

EIQRMPQRYSSRRATPRHIIVRF 

TKVEMKEKMLRAAREKDRSTR 

QKVNKNTQELNSA 


18486 


48854 


A 


18593 


965 


4165 


TWKGTTSTSRCKIMPKYRSTRQ 
KVNKDTQELNSALHQADLIDIY 
RTLHTKSTEY/TFFSAPHHTYSK 
IDHIVGSKALLSKCKRTEIITNY 
LSDHSAIKLELRIKNLNQSRSTT 
WKLNNLLLNDYWVHNEMKAE 
IKMFFETNENKDTTYQNLWDA 
FKAVCRGKF1ALNAHKRKQERS 
KIDTLTSQLKELEKQEQTHSKA 
SRRQE1TKIRAELKEIETQKTLQ 
K1NESRSWFFERINK1DRPLARLI 
KKKREENQID I 


18487 


48855 


A 


18594 


1 


5093 


M EG E MN EMKREGKFREKRIKR 
NEQSLQEIWDYVKRPNLRLIGV 
PESDGENGTKLENTLQDIIQENF 
PNLARQANVQ1QE1QRTPQRYS 
SRRATPRHI1VRFTKVEMKEKM 
LRAAREKDRSTRQKVNKDTQE 
LNSALHQADLID1YRTLHLKSTE 
YTFFS A PH HTY SKIDHILG SKAL 
LSKCKRTE11TNYLSDHSAIKLE 
LR1KNLTQNRSTTWKLNNLLLN 
DYWVHNKMKAEIKMFFETNEN 
KDTTYQNLWDTF 


18488 


48856 


A 


18595 


1 


131 




18489 


48857 


A 


18596 


5382 


9269 


RAKSPAN1IMTGSNSHITILTLN 
VNGLNSPIKRHRLASWIKSQDP 
SVCCIQETHLMCRDTHRLK1KG 
WRKIYQANGKQKKAAGVAILVS 
DKTDFKPTKIKRDKEGHC1KVK 
GS1QQEELTILNIYAPNTGAPRF1 
KQVLSDLQRDLDSHTLIMGDFN 
TPLSTLDRSTRQKVNTDTQELN 
SALHQADLIDIYRTLHPKSTEYT 
FFSAPHHTYSKIDHIVGSKALLS 
KCKRTEI1TNHLSDHSAIKLELR1 
KNLTQS 


18490 


48858 


A 


18597 


1 


312 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18491 


48859 


A 


18598 


142 


876 


RKKG1LPPKESLKELEEEAEEEQ 
RILQQSVVKTYEDMTLEELEDH 
EDEFNEEDECAIEMCRQQRLAE 
WKATKLKNKFGEVLEISGKDY 
VQEVTKA/ERRALWVI\LHLYK 
QG1PLC A L\ VNQHLS WTLPG SFP 
DVKFIKAISTTC1PNYTDRNLP\T 
ILVYPGRRYQGLSLLVLWCLAG 
MNPDQEMSWEWK.LSESGAIMT 
DL EENPKKPIEDVLL VLS A A L W 
SS*RGDSDSEGDLRATASITCRT 


18492 


48860 


A 


18599 


1 


2310 




18493 


48861 


A 


18600 


3 


1124 


LYNRRRRRRCSHCRHRCRRLSS 

GLRKEEVISLGASLGRVFVPCSP 

PTVSAARGPTGAPGGPNSKPLS 

GCCDDGFNLGRQQWGNPLPFC 

SKTISSSLHWTWSQVNLVEILP 

A1FSSFLNLQHVNLWFLAAAM 

KAVTEQGHELSNEERNLLSVA 

YKNVVGARRSSWRVISSIEQKT 

ERNEKKQQMGKEYREKIEAEL 

QDICND VLV RG QCFCFEQ WFL 

NS1NLMYKCRLSNYFRYLSEVA 

SGDNKQSK*YL*KEIRPVMEPV 

FFHRDFLTILIRLGLALNFSVFY 

YE1LNSPEKACSLAK.TVRKTLC 

DI*P*QNSACVINFILFLNILRDN 

LTVSTTSTGF1VSFLFTYL1IHCY 

LQEG1CTIKCSYSFKLLNLL 


18494 


48862 


A 


18601 


340 


1323 


AARPQKRHNNHSSLLTGSH1H 

WKRGRVQN11ADVLQFCLYLLT 

VLFVPCSPPTGMTMDKSELVQ 

KAKLAEQAERYDDMACSSERH 

VTEQG\HE\LSNEEKKSCSLVAY 

K\NV\VGARRFLPGRVISSI*A*K 

QRRNEKKAADGQKSTREKIEG 

RTCRTFCN*CFWELLGQISLFPN 

ATQPRKVKVFYFEK*KGDYF\R 

YLF*KWQS*RQQTQPTCVGTSP 

A R A YPG SNLKI * L RKKMQP\TH 

PNSVLVLAPKFPQSFYYEIVLNSP 

\EKGLVSLGKNGHFD*SNLLNL 

DTLEWKSLIKDSTSDSWQLLR\ 

DN\LTLWDIRKTRGDEGDAGEG 


18495 


48863 


A 


18602 


33 


89 




18496 


48864 


B 


18603 


167 


232 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18497 


48865 


A 


18604 


14 


600 


MAELAPASPSDIKASVSNGDTT 
LLCSRRQSCGMNEVRQVSLTYP 
GSPAPSHSLPLQPRSGGSLCPSR 
AW/PDPHQLFDDTSSAQSRGYG 
AQRAPGGLSYPAASPTPHAAFL 
ADPVSNMAMAYGSSLAAQGK 
ELVDK.NVSGRGWWEWGDARG 
HRASDLSSASPD\HRFIPITKLKY 
YFAVDTMYVGRKLGLLFFPYL 




48866 












18499 


48867 


B 


18606 


41 


931 




18500 


48868 


A 


18607 


3 


166 


PRPFPKSRLPPGI IGGE YDVQRPN 
P1LP\GRGGPNDRFPF\RPSRGRP 
TDGRLSFM 


18501 


48869 


A 


18608 


212 


1881 


CLRVLLLKRTWPVEVPETGARP 
/TGGILRSH\LRQSLLCT\WGYSS 
NTRFTITLNYKDPLTGDEETLAS 
YGIVSGDLICL1LQDDIPAPNIPS 
STDSEHSVSLQNNEQPSLATSSN 
QTSMQDEQPSDSFQGQAAQSG 
VWNDDS\MLG\PSQNFEAESIQD 
NAHM\AEGTGFYPSRTPCSW*L 
NPVEGQVPVHSLETLYQLA DCS\ 
DANDALIVLMHALLMLESGYIPQ 
GT\EAKALSMPEKW\KLSGVYK 
LQYMHPLCEG\SSVT\LTCVPLG 
\NLIVVNATLKINNEVRKC*KGC 
SLLPESFMCKEKLGENVANIYK 
DLQKLSRLFK.DQLAHPLLAFTR 
QAL\NLPDVFGLVVLPLELKLRI 
FRLLDVRSVLSLSVAVCRDLFTA 
SNDPLLWRVFY1CVNFRDNTV\ 
R VQ\DTDWERTVQGRRA HTKE 
KESPKGRVLWMLLAIRQTH\TIP 
FYSQPLWHPRGHFPKLPAFPPGI 
YSGGWNMDQRYPTFPYVGRTQ 
SSSLNS WV LG ETPKPSFLPLRPR 
FDPVWPHFPGP* PPSLPRARAGP 
NDQ1SPFRPQQGSGQLIGRLSIH 


18502 


48870 


A 


18609 


1 


1065 




18503 


48871 




18610 




1513 




18504 


48872 


A 


18611 


1 


2247 




18505 


48873 


A 


18612 




421 




18506 


48874 


A 


18613 


1 


103 


















18508 


48876 


A 


18615 


268 


501 


QLECIPGTWELWKEEQERAMA 
GGGLKKIISATEKKLARMLLAP 
SASWCCSGP*VFHGST*WGKPG 
PVSVSLLQGVLGK 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of flrst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 














EAMEAVILTCDPATPAASYQW 
WMNGQSLPMTHRLQLSKTNRT 
LFIFG VTK YI AG PYECE IRNPS * V 
PAASDPVTLESPPLLFNGLATTE 
TLRKRGNP 


18510 


48878 


A 


18617 


3 


1464 


GAVRTWGRGFQTEKCQASLLN 

FWNPPTTAQVTIEAEPTKVSKG 

KDVLLLVHNLPQNLAGYIWYK 

GQMKDLYHYITSYVVDGQIIIY 

GPAYSGRETVYSNASLLIQNVT 

REDAGSYTLHIVKRGDGTRGET 

GHFTFTL YNLIPWTLL YL * R S L A 

Q VSH YETPGKTAPPCG STA * * L 

N*PPDLTLFSPVLFLLKYPVPGQ 

AFQYPKGLKT1GSSITHL*DVLG 

KGSCRENIPRAAK*D*N*EDSST 

ACSK*GPQVETPKPSISSSNLYP 

REDMEAVSLTCDPETPDASYL 

WWMNGQSLPMTHSLQLSKNK 

RTLFLFGVTKYTAGPYECEIRN 

PVSASRSDPVTLNLLPKLPKPYI 

TINNLNPRENKDVLAFTCEPKS 

EN\YTYIWW\LNGQSLPGSVPR 

VKRPI\ENRVL1FTPCSRGIETG\P 

Y\QCEIVRDRYGGHPQLPSHPGM 

SSITTKHSGLYACSVRNSATGM 

ESSKSMTVKVSAPSGTGHLPGL 


18511 


48879 


A 


18618 


79 


1516 




18512 


48880 


B 


18619 


96 


1730 




18513 


48881 


A 


18620 


9854 


11033 


ESLCFPKTEQEASQSLSP*IIIHLS 

CDTCTSYWLSRTHVG*QVGDA 

NSE*RMPVEESKVPHRTIFCYPH 

S\KLPMPY1TINNLNPREKKDVL 

AFTCEPKSRNYTYIWWLNGQS 

LPVSPRVKRPIENRILILPSVTRN 

ETGPYQCEIRDRYGGIRSNPVTL 

NVLCEYPLFLCGPGHQLNSKRP 

EARPLSLSPVQV*TTLLLDIRPG 

HDSLPWEILGRHSLNQEYKGRG 

ALVMGH*GPTACNERNRGIPQ 

AWA**T*MGFGCHLRLCLGSEG 

HC VPLRDQEHPLPLDDITCG FIL 

FPPDGPDLPRIYPSFTYYRSGEN 

LDLSCFADSNPPAEYSWTINGK 

FQLSGQKLFIPQITTNHSGLYAC 

SVRNSATGKEISKSMIVKVSGK 

WIPASLAIGF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18514 


48882 


A 


18621 


3 


1350 


G RTAQLTA V LRKLLDPRLISTE 

ENTQAAETMGPLSAPPCTHLIT 

WKGVLLTASLLNFWNPPTTAQ 

VTIEAQPPKVSEGKDVLLLVHN 

LPQNLAGYIWYKGQMTYVYH 

YITSYVVDGQRIIYGPAYSGRER 

VYSNASLLIQNVTQEDAGSYTL 

HIIK.RRDGTGGVTGHFTFTLHL 

ETPKPSISSSNLNPREAMEAVIL 

TCDPATPAASYQWWMNGQSLP 

MTHRLQLSKTNRTLFI FG VTK Y 

IAGPYECEIRNPVSASRSDPVTL 

N LLPKLSKPYITINNLNPRENKD 

VLTFTCEPKSENYTYIWWLNG 

QSLPVSPRWKRP1ENRJLILPNV 

TRNETG P Y QC EIRDR Y G G IRSD 

PVTLN VL YG PDLPS1 YPSFTY YR 

SGENLYLSCFAESNPRAQYSWT 

INGKFQLSGQKLSIPQITTKHSG 

LYACSVRNSATGKESSKS1TVK 


18515 


48883 


A 


18622 


273 


2271 


CG SWLMTQFSMDKRQGRSRS V 

T1TNTAVTSLEWVPFHAFAIPRS 

TLVSQQG ATSHTDNTQEMDSP 

GQEPGFAKEVEVEPGFQPLPQM 

TLLVPAMCLLLHGACSAKGFC 

AAPHFLLASPMGKGQVPLNPFS 

FTLSEELDLPQSLKRNPKGCIAR 

RAKPILAAERHKRL1LHTSTKEN 

TLLDNRV IECLTMEA V AKFNIM 

KEREGPSHQPALSPPKARWHIL 

WQKLMFTASLLTFWEP\PTTAR 

VTTEAMPFNATEEEEEEFFLLA 

HM LPQNLTRAT1 W\YK\GQMRH 

LYHY1TSYVVDGEIIIYG\PAYSG 

RETAYSNASLLIQNVVTREDVAG 

SYTLHIIK\RGDGTGGVTGRPTF 

TLYLETPKPSISSSNFNPREATE 

AV1LTCDPETPDASYLWW\MNG 

Q\SLPMTHSLQLSKANRTLYLF 

GWTNYTAGPYVECEIRNPVSAS 

RSDPVTLN\LLP\KLPKPYITINN 

LKPR\EE*GCLRPFTCEPKE*GTT 

PYIWWVKRFRSLPVSPGVKRPH 

LKNR1\LI PTP VFTRKWKQGP Y S 

MWNYGDRYGGMRSLPSSPWNV 

LLWVQDLPRILPFHFTYYRSGR 

KSSYLSCSGGTLNPPVAQYSWD 

N*WKSFQLTRGQKLFYSGHITT 

KHSGLYVC\SVRNSATGRESSK 

SMTVEVSDWDITLNSTSTSNSIF 


18516 


48884 


A 


18623 


1 


1131 
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SEQID 
NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18517 


48885 


A 


18624 


1 


603 


MDIADPFSGFPMGMGGFTNMN 
FGRSRPAQEPTRKKQDPPVTHD 
LRVSLEE1YSGCTKKMYQED\KI 
SHKRLNPDGKS1RNEDKILTIEV 
KKGISLPEA LCG/TT VN VPTLDG 
RTIPVVFKDA1RPGMRRKVRGE 
GLPLPKTPEKRGDLIIELEVIFPE 
RIPQTSRT1LEQILSSYLSYLSSP 
GLTRDLSRAQGFLDLSTSCGP 


18518 


48886 


A 


18625 


3 


1228 


WSAAEPVDGDSGSAGRRRGPW 

PKTTYHPWAVARGASEKEIKR 

AYRRQALRSHPDKNKEPGAEE 

KFKEIAEAYEVLRDPRKREIFD 

HYREEALKGSGPSGGVSGGGAN 

ATSFSYTFHGEPLAMFAEFFGG 

RNPFDTFF\GQ\RNGEEGMDIDD 

PFSGFPMG/LWGGFTNVNF\GRS 

RSAQEPARKKAQDSPWTHDLRV 

SLEGDLTAAVPRRCTKKMKISH 

KRL/NTPDGK.S1RNGDKILTIRSE 

RRGWKEGTQITFPVKEGDQTSN 

N1\PADIVFVLKDKPHNIFKRDG 

S\DVIYPARI\SLREA/LCVGCTV 

NCPHSGTGRT\1PVVFKECYQGL 

GMRRKSSWENGLPLPQNTREN 

VGDL1I*GFEVIFP\ERIPQ\TSRT 

VLEAGSFQYSYLEVPQGLTRGP 

FPELK.DFWDLFLPVVGP 


18519 


48887 


A 


18626 


321 


1121 


GDAVPSAPRRPSRRTPGCGSRG 

ALQPGPPPRA\PPPEP/PPRGAAA 

AAPPAGPAAPAARQPPRRPPAQ 

PRSCPRRVRPTPAWSPPGRRGP 

RRSRRRPPGGPGPAAPLRLSRA 

HSPPAPPGSPYRPHGAGTSVAP 

WTRPPAARGTEADPGRCPVSAP 

GTAPGQMRGRGSATQRLHRGH 

STAPGAGGRCGRRPGGSGRPG 

AGAGPRRSTAAPPRCRRRSPTG 

PRSPRGPRS ARPA RG S VGGPRG 

TPG KQPGPRRA * TSGPEPRCCG 

HARG 


18520 


48888 


A 


18628 


191 


653 


KLE1QRLLRMTTEC1RHTKQKK 
FGSPGLQPPLPGNAKSRADSTA 
LPALPAQQKETKQQEPGESS*E 
PGGSSPSRMERAEAAPAQS/PA 
GGTGTGQGWGAPHLGPALARR 
VTGPPQHGSPGPRTRPTPYPAR 
C/PSRPIFVPAIVWSRLRAPPGLP 


18521 


48889 


A 


18629 


141 


319 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18522 


48890 


A 


18630 


178 


722 


plgnvscshrsfqtarvdysli 
yvlawgqkkevwelrnwqth 
almklk.nklreprtsvnkd/sp 
ksllyscsysyfdepvelrsssf 
sswddssdseyethllhlk.lv* 

PNLAVFNCRPTARRKPDYEPVE 
NTDEAQNSFCKTAHNLWSLTFP 
FPCLL*YETRARLESWSLSCLR 
YEHISSG 


18523 


48891 


A 


18631 


2 


367 




18524 


48892 


A 


18632 


1 


381 


QRYSSRRATPRHIIVRFTKVERK 
ETMLRAAREKGRVTHKGKPIR 
LTVDLLAETLQARREWGPIFNI 
LNEKNFQPRISYPAKLSF1SEGEI 
YN PQMLR/DF VTTRPTLRDLL KE 
ALNMERNNRYLPGRPL 


18525 


48893 


B 


18633 


1 


846 




18526 


48894 


A 


18634 


3 


1170 


VGSMTGEASGNLQSQRKAKRK 
EARLTCLEPVEEPGSGTHPPMC 
YLAPPMWKCQKPETGIKEGDR 
DHNSLPAREENQTENESDELTE 
AGFRRWVITNSSRLKEHVV'FQC 
KEAKNFEKSLKELLTRITSLEDN 
INYLMEPRNTAREHREAYSSIN 
SQ1DQAEEKIPEIEDQHNEIKRE 
DK1REKRMKRNKQSLQEIWDY 
VKRPNLSLAGVPESDEENGIKL 
KNTLQDIIQENFPNLAKQANIQI 
QEI\QRTPQRYSLRRATPRHI1VR 
FTKVEMKEK\MLRAAREKGR\V 

TUk'nk'PIRI T\Am CACTI OAR/ 

RTEWGPIFN1 LKEKNF\QPRIS YP 
AK\LSFISEGEIK.YFTDKQMLRD 
F\VTTR\PALKRAPGKEGT*TLE 
RDN\RYQPLQKHAKL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in DSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18527 


48895 


A 


18635 


73 


1504 


QDLRLFYLKDTMFSKLAHLQR 

FAVLSRGVHSSVASATSVATKK 

TVQGPPTSDDIFEREYKYGAHN 

YHPLPVAL\ERGKGILLMGM*E 

GRKYFVDFL\SSYSALSNQG\HC 

HPKIVKCSGRVKWDKIDL*HLE 

AFYNNGTLVNMREYYY*TFST 

YHKVLP\MNTGVEAGETA\CKL 

ANRKWGL/YTVKGIQKYKYAKIV 

FAAGNFWGRTLSAISSSTDPTS 

YDGFGPFYARDFDIIPY**SCPH 

MEQCSFKDPKCGLAFHG*EPIQ 

GVEAGVWVPDPGVYLMGSAESS 

GTRDQVLFICLMEIQTGLARTW 

*DGLAVDYENVRPDIVLLGKAL 

SGGLYPVSAVLCDDDIMLTIKP 

GEHGSTYGGNPLGCRVAIAAL\ 

T?"\AT ACMAHFI niTT P"MC 

T \AV1 TT P/CMI \fTAT)W"PVriVV 
LlVlKL J J-.r/oJVlL V 1 Alvlvrvb rvU 1 Y 

LNAHLAIKGNQKIWDA/WGKV 
CLRLQDNGLLPKPTSVATLSRF 
APP\L VIKEDE LRES I E 1 INKTIL S 


18528 














18529 


48897 


A 


18637 


588 


801 


RTAYFCQYHTASVYSERAMPP 
GCPEPSQA*ELQETGHRQVALR 
RSGRPPKCAERPGAADTGAHCT 
STDGRL 


18530 


48898 


A 


18638 


175 


510 


NSESPGPLWWLSCDNPAKDRIY 
ctp a nr,i r;i pnnQFwm? ahi * 

c> J cAUuLvjLrUyjr V V rliV/A's^L, 
tVAu Lu 1 nolvrycWAV U oU 

LLKAQLHFKVGRCVWEAGGGL 

EWVLGGRCRCRVPQPLETLIQ 

WGPW 


18531 


48899 


A 


18640 


1 


1431 




18532 


48900 


A 


18641 


202 


994 


RWQGQRLLLDSNIRLWVVLPIR 
YSFTFFRRALIRHYV\SILLAERQ 
RSFTQGNKYLDSSSPNFEGRV/R 
FRGKLGNYIPKQSFFG/RRKFLF 
FPNPEDG1FSKKLKREVVPPSPM 
TDPTMLTDMMKGNVT\NVLPM 
1LIGGWINMTFSGFVTTKVP\FPL 
\TLRF* A* WLQQGNRS YSPFRCI 

r\j / Wr Llru I rryLlLui K-jI/ i 1 

LWl SGGKDNGRWNQSRMM/DR 
SRMTGASHGPWPADSGRRFPN 
KRWEAL\ELTDHQWALDAAGE 
DA A 


18533 


48901 


A 


18642 


97 


224 


LPTKSTWVAGKK*KKRSNIKD 
YSTPLTSYRS1RSHAFKIVAS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18534 


48902 


A 


18643 


1 17 


457 


IWGDVEKGK\KVFYL*RCSQCH 
TV*/ERGGKHKTGPKSP*VSFGR 
RTGQAPWDTLYTAANKANKGII 
WG\EDTLM\EYLENPKKVHPLD 
TKM1FVRHLRKREERADLIALS 
SKKLLN 


18535 


48903 


A 


18644 


411 


1054 


VTG AQRL VTCRMGKQN SK\L A 

P\E VMED\L V K.STEFNEHELKQ 

WYKGFLKDCPVSGRLNLEEFQQ 

LYVKVFFPYGRRLPSFAQHAFPN 

LSTRMGDGTI\DFREF1CAL\SITS 

RG\SFEQKL\NW\AFNMYGPGW 

VMGKITRVEML\EIHRGLSYQN 

G * GTV IM MKMNEDGLTPVEQRV 

GQDFSARWVRNKDDQIYTGID 

FKGSCQRADPF1V*LL\QCDIHK 


18536 


48904 


A 


18645 


3 


475 


GAEGARGGGSSYSEMAETVAD 
TRRLITKPQN LN DA Y G PPSNFL 
E1DTNLP1FKLKESTVRRRYSDF 
EWLRSELERESKVVVPPLPGKA 
FLRQLPFRGDDGIFDDNFIEGKK 
TRG WEQFIN K/V SLGHPU AQN E 
PLFFHMFLQDEIIDKSYTPSK1R 


18537 


48905 


A 


18646 


> 


695 


LRA RSL RDRCARAPCPHGGQQ 
RRRRRLNAEGAEGARGGGSSY 
SEMAETVADTRRL1TKPQNLND 
AYGPPSNF\LE1DVSNPQTVGVG 
RGRFTTYE1RVKTNLPCFQS*KN 
L1VRR\RYSDFEWLAKWNLERE 
SKAVVVPPLPG\KAFLRQLPF\RG 
DDGN1LMDNFI*/EERK1RGWSS 
FLNKVA\GHPL\AQN\ERC\LHM 
VFYQDE11DKKLLLPSKNKAMP 
WKFGPRKGAKNVDY 


18538 


48906 


C 


18647 


3 


474 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18539 


48907 


A 


18648 


156 


1254 


RPLHTLEVLRRMTKRLVTKAA 

ASAARAQPAEPRDRKYDKHLS 

YLATWGRSAGRAGSPRGARGR 

ELARAPVSLPAGVPGRGSAAG 

HSSEARTGPNGKMGGSSREPGT 

EKVPCPRGLSPTREVGHQVHGT 

LGAGPN ELHPSGPAGARCRPGR 

REAKLGDAARSEAQSSAHKFHI 

DSLSLPWNPTAMEMLMPKKNR 

\1AIYE\LLFK\EGVMVPKK\DVPI 

PKHPELAEQKCAPTFHVMKVA 

MQ\SLKSPRPT*KEQFAW\RHFY 

u/vi t\\i uv.i r v. vt pnvi in opci 
WYLI \IN tLilt^\ Y LKjJlL^nLrrcl 

VPAHPYGRSPSRRLARPRPKKV 
WKGEATLRDFTRGEADSFLCH 
S/DSYRRSAVPP\GA\DKKAEAG 
GLGQKPNFQF\RGGFVRGRGQ\P 


18540 


48908 


B 


18649 


1 


1053 




18541 


48909 


A 


18650 


1 


529 


MGRYMEREPLQGNHRRSGLSG 
ERCSHMGGVLIERRELQTETRK 
EGVVEWCWLEKEVLATITKPV 
RGDKNGGTQVVKHRKMPRYY 
PTEDVPQKLLSHG\KKPFSQHM 
RKL/FLYRRHAKNLSLPPQPELII 
SDVK/IPRHPADA* LEEQQLSEP 
E/HSEG 1 SY*RIPEKVLSYPAIRP 


18542 


48910 


B 


18651 


258 


363 




18543 


48911 


A 


18652 


197 


398 


ARMSQEKDFHKVMSALKARTG 
HLHFFCGGMSSVKVGQGFSLLL 
* FFSYFRPSGCILPL* ELPEARCP 


18544 


48912 


A 


18653 


215 


932 


GTQSCNQKVLNSAKNLQELG1G 
PKFQ M RLKPQL APMQPN RG TS 
LGRSIPCPPVLCSMRKIHLRPQV 
LRPTSPRN1SPILNRVSEVSDHA 
GTPALVLHP* RQ VPLFWGRGK 
YPNPFSLCLYPFSAFLGGKKHP 

TDCDCD*\AACDI F* D CI/ VDXIT VCT 

1 rbror VAorLr KbK Y r JNL. V oL 

/-<DCDI CDTJDTM T QT WDM PI P\DTP 

TSYISVPQSLISMPRPLISAPQPLI 

CTTHDT CDFCP.PQI I HA/PPTIX/PP 
ol I ^rLoKroUKoLL^ Vrtl Wrr 

GQGMPAARDSS 


18545 


48913 


A 


18654 


1 


378 




18546 


48914 


A 


18655 


14 


380 




18547 


48915 


C 


18656 


228 


260 




18548 


48916 


C 


18657 


99 


335 




18549 


48917 


A 


18658 


55 


474 


RQVPLFWGRGKYPNPFSLCLYP 
FSAFLGGKJCHPTPSPSP* VASPL 
F*RSKYPNLVSLCPSPLFPRPDL 
LSLWPNPLF\RTPTSYISVPQSL1 
SMPRPL1SAPQPL1STTQPLSRFS 
GRSLLQVPEIWPPGQGMPAAR 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18550 


48918 


A 


18659 


1 


187 


AELATGNVK.VEASGTPEEKAG 
SVLG*ACFAGP*ERCCWQNN*D 
G IIS1QSYCLCNLGCFIQT 


18551 


48919 


C 


18660 


1 


357 


















18553 


48921 


A 


18662 


1 


312 




18554 


48922 


A 


18663 


149 


457 




18555 


48923 


B 


18664 


1 


675 




18556 


48924 


C 


18665 


110 


928 




18557 


48925 


A 


18666 


495 




LTSPSRCTIIEKSCSSLPPL*DKP 
QPHLQHTRTSKRLNCSSQVFLQ 
NLLPEEL ATS SRNL ATGPRNAC 
SPGFLLSHIPSVWDPTGNRTVQ 
LTWQPLPEPLELWPKAL 


18558 


48926 


A 


18667 


228 


3021 


VFDRTQNVQGRIMEAPEYLDL 
DE1DFSDD1SYSVTSLKTIPELCR 
RCDTQNE\DRSVSSSSWNCGIST 
LITNTQKPTGIADVYSKFRPEKR 
VLPLKHQPETLENNESDDQKN 
Q1VGEYQKGGESDLGPQPQELG 
PGDGVGGPPGKSSEPSTSLGEL 
EHYDLDMDEILDVPYIKSSQQL 
ASFTKVTSEKRILGLCTT1MGLS 
GKACSTGSSESSSSNMAPFCVL 
SPVKSPHLRKASAV1HDQHKLS 
TEETE1SPPL 


18559 


48927 


A 


18668 


1440 


1764 


ERSTYNLRSSDQP/RPRN I LTNF 
K S/V DKG DTFY PWTrTN SG A SH 
GLGR\RLPWC*ELATSARNLTP 
RPRTAGSPGFLLSHVPSVWDPT 
ANRTVQLTWQPLPEPLELWPK 


18560 


48928 


A 


18669 


1 


3255 


MLTLTGAGGESWIIRPGNLLEQ 

LGAEETLGRRQEPGDEVTAHFL 

LQGV1NMGPVPYPGAHSSNMP 

GSVSPILGHSVKLFEEYYPVGD 

PLMGSGRPHTPRKKIWSDLNA 

HSDLYLALDWTPLPEQSEPGPG 

LAAWKPFQAEEYTCKCAEGNE 

NTPFDLRKGTLPCPRNLERARQ 

AYMHIEEKFPFELTEQHICEFQS 

MCYVLVRVLGACSQSTWLILEP 

DGVSGPSKGASEAIGQCQSSAA 

KPRRSGKESVREPWA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


*=Stop codon, /-possible nucleotide 
deletion, \=possihle nucleotide insertion) 


18561 


48929 


A 


18670 


1 


1442 


CSEYEDSSPAPVPATDLSSTLSS 

SVPQPQDTGTSQQLHPLDPWHE 

LLRAQELQGATNHKGYSHAEH 

EHAGLGVQGGNGALAFSNSGH 

RH A VPTI SSGTGRRRTPSSSAFG 

LLNLHQWFVSGFQAFSDRLKA 

ALSASLLLRFGDSDWLPSSSAC 

KCLMLGLHFVIVGNICATLKEK 

YSSMLHLDVTMKKNGEKRTRL 

QKRKKGMPPHPA/S*GPKHSCII 

HSPCQCCPSSAK/SASELQGSWT 

PFGGLLTRTRMKFGAKTRDLD 

QGTSLG RSLPCPPTLCSMRK1 HL 

RPQVLRPTSPRNISPISNPRQRR 

QVL SMDPKL RHRSRTGK/DSLP 

LVFNHCRDTSLIIHPCFKGVRPR 

RDACLGPSPLAASPAFLEKGQD 

LIN L AFKVYNNRKKLQFLASTV 

RQTAATSPAHKNFQMPEPQRP 

GVPPEPPPTGACYMCRKIWPLG 

QANA R SPGFLLSRVPSVRDPTG 

NRTVQLTWQPLPEALELWPKA 


18562 


48930 


A 


18671 


140 


327 




18563 


48931 


A 


18672 


95 


115 


1IRHLCND*TPREGCLPSP*PAW 
SDTFETWVNNQASLQ 


18564 


48932 


A 


18673 


218 


674 


MPISRPTARFK.RIKVYYHSPAT 
A WPSKA YKL PLQFPHFTCPKTR 
QGLQVTSGSAPYQPNCFVYPPR 
VAKTKYSP1LNTSLHNPLLCSGS 
QTCFLY/SFLCTFHPSLSSLSLGL 
TLTP1 RLSKLRGL YCHKASQTA 
PITSIKPK.FLPHLLPISA 


18565 


48933 


A 


18674 




268 




18566 


48934 


A 


18675 


1 


458 




18567 


48935 


A 


18676 


3 


461 


LLLTQSLFGGLFTRTRMKFGAV 
TRIGGPPLGNQSPSSCSLLHEKD 
PPTTSGPQTDQPKKHLTNFKSA 
ARPTFLGQGQVPLNPFSFTLS/E 
QVLLS*AARTPQSLISTPQPLISV 
PQSLISVPQPLLYFSGGQEPPPPP 
LLCVSSLFSRLASFTM 


18568 


48936 


C 


18677 


156 


329 




18569 


48937 


A 


18678 


449 


667 




18570 


48938 


A 


18679 


79 


311 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18571 


48939 


A 


18680 




693 


MAPTNCKGSRKCGRPHEQMPH 
PYLPLLTLFSDSARLHPGEINSR 
VPHTKPVWWSLHTDAYEIWYH 
DSDWGDLPWEINPLSSCSLLHE 
KDPPTTSGPQTNQPKEHLMNFK 
SGPHWKSDCPTRQPLPGPLELW 
PKA/HLTDSFPDLLSLAAED*CC 
LIALEAPWTITDAELW1TLTVED 
SQLYEDTLAGRSVLIKNLTP*TL 
Q/PLDGLDPT* SSI VPQLPSACRI 
LPTGFTVPE 


18572 


48940 


A 


18681 


328 


865 




18573 


48941 


A 


18682 


451 


1238 


TALLLTQSLFGGLFTQTRMKFG 

AVTR1GGPPLGDQSPVLLFFVPR 

ERSTYDLGPQTDQPKKHLTNFK 

STSFVFSSCIPPP*PSSISLLPPW/T 

TDHAPLTISL/TT*SPLPCSMPIS/ 

ASHSML*KD*SLLSLACYSMAF 

*SL*TLLTIPPFYLS*NQRRFTG* 

FRICALSTKLFCLSTPWCQTH1L 

SYPQYLPPQSIILFW1SNVLSLLF 

LCTLHPSLSSLSLGLTLTPFRLS 

KLPGLYCRKASQTAP1TSVKPK 

FLPYLLP1SA 


18574 


48942 


C 


18683 


870 


1037 




18575 


48943 


A 


1 8684 


933 


4323 


AASHLCGTPLEIGLSNSPGSHSQ 

SPWNSGPRLSDCFPDLLG*VAE 

D*HCP1ASEASWTVT\ELWVTLT 

VEVAATALILLEALK1TSYAPLT 

LYSSHNFQNLFSSSHLT/PYTFC 

PQ/GPFSYTHSLLSLPQSPLLLA 

QTSIRPPTL FLIPHLTPMTVS L * S/ 

JLlrlrrrHlarrrvrrirUMf WrlD 

GSSTRPNRHTPAKAGYAIVSST 

Fl I EATALPPSTTSQQAKLI ALTQ 

ALTLAKGLLVN1YTDSKYAFHI 


18576 


48944 


A 


18685 


849 


1944 


WQVPLFSGRGKYPNPFSPCLYP 
FSAFPGKRQELATSARNLSDHQ 
AKECLQPRIPPKPCP1FAGPHWK 
SDCSTSPGQPLPEPLELWPKA/H 
LTDSFPDLLGLAA\ED*HCPIAS 
EAPETITDAELPVTLTVEGKSIP 
CLIDTGATHSTLPSFQGPVSLAP 
ITVVGIDGQASKPLKTPPLWCQ 
LGQHSFMHSFLVIPTCPLPLLGR 
NILTKLSASLTIPGVQLHL1AAL 
LPNPKPPLCPLTSPQYHPLPQDL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18577 


48945 


A 


18686 


2 


377 


KGATIVYALDTLFIMEMKHEFE 
EAKSWVEENLDFNVNAEISVFE 
VNIRFVGGLLSAYYLSGEEIFRK 
KAVELGVKLLPAFHTPSGIPWA 
LLNMKSG1GRYNWAWASGGSS1 
LAEF\GTLHLEFMHL 


18578 


48946 


A 


18687 


215 


1135 


PITLRRHLFFSGIGRNWPWASG 

GSSILAEFGTLHGMKIVF*/HFH 

GNILFSIVKVMNIRTVLNKLEKH 

YLN*KLNHSKIHFPLFPDHVSV 

GGLGDSFYEYLLKAWLSINLRR 

DYKMLKNKCFSQAIETHL1RKS 

SSGLTYIAEWKGGLLEHKMGH 

LTCFAGGMFALGADAAPEGMA 

QHYPVSTVQENNPYSFIPCPLV 

MKLGPEAFRFDGGVEAIATRQ 

NEKY Y1LRPEV M ETYM YMFRL 

SGSDFFSSFLLLPPQASSCFQTLF 

DLFKVPDSLCSILEFRRHSSRQP 

YSTDQPF1YLVGKRILFCPLT 


18579 


48947 


C 


18688 


304 


400 




18580 


48948 


A 


18689 


16 


450 




18581 


48949 


A 


18690 


1 


777 


GHSMDMRVPAQLLGLLLLWLP 
G ARC VI WMTQ SPGTLSLSPGER 
ATLSCRASQRVNSN Y LA WYQQ 
KPGKTPKLLIYGASNLETGVPS 
RFSGSGSGTDFIFTISSLQSEDIA 
MYYCQQYNNWPHPSVTFGQGT 
KLEMKRTWAAPSVVHLPGPSD 
EQLKIWELPSACVPA*NNF\YPQ 
SRPKVQWEGGITPLQ\SG*LPQE 
SVHRGRTRQGTAPYSPQQAPW 
TVRQSRITEETQSLTACEV\TPS 
G ALRFRPVHK.G AFNRG ES F 


18582 


48950 


A 


18691 


3 


688 


HASADAWAANAEEHRHDRPR 
GTLRVEYKVWG RCLPTPKACHT 
PPLLPACE1FAPNHVVAKS/RAF 
WYFVSQLK\KMKKVFQGKIGL 
LVGQVF*ESSPLR/V*KNFRGSW 
LAAMDSRERAPTNMLPGNNRG 
P*PPAGGCSTQLLTRDNGVAPG 

1 UnrNrnrrirKrltKLLUKrAu 

QQSCRRP/ALVQSSFHVDSKIKFP 
ACPNGVL\RRQHKPRF\TTKRPN 
TFFLGAGPSSGVCPK 


18583 


48951 


A 


18692 


1 


784 
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SEQ ID 
NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18584 


48952 


A 


18693 


1 


4713 


MQGPYLLLWLPDSLEEGKEGL 
YLGNCIHTCLVTVPEDAFFPHF 
LTQHSGTHLPPSSDIPSHFMNNS 
TGRLAQRILGTSTEAFLSPEVM 
VFVHARNATVRTAMSLIERAK 
NCGHIPFFFPTQG HD YVLAEKQ 
VQRSRNKQVRELFPDGFSIHHA 
GMLRQDRNLVENLFSNGHIKV 
LVCTATLAWGVNLPAHAVI1K.G 
TQIYAAKRGSFVDLGILDVMQI 
FGRAGRPQFDKFGEGIIITTHDK 
LSHYLTLLTQRNPI 


18585 


48953 


A 


18694 


313 


489 


SSCFKLHFQQLFK.NCNTQMRN 
QIGFLRF*NNLVMLLSSSSVTNQ 
LELQKK1ILLTCKMQ 


18586 


48954 


A 


18695 


1 


851 


ACGWALAQRPARRAMVAG1D 

AGRS\LGVLSVVCLLHCFGFISC 

FSQQIYGVVYGNVTFHVPSNVP 

LKEVLWKKQKDKVAELENSEF\ 

RAFSSFKNRVYLDTVSR*PSLST 

T*TSSR*KMKYEMESAKIVTD\T 

MKFLPYVP*VSFQSPTLT\CALT 

NG SIEVQCM1PEH YNSHRGLIM 

YSW\DCP\MEQCKRNSTSIYFK 

MENDLPQK\IQ\CSLSNP\LFNTT 

SSlILTrCIPSSGHSRHRYALlPlP 

LAVIPTCIVLYMEWVF*KCARN 

PDRTQLQLIGNRRMKTTA 


18587 


48955 


C 


18696 


35 


181 




18588 


48956 










PQVLRPTSPRNISPILNRVSDHA 
GTPALVLHP*RQVPLFWGRGK 
YPNPLYLCAPIPYFRT/HNLISLR 
PNPLCPHPDLVSLCPDPFPAFLE 


18589 


48957 


A 


18698 


1 


268 
















QY1SELQFLASTVRQTPATSPAH 
KNFQTPEPQQPGIPPEPPPPGAC 
YKCWKSGHQAKECLQPGIPRK 
PRPISGSHSQSPLELWPKA/HLT 
DSFPDLLGLAAED*HCPIASEAL 














CQTTQGRLLTAGTPL* SFTHVS 
RVSDHAGTPALVLHP*RQVPLF 
WGRGNHISGTQELPNT*TAV/V 
QAF/LPEPPPTG/CLLHVPEIWPL 
GQGMPAGQDSS 














SLGRSIPCPPALCSVRKIYLRPL 
VLRPTSPRNISP1LNRDPTVQLT 
WQPLPEPLELWPKA/HLTDSFP 
DLLGLAAEDRCCP1ASEAP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide locRtion of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18593 


48961 










PPRQAKMQNLAAPGSHSQSPW/ 
TLRPKAL*LTPSQIFSA*RLKTD 
TARSPRKPPSFQGPVSLASITVV 
GIDGQASKPLKTPQLWCQLRQ 
YSFK. 


18594 


48962 


A 


18703 


284 




1 1 L V VK.WANGLRCLTSRHSFTH 
QSLPS/PLCPVQLVPN\SRLSPQS 
QPQASLSLSNLPFLQTHLTSPFL 
PRLLLARPK 


18595 


48963 


C 


18704 


414 


557 




18596 


48964 


A 


18705 


1 


1284 


MNFEGTETLHCNGHCKVIAMT 

LGNQEVNQRNFSTGTTGPMEG 

MWLLSSNSHHSLKYAGALAILS 

AFQYQERGSQAGHRDSWPETK 

ETHFICGPKTPALVTDWEGSLP 

LVFNHCRDASL1IHPRFSGVRPR 

RDACLGPSPLAATPQTITDTEL 

W VTLTVEVWD1ST/LFPGN * SH 

A/TL PSH*NLITLTPLN AN I/AI PQ 

H A LKGLKPVITRLLQHGLLKPI 

NSPYNSP1LPVQKLDKSYRLVQ 

NLRLINKIVSPIHPVVPNPPAFTS 

QITQAVSQALGIQWNLHIPYHP 

QSSGKVERTNGLLKVHLTKLSL 

QLKKDWTVLLPLALLRIRACPR 

DATGYSRFELLYGRTFLLGPNLI 

PDTSPLGD YLPV LQQ ARQ A AN 

LLLPTPDPQPHEDTLAGRSVLV 

KNLTPQTLQPRWTGPHF1IYSTP 

TAVCLQDPPH 


18597 


48965 


B 


18706 


1 


933 




18598 


48966 


A 


18707 


3 


435 


TKETGFIHGPKTPAPVTDWEGS 
LPLVFNHCRDTSLIIHPCFKGVR 
PRRDACLGPSPLAASPAFLEKG 
QDLINLAFKVYNNRKKLQFLAS 
TVRQTAATSPAHKNFQMPEPQ 
R PG VPPEPPPTG/ CLLH V PE 1 WP 
LGQGMPAARDSS 


18599 


48967 


A 


18708 


2 


111 




18600 


48968 _ 


B 


18709 .. 


1 


595 




18601 ... 


48 ?_ 6 ? 


C 


18710 


1 


1344 .. 




18602 


48970 


A 


18711 


227 


385 


VPILPQPLLLHPAIFLSPPLLTPG 
PAYSFVP*LALPHLPSNLLLKR 
WLEPKA 


18603 


48971 


C 


18712 


148 


258 


















18605 


48973 


C 


18714 


1 


816 




18606 


48974 


B 


18715 


1 


513 




18607 


48975 


B 


18716 


1 


1452 




18608 


48976 


A 


18717 


1137 


1303 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Uiiknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18609 


48977 


A 


18718 


2 


2107 


IDMIFTPGPPSTPKHKKSQKGSA 
FTFPSQQSPRNEPYVARPSTSEI 
EDQSMMGKFVKVERQVQDMG 
KKLDFLVDMHMQHMERLQVQ 
VTEYYPTKGTSSPAEAEKKEDN 
RYSDLKTIICNYSETGPPEPPYSF 
HQVTIDKVSPYGFFAHDPVNLP 
RGGPSSGKVQATPPSSATTYVE 
RPTVLPILTLLDSRVSCHSQADL 
QGPYSDRISPRQRRSITRDSDTP 
LSLMSVNHEELERSPSGFSISQD 
RDDYVFGPNGGSSWMREKRYL 
AEGETDTDTDPFTPSGSMPLSST 
GDGISDSTVPLFLSSEILQKQVG 
QSITSMLGFLSRGPSMKLCMGL 
AC VLSL WNTVSG I KGE AKKEK 
GMTFLPTTDSKKFFSLLSVTSYS 
SFAFHKFSVAVYNISNLKTVDP 
AKFPTR Y C YCLNNRTNDLS DFT 
ALLVDIIGNSTSYLTEIFKSTSIL 
SVNQSNESDCIFICVMTGKSGR 
"NLSDFWE1EEKYPIINYTFTSGL 
SGVLALLLTQSLFGGLFTRTRM 
KFGAVTRIGGPPLGNQSPSSCSL 
LHEKDPPTTSGPQTDQPKKHLT 
NFKSAARPTFLGQGQVPLNPFS 

. . i c* a A DXDriCT 1CTD 

QPLISVPQSLISVPQPLLYFSGG 
QEPPPPPLLCVSSLFSRLASFTM 
GAFTHGTQTPSPTKATAPRYPQ 
TGDLSAEWPFTAGEEPVLVPRP 


18610 


48978 


A 


18719 


828 


1063 


RHSQAAED'HCPIALE/VPQTIID 
AELRVTLTVEGYSLPPGCLRGL 
MLSVSGFSRSTVQAVSGSTVLG 
SGGQWFSCASV 
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SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


18611 


48979 


A 


18720 


183 


1140 


LGSGDLPWEINPLSSCSLLCEKH 
PPTTSGPQTDQPKKHLTNFKSG 
ETKEMHFIRGPKTPVPVTDWEG 
SLLLVFNHCRDGLSDHSATFQG 
CQT/MAGMPALVLHP*RQVPLF 
WGRSKLLLARLS*VPILPQPLLL 
HPIILLSPPLLTPGPAYSFVP*LS 
MSIHQVVLRPDEQGPGQEQQPP 
LYVMEPGEINSFIAHTKPVWWS 
LHTD A H EIWCHDSDRGTSLGRS 
IPCPPALCSVRNIRLRPQVLRPTS 
PRNISP1LNQERQRRCILFVDPK 
LRCQSRTGKAAFSWCLIIAGTA 
SLIIQPHFKGVRPCRDACLGPSP 
LAASPAFLGKEQAAPCQAELGP 
NSSSASAPPPYNPFITSPPHTRSG 
LQFRSVTSPPPPAQQFTLKKVA 
GAKDIVKASLAPALAQGVPGTP 
QATASEGASLKSWECLCGVNL 
ATAQSARVKEACQEACQSLPRF 
QRM YEKA W V PKQKTTAEVELS 
QRASTRVVLRGNVGLESPSRVF 
SIALSSGAVGGVHCPSDHRMIE 
PAAFN LSMKN PQRQSCLRA 


18612 


48980 


A 


18721 


372 


906 


lrsadlpwe1nplsscsllhekd 

pptssgpqtdqpkehltnfk.se 

kketrfirgpktpapvmd*grq 

PSLGV*PLQGCLSDYSPRFQRC 
QTTQGHLPWSFTLSSKSHFSGG 
RGKSLLQVPEIWPPGQGMPAA 
QDSS*AV\P1CAGPRWKSDCPTH 
LAATPKAPGTLAQGSLTPSQIFL 


18613 


48981 


A 


18722 


983 


1980 


KFGLVQLTLGKPLPEPLELRPK 
A/HLTDSFPDLLGLAAED*HCPI 
ASE A A * TITDTELRVTLT V E V W 
DTST/LFPGN*SHA/TLPSH*NLIT 
LTPLNANI/AIPQHALKGLKPVIT 
RLLQHGLLKPINSPYNSPILPVQ 
KLDKSYRLVQNLRLINKIVSPIH 
PVVPNPPAFTSQITQAVSQALGI 
QWNLHIPYHPQSSGKVERTNGL 
LKVHLTKLSLQLKKDWTVLLP 
LALLRIRACPRDATGYSRFELL 

vr. n TIV I T f. DM I TPr\TCPI nnVT P 
YljK I rLLOrlNLI-rlJl brLUUiLr 

VLQQARQAANLLLPTPDPQPHE 

DTLAGRSVLVKNLTPQTLQPR 

WTGPHFIIYSTPTAVCLQDPPH 


18614 


48982 


B 


18723 


1 


271 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18615 


48983 


A 


18724 


803 


1158 


CSWHDRFPDWKAGNLLSLAA* 
D*HCPIASEAP*T1TDAELQVTL 
TVEGSGDLPWE1NPPSSYTLLCE 
KDPPTTSGPQTNQPKKHSHQFQ 
1RDKGDTFYPWTHNSGASHGL 
GRQPSLGV 


18616 


48984 


A 


18725 


1855 


2506 


GASPSVWDPTENRTVQLHLGS 
HSQSPWNTGQRSRDLTSFPDLL 
GLAA\ED*HCPITSEAPLTITDAR 
AMG * LST VEGKP VPFLINTEAT 
H ATLPSFQG PVSLASIT\ WGID 
G\QAF*TSLKLPNSWCQH*TIRR 
FKH S FL V I P\TCQ VPLLG\EDTLT 
KLSASLTIPGLQLYLIATLLPNP 
KPPLCPPLVYPHLNPQV*DISTP 
SLGDRSCTPYHL1KT 


18617 


48985 


A 


18726 


2 


979 


TSTM A VGKNKRLTKG\GKKGA 
KKK V VDPFPR\KD WY * RRKHPL 
M FH\1 RN 1EKD VG SPRTPRDPKL 
QSDGLKGSVCLKVSPAELPE*L 
KFAFRKFKALITEDVSGVKTCPD 
LTSHGAWDLYP*QNCCSMVQK 
MGRPMIEA\HVECSRLTD\GYLL 
\RLFCVGFYLKNRNISDHGRPSY 
AQPPNRVR\QIR\KKMME1HDPQ 
RLQTNVP*KEVVNKLIPASIGK\ 
D1\EKACQ\SIYPL\QNVF\VKKV 
KMLK\KPKF\ELGKLMELHGEG 
SSSGKATGDETGAKVERADGY 
GPPVQESVGKFRLPIVGNRSGH 
CVKK.EKQSSRRRDFGVSVHPRI 


18618 


48986 


A 


18727 


' 


615 


ASTAAPRMLLLFQPRYRTLQPQ 
RLLMPKKNR\IA1YE\LLFK\EGV 
MVPrCK\DVPlPKHPELA\DRNVP 
NLHVMKAMQVSQSPRG\YVK\E 
QFA/WKKISYWCLTN*GYQGVS 
ISSRDYL\HLPP\EIVPA/TPLRRS 
RPED/SGRPSA*KGLEG*SDLAR 
LHKNGEAGQRLPYRR\SAVPP\G 
\ADKKAEAGGLGQKPEF\QF\RG 
GFVRGRGQ\PPQ 


18619 


48987 


A 


18728 


3 


395 


SAEVGAAETTLTELRRTVQSLEI 
DLDSMRNLKASLENSLVGILLHL 
ESELAQTRAEGQRQAQEYEAL 
LN I K VKLE AEI AT YRRLLEDGE 
DFNLGDALDSSNSMQTIQKTTT 
RRIVDGKVVSETNDTKVLRH 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=XJnkiiown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18620 


48988 


A 


18729 


323 


1973 


PCMWIGFAAVRKGLKDSSSASC 

GCTRRVRGTWWQGLSRVCVA 

RNEEVRLWGLCWLGSSPPAGW 

NNVFYMLISADVLACLEPRAN 

KEAANELAGAVDLGWMANVR 

RNPRDMVTSTHLGTHFHLRKTP 

PRGEKTCELASQQPLIEATTKT 

KSVAVSHILTYTPPTLNGVAAV 

SSRVHFSF WPPTLQTG LEQG SM 

SFTICFTTSTNYQSLHSIQPHSHS 

VQFISSTAKVYAVLRGLGSRTS 

VSFSTSFWSGWGSGGLAAGMP 

GIDNARLAADDFRVKYKTELV 

MCLSVESNVRGLHKVTDDTNV 

TRLQLETEMEALKEELLFMKK 

NQEKEVKGLQALIASSELTMEV 

NAPKSQDLSN1MADLPAQYDEL 

A\RKN*EELDKYWSQED/IEEHT 

TVVTNTSLLEVWSC* D ARLTEL 

RRTSPGLWRFDLDSM\RNLK\AS 

LENSL\REVEAPYAL\QMEQL\N 

fill T 141 PCl^l fJATPDTC AADAA 

Q\EYEALL\NIKVKL\EAEI\ATLP 
GRLLGRMAKDFNL\GDS\LDER 
NSFQNIAQKTNTPPGNVDGKVV 
S\ETN\DTK V LRH 


18621 


48989 


A 


18730 




897 


MGHHRRQSLSPVLSLYSPDSMS 

FTTRSTFFTNYQSLGSVQAPSY 

GARAVSSAASVYAGAGGSGSRI 

SVSRSTSFRGGMGPGGLAAGM 

AGGLAGMGG1QNKKTMQSLN 

DRLASYLDRVRSLETENRRLES 

KIREHLENKGPQVKDWSHYCK. 

TIEDLRAQIFANTVDNACIVLHI 

DNARLAADDFRVKYETQLAMR 

n«ucwniijr.io[fi ctcipai dec 

V^o VoINlJlriOLivrvL,t< 1 tltALtvtc 

LLFMKNHEEEVKGLQAQIASFR 
LTVEVDAPKSQDLAKIMADIRA 
QYDDLAGKNREELDKYWPQQF 
EENTTVVTvQSAEVGAA 


18622 


48990 


A 


18731 


3 


423 


SLSPVLSLSPDSMSFTTRSTFST 

NYRSLGSVQAPSYGARPVSSAA 

SVYAGAGGLATGIAGGLAGMG 

GIQNEKETMQSLNDRLASYLDR 

VRSLETENRRLESKIREHLEKK 

GPQVRDWSHYFK1IEDLRAQIF 

ANTVXDNAR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18623 


48991 


A 


18732 


663 


2089 


AFTTRSTFS'I NYRSLG\SVQAPS 

YGAGPGRAARPASYAGAGGSG 

SRISVSRSTSFRG\GMGSGGLGQ 

RELAGG\LAG\MGGIQ\NEKETM 

A/QALNDRLGLFTWDRVRSLG 

DRRTRKLGRAKFREHFGRKKG 

PQW R\D WSHYFK1MEDLVRAQIF 

RKYLLDNAPHPFLQDLTIAPSLL 

LD*F*EFKY*GQSLAMRQFLWR 

NDIPLGSAKVMDDTQYHTDLQ 

AWRQRFEAPQRRELALSMKKE 

PRRRKLKGLSSPRLPSSWG*PVE 

VRLPPNFQDLRQRSLADIPGPN 

MNELGSKKNPRRKLRQSTWSQ 

QI*GRAPQLVTTTSLLEVGSLLK 

TTL/TQKL RRTSPGPWKIRP WTS 

MKKS*KAQLGRNSP*REVGRPP 

YGPYKMEASFKRGSLLHP*SQS 

W/QTRPGAEGTAPQAPRSYEGP 

C*N1KRSKLEA*DRPPYPPALLE 

D\GEDF*SLVDPLDSKQLHAKPI 

QKTTTPPG*VGLGKVVS 


18624 


48992 


A 


18733 


53 


1 100 


NFRV EAG VRG VQQKETC AFKV 
LES1\GKF\GLALAVAGGVVNSA 
LYNVDAG\HRAV1FDRFRGVQ\ 
DIVV\GKGTHF\LIP\WVQETQLS 
FD\CRSRPRN\VPSQSTG*AKDL 
QNVQHHTAASLFRACRQPSFPR 
1FTSIGEDYGWSVCLPS\ITTEV\L 
KVSVGSLWMLGEL1TKRE\LVS 
RQV\SDDL\TERAATFGL1LDDV 
SLTHLTFGK\DFT*AVEAKQVA 
QQEAEKGQICWLEKAEQQKK\ 
AAI1SAEGDSKAAELIANSLATA 

UUUL.lc.LKrvlj/E, AAn-UlA Y t^La 

RSRNITYLPTG\QSVLLQ\LPQLR 
GPPLPCTSRGLDLGPQPRLILNN 
SLSFLLPTPEINCEIFMIGLK 


18625 


48993 


C 


18734 


222 


458 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18626 


48994 


A 


18735 


2104 


2758 


QFCPSRQKGCLQKTFRHFVAGH 
GGDFLFRSPTHAFPFCVPLFPLP 
P/VTIVRPCPPFS*VLSSSPRNSQ 
NTIPRSPFLSPGTLSRSPAGSRDP 
GNPAPGSNTRLGPTAPVSRLAP 
VD1GFRSTDCWSLQPQVPVNPG 
SRPA PTNPRSRSTP VDPG SNTRL 
GPTAPVSRLAPV\V*ALGPLTAG 
PYSPR/CPVNPGSRPAPTNPRSR 
STPVDPG SNTRLGPTA P V S RL A 
PVDIGFRSTDCWSLQPQVPVNP 
G SRP APTNPRSRSTP VDPGTRTT 
PEGL 














AMGFIVAPSLGCF/VGSRFVHG 
EGLRWYAGLQKJPSWHPPHWV 
LGPVWGTLYSAMGYGSYLVW 
KELGGFTGVSRASEVAPPEPPP 
GSSVLCFLHA 


18628 


48996 


A 


18737 


331 


972 


TAAAAAMAPPWVPAMGFTLAP 
SLGCF VG SRFVHGEGLRWYAG 
LQKPSWHPPHWVLGPVWGTLY 
SAMG*VGVHWPGDKPGPLQGE 
AWPRTEDTGQLALNWAWPPIF 
FGARQMGGALVNLLLVS\GAA 
GHTTLGGRGAS\QWLAARLLYP 
\YLGLAWPSTTTTQTTCVWR\D\ 
NHGWHGGRRLARVSARP TMG 
LQLHQAGAITLVMWWPSRFHD 
HWAC 


18629 


48997 


A 


18738 


1 


603 




18630 


48998 


A 


18739 


1 


1782 




18631 


48999 


A 


18740 


237 


876 


CESFCWHHFFWDIFNLFVTAPF 
LVHVDYQGFESVAKKYDVMN 
DMMSLGIHRVWEGFSCSGKMH 
PLPGD\QLLDVAGGTGD1AFRFL 
NYVQSQHQRKQKRQLRAQQN 
LSWEEIAKEYQNEEDSLGGSRV 
VVCDINKEMLKVGKQKALAQG 
YRAAHKSGVILDCLWFPPILHPI 
AQQICQL YLQNTSG I WPSLPYL 
CYHLLVQATIPSYLDCCNSL 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18632 


49000 


A 


18741 


112 


995 


VLGSLSQEKRAAETHFGFETVS 
EEEKGGKVYQVFESVAKKYDV 
MNDMMSLGIHRVWKDLLLWK. 
MHPLPGTQLLDV AGGTGDI A FR 
FLNYVSVPASEKTEEAVKGPTK 
F1LGKNLPKSTRMKK.IPWAG/TR 
VVVCDINKEMLKVGKQKALA\ 
KDTRAGLAWLL*DAEELPFDD 
DKFDIYTIAFG1RNVTH1DQALQ 
GSSFGCLKPG\GRFLCLGFSQVE 
QSP\LSRLYDLYS\SRV1PVLGEV 
IAGDWKSYQYLVE\SIRRFPSQE 
\KFKD\M 1 ED AG FPQ/V * LTK V * H 
QGIVAIHSGFKL 


18633 


49001 


A 


18742 


117 


403 




18634 


49002 


C 


18743 


62 


370 




18635 


49003 


A 


18744 


179 


527 


1QEPPV1**GLHMVHNFNT1FVSS 
YFKFESTFAISFLKVFNT/CFFSI* 
IKSLDEQCVVGKISKHWTGILR 
EAFTDADNFGIQFPLDLDVKMK 
AVMKVGICGKNLVK.QGNFTMT 
HSN 


18636 


49004 


A 


18745 


3 


1242 


AAPQAGLSPVA1AAAIQLHLHS 

TQCSSPNTCCLPRRTRATIYYSR 

WSYHPLGSVP*SP*PFQEAS/AL 

TLPPACSFYGPLT*FQPKP*GSFP 

LSQ* ME YT1G L YT*TFHCPGTSR 

RQIPSSYLNCKDAFLPLL/SNPP 

QCRPFTGVGLVDVLTGFETNN 

KYEIKNSFGQRVYFAAEDTDCC 

TRNCCGPSRPFTLRJIDNMGQE 

VITLERPLRCSSCCCPCCLQEIKS 

LDEQCVVGKISKYWTGILREAF 

TDADNFGIQFPLDLDVKMKAV 

MIGACFLIDRNCSPAMEQSWM 

ENYFDEMTE1GFRRSV1TNFSEL 

I/CUUT TUCV P A MVMT 1"W N4I PUT 
WL1 KiS.lNi V tfS. 1 LINtLMtVN. I 1 

NEKLTIGKISKYWSGFVNDVFT 
NADNFGIHVPADLDVTVKAAM 
IGACFLFAFRLGSELHN 


18637 


49005 


B 


18746 


277 


2415 




18638 


49006 


A 


18747 


102 


196 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide locRtion of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18639 


49007 


A 


18748 


897 


1656 


SNAGLRHVCRTSCQSGRARSCH 
VGLHTPWVS*VPWHPWG1RWR 
GDPQKSQRSRKCCVPGGAP/QK 
GGDPEPQPSLSVSWNWLSGSCA 
GFRAVLPRKPQRKVWLFASSA 
GTAATEPPR**LAWKADSGGDP 
WQQPQQSARPHA*TWTWRGD 
GAPPGRVA/QGRGTAGGASAG 
VSSGRSRGSPQTGFQALQSCLE 
ASRRPPVVACNPHPAGALPAAQ 
AGNRATLMTGSCLQMPIMYEE 
AQLRLEELCTKARLNCQWFL 


18640 


49008 


A 


18749 


756 


884 


CLQRLLPPGFRRQPSKYRRNRG 
KSGKG*RPSPVATWQPDYNI 


18641 


49009 


A 


18750 


1826 


2772 


RRVLEAMGPSRAAKVLSVCVR 

SRJGPLICSQRHPATSKTKPQGR 

PPGEQGTPRDNPRRNNRPARSA 

TPRGA/PQGAPPRPGEEPNAPQT 

IDKGPPSPPSRGHTRRLARSGNQ 

PPERHTPAAGGKTRYVRQSVL 

HRARGGEPVRMPRLPRIAEA/P 

APDRVECF*VVQSPAREMHSCQ 

ADSMCPVW*GR1WRSAGSC*SR 

SEKILVW1PQSGLQAHACPSEA 

HKMPGNPRDGGAG1CKSSPGG 

KGERRKVEGGSTTRAGTSRDS 

VSKRHANTMG EQAQGEKHPRG 

TV*KTKRRGPKGQTRGTKAPEE 

ETSREPPCTGP1 


18642 


49010 


A 


18751 


196 


322 




18643 


49011 


C 


18752 


189 


650 




18644 


49012 


A 


18753 








18645 


49013 


A 


18754 


31 


449 




18646 


49014 


A 


18755 




389 


GMPTSTIASCSQDGRVFIWTCD 
DASSNTWSPKLLHKFNDVVWH 
VSWSITANILAVSGGDNKVTEG 

^Ncy l^UKWuLArnrrAruL 

PLPGPTNQTTGKSPQLQQDYFP 
RRSYRCSHRLIICLNVIGNAL 


18647 


49015 


A 


18756 


1 


1041 




18648 


49016 


B 


18757 


15 


782 





2317 



WO 01/075067 



PCT7US01/08631 



SEQID 
NO: 


SF.Q II) NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18649 


49017 


A 


18758 


1 


1425 


EVKKINNAHTIGCNAVSWAPA 
VVPGSLIDHPSGQKPNYIKRFAS 
GG CDNLIKL WKEEEDGQ WKEE 
QKLEAHSDWVRDVAWAPSIG/ 
L WPPSTI ASCSQDGRVFM WTL* * 
CPQAITVVPLNCLHKFNDVVLG 
MLNWGPSQPTSLAVSGGDNKN 
GTNTVCPTGWLQDSNTLVHLV 
TYKMPRSLGLGFLWCQLLSPR 
KYREGTSPVSLWVGEVWFINP 
DWWGSIRVYHPSPSGSYRTHKP 
PLNNLSCDTS11RELLKGKKFLL 
FVSVYPVPSTVLGRKKVSVINT 
VDTSHEDMIHDAQMDYYGTRL 
ATCSSDRSVKIFDVRNGGQILIA 
DLRGWPRASRYQQGHQDLFIL 
RSDLPSQVFIRDKLMERRNRRT 
GRTEKARIWEVTDRTVRTWIGE 
AVAAAAADGVTFSVPVTPHTF 
RHSYAMHMLYAGIPLKVLQSL 
MGHKSISSTEVYTKVFALDVAA 
RHRVQFAMPESDAVAMLKQLS 


18650 


49018 


B 


18759 


323 


1583 




18651 


49019 


A 


18760 


3 


419 


PSASSSPARJPAATRQGRRSPRIP 
PAPSNEAPRLPADREFLEQQPPR 
FPKPTIQASGADRA VDCG I LKL 
QKSVPARLARPRWPRRPSKRFW 
SAAGSVEEQPKPPRRRAKSPEQ 
SPQLSVLPLVTITPQASGASFEK 
MKN 


18652 


49020 


A 


18761 


2 


385 


WGRGGGRGLLYGRRHFVRRRR 
RGGRSPGESPALTVT*GA\APSA 

aedcc A nPHPU^CC A UICTCOK'D 
Ar IvboA^r Ur KoonArilo 1 brIVK. 

TDGGRDS*PGLPRSSLTPSLPRP 
ASFSTSPGRVSAPHRLPRHS/AG 
PGLSGSS*PQPYSDPT 


18653 


49021 


A 


18762 


242 


422 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


18654 


49022 


A 


18763 


2 


992 


AREKKQKTRRQNKN I PRQINKT 

QRICC*QSCLTMTQDFFWPLCQ 

GHSRGAPCLLVPPGLSLTCAPA 

QPAARPGVSQLTCAIACTHIQW 

FPSSCPPSEKNGDTLTVAKTPSA 

SSSPARIPAATRQGRRSPRIPPAP 

SNEASPAPGRPRVPGAAYPPRFP 

KPTIQASGADRAVDCGILKLQK 

S\PARLARPRWPRRPSKRFWSA 

AGSVEEQPKPPKAP/PAKSPEQS 

PQLSVLPLAT1TPQAYGASFEK 

MKNLKTRRGGRSRWHFPFNVIP 

QAPSLKWGFQTSDASSAEVFH 

VDRSLASHKMGPGRRPRSPLW 

APPFCEAAAARRQEPGVCIMVE 


18655 


49023 


A 


18764 


292 


348 




18656 


49024 


A 


18765 


2 


466 


LITVVK.LLDTMVDTFLQKLVA 

AGSYQRFTDCYKCFYQLQPAM 

TQRI YDKFI AQLQTSIREEISDI K 

EEGNLEAVLNALDKIVEEGKVR 

KEPA/WQRDTLRRHVQKQEAE 

NQQLADAVLAGRRQVEELQLQ 

VQAQQQAWQALHREQRELVA 

VLREPE 


18657 


49025 


A 


18766 


2 


511 


FNMAEASSANLGSGCEEKRHE 
GSSSESVPPGTT1SRVKLLDTMV 
DTFLQKLVAAGS/YSTPSLGRK 
CWS\RLPSGGQSVKQA FSWAAC 
RLPQGRKEEISDIKEEGNLEAVL 
NALDK1VEEGKVRKEPVAWRPS 
GIPEKDLHSVMAPYFLQQRDTL 
RCHVQKQEAENQQLADA 


18658 


49026 


A 


18767 


224 


748 


NRPSVGRRAGYHRGGSYQRFT 
DCYKCFYQLQPA\MTQRIYD\K 
FIAQ\LQTSIREEILFDNQKQEGE 
PRKLSWNALG*KFVGTKGKVR 
KEPAWRPSGIP\EK.DLHSVMAP 
YFLQQRDTLRRHYVQKQEAENQ 
QLADAVLAGRK\QVEELQLQV 
QAQQQAWQALHREQRELVAV 
LREPE 


18659 


49027 


A 


18768 


1 


421 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


18660 


49028 


A 


18769 


666 


1445 


AGITTIEAAKRTIQVLHLQAND 

AQERA\ERSQREFREERRAREPG 

LRLK* SFLNRR1QVLVEEEL\DRA 

QERLGHLPCKJCL*RS*KKLADE 

SERRY*RLFEN\RALKRLKEKIG 

TS RE1 PTQKKLKH I CRKE A D\RK 

YEEVVARKLGDHLK.EDLEPTEYE 

RA\ELAESRC* EIDEQIRLIDQNL 

QCLSAAEDKYSQKEDKVAEEE 

MKI\LTNKLREAET\RAEFAERS 

VAKLKKTIDDLEDKLKCTKEEH 

LCTQRMLDQTLLDLNEM 


18661 


49029 


A 


18770 


2 


158 


SAAPGAVPPPEADSTSAGMSRR 
PCSCALRPPRCSCSASPSAVTAA 
GRPRPSDSCKEESSTLSVKMKC 
DFNCNHVHSGLKLVKPDDIGRL 
\VSYNP\AYLEGSCKDCIKDYER 
LSCIGSP1VSPRIVQLETESKRLH 
NKENQHVQQTLNSTNEIEALET 
SRLYEDSGYSSFSLQSGLSEHEE 
GSLLEENFGDSLQSCLLQIQSPD 
QYPNKNLLPVLHFEKVVCSTLK 
KNAKRNPKVDREM\LKEIIARG 
NFRLQNIIGRKMGLECVD1LSEL 
FRRGLRHVLAT1LAQLSDMDLI 
NVSKVSTTW\KK1LEDDKGAFQ 
LYSKAIQRVTENNNKFSP\HAST 
RE YVM FRTPLA S VQKSA AQTSL 
KKDAQTKLSNQGDQKGSTYSR 
HNEFSEVAKTLKKNESLKACIR 

ptvtqp a t'vnrvi hp ATrirDcrr 1 
CIN or A\ Y 1JC i Ll^ivA 1 L-1vKx\jL. 

GFDYCTKCLCNYHTTKDCSDG 
KLLKASCKMGPLPGTKKSKKNL 
* RLH VG WHEPAPLQLRPTATPL 
LLQRQPQRSDSRRAPSTLG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


18662 


49030 


A 


18771 


4 


1276 


RKAASSYVSRMALPIIVKWGG 

QEYSVTTLSEDDTVLDLKQFLK 

TLTGVLPERQKLLGLKVKGKP 

AEND VKLG A LK L KPNTK.1 MMM 

GTREESLEDVLGPPPDN DDVVN 

DFDIEDE/R*FEVENREENLLKIS 

RRVK.EYKVEILNPPREGKKLLV 

LDVDYTLFDHRSCAETGVELM 

RPYLHEFLTSAYEDYDIVIWSA 

TNMKWIE AKM K.VKPLG VIWG 

KFSEFYSKKNTIMFDDIGRNFL 

MNPQNGLKIRPFMKAHLNRDK 

DKELLKLTQYLKEIAKLDDFLD 

LNHKYWERPRVRCHIFHGKED 

RYDPCPMGACSCKTVCTTNLA 

LPALPLG SMKNGQPCRN VIGQK 

GYALTVINSGPQQGLFVRILLG 

LFI RDFFPAGCG ARPFWNEGLM 

AYFQRRTLVGVMLVLSSSKSFK 


18663 


49031 


C 


18772 


1 13 


257 




18664 


49032 


A 


18773 


143 




HHGPVPFPRGLIS*HSLHCPCPT 
PGGKNVFFFCEYFLKLAGIETT 
NCSADKRGKKVCCLIPR 


18665 


49033 


A 


18774 




432 




18666 


49034 


C 


18775 


112 


192 




18667 


49035 


A 


18776 




1015 


SSRPVRPRPAARLSAMSSTQFN 
KGPSYG L\SAQ\VKNRLL\SKYD 
PQKE\AELRTWMEGLTGLSIGPD 
FQKG\LKDG\TI L\CTLMNKLQP 
G\SVPKINRSMQN\WHQLENLS 
N F IK\AM VS YG MNPW DLFE AN 
DLF\ESGNMT\QVQVSLLALGG 
KRPKTK.GAAEGGLDIGVKYSE 
KQERNFDDATMKAGQCVIG\L 
QMGTYNKCASQSGMTAYGTRR 
HLYDPKNHILPPMDHSTISLQM 

O 1 MNrvUAo^ Vviuvl 1 A\rvj I rvKti 1 

YEYQAGNPTSCDNFSM\SLQ\M 
GYTQGAQTQSGQVF\GPGRPDI 
*TPSTCPQGTI\ADGAPSGTGDC 
PDPGEVPEYPPYYQEEAGY 


18668 


49036 


A 


18777 


2 


110 




18669 


49037 


A 


18778 


74 


289 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18670 


49038 


A 


18779 


138 


2039 


GAAMAAAGRLPSSWALFSPLL 

AGVALLGVGPVPARALHNVTA 

ELFGAEAWGTLAAFGDLNSDK 

QTDLFV/LAGKK*LNRLFGRPE 

CTRILNPK*RYLSRITVH**QV*S 

LGAYDGDSQMDVLLTYLPKNY 

AK\MN*ELLSSGDKIKH*ILTI*P 

YSIGL/LQDEPLIMDFNGDLIPDI 

FGITNESNQPQILLGGD/CYHGI 

QH * PLQ VKCEFHI/PH AFIDLTE 

DFTADLFGATLNGTTSTFQFEI 

WENLDGNFSVSTILEKPQNMM 

VVGQSAFADFDGDGHMGSFTC 

QG CGR* K/C AKR VPS Y L VRSGM 

KQWVPVLQDFSNKGTLWGFVP 

FVDEQQPTEIPIPITLHIGDYNM 

DGYPDALVILKNTSGSNQQAFL 

LENVPCNNASCEEARRMFKVY 

WGADRPKSN/SKGAMVATFFDI 

YEDG1LDIVVLSKGYTKNDFAI 

HTLKNNFEADAYFVKVIVLSGL 

S\SNDCPRKITPFGVNQPGTLYH 

VYNCRCKWVSEKWIRWPNSAQ 

SAHLALQLPYNVLGFRVGSANF 

LDHL\SLG1PRPSWRKIFYGK.QE 

WTAIIPNSQLIWIPYPHNVPPKL 

GVPNCILYTKLILFWLTAIALIR 

CLCFQSLAINWHFTLGREKKAG 

WIEEKRTRKAHRFPFWMAMW 


18671 


49039 


A 


18780 


1 


966 




18672 


49040 


A 


18781 


1 


1035 


RPPFPVPGVQKCPLPTRGGLHIG 
RWLRDRAGPPEAQDGTGGRSR 
SRRRPPALPNSRPSPVASGREM 
VVLSVPAEVT\VILLDI\EGTT1AP 
IAFVKG/DILFPYIERKMLKAEYL 
QTHW\EEEEFQ\QDVSLFEGNK 
A\EEDAHLDG\AVPIPGKHLGIG 
V\DD\LQQMI\QAVVDNVCWQM 
SLDRKTTALK\QLQGH\MWRAA 
FTAGRMKVAEFFADVVPAWRVK 
WREAG\MKVYIYSSGSVEAQKL 
LFGHSTEGDILELV\DGHF\DTKI 
GHK.RRRVKVTRK\1ADS1GCST\ 
NKHFVFWTDVTSRRASAGLRE 
AGCCTL A V V\ VRPG\NAGIN R* L 
RKTYYSLITSFQWNYYLPSST 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18673 


49041 


A 


18782 


1 


528 


DNELLDYEDDEVETAAGGSMS/ 
EAPAKKDVKGSYFSIHSSGFRD 
FLLKPELLRAI VDCGF E H\PS E V\ 
QHEC1PQAILGMDFLCQAKSGM 
GKTAVFVLATLQQLEPVTGQV 
SVLVMCHTRELAFQTR*KTRPF 
WNVTVCPSGEDTRVGVKETLL 
PPPLTAPTPWLPSFASPPLLNPH 


18674 






18783 








18675 


49043 


A 


18784 


85 


348 


PPHSALLPFPTPFLPPSQLEIFVD 
DETKLTLHGLQQYYVKLKDNE 
KNRKLFDLLDVLEFNQVS*TSS 
RGMSIGALQL*QKPGY*VHFY 


18676 


49044 


A 


18785 




930 


CCCRHTRSPCLVMAENDVDNE 
LLDYEDDEVETAAGGDGAEAP 
AKKDVKGSYV\SIHSSGFRDFLL 
K.PELLRA1VDCGFEHPSEVQHE 
CIPQAILGM\DVLCQAKSGSGER 
QAVFWLATLQHLEPVMGQGV 
CAG*CCHTRELAFQISKEYERFS 
KYMPNVKVAVFF\GGLSIKKDE 
EVLKKNCPAYPSVGTPGRILANL 
ARNKSLNLKHIKHFILDECDKM 
L\EQLDM\RRDVQE/IFFRMTPH 
EKQVM\MFSATLSKEIRPVCRK 
FMQDVNTLLPSLPPLPARCLLPF 
LALFLRLPCHSSAKKAACAQLG 


18677 


49045 


A 


18786 


96 


1618 


LFTPCFHLFCENPSRSPFPSSPAG 

PVMAENDVDNE\LLDYER*MR 

WETAAGGDGAEAPAKUCDVKG 

SYVS/LSHSSGFRDFL\LKPELLR 

AI\VD\CGFEHPSEVQHECIPQAI 

LG\M\DVLCQGKSG\MGKTAVF 

VLATLQQLEPVTGQVSVLVMC 

HTRELAFQISKE\YERFSKYMPN 

VKVAVFF\GGLSIKKDEEVLK/R 

RNCPHI\VVG\TPGRILS/LWVRN 

KSLNL K HIKHFILDECDKML EQ 

LDMRRDVQEIFRMTPHEKQVV 

MMFQC YLG AKE I RP VCRKFXM 

QDPMEIFR/VDDETKLTLHGLQ 

Q\YY\VKLKDN\EKN\RKLFDLL 

DVLEFN\QVVIFVKSVQ\RCIAL 

APAY*WEQNFPA\IAI\HRGDAP 

RKERLS\R*SSSFKDFPTNEILIG 

YPTLFGRRHGTSEAGETIAF*FM 

xTA>tD*r:n k'Tt Dr , t-iD\\/r:ppr*r;pcr 
]NMr ulLK li^rUriK\Vvjrc.t^Orvr 

GHPRGL\AITFVSDEE*LPRSCD 
DVQGSALRVKFSELPDEIGHLP 
PTLEQDTGRRLAHFGNVDRLFL 


18678 


49046 


A 


18787 


1 


363 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18679 


49047 


A 


18788 


78 


714 


GTTEGKRQEAVGYLCVLPLTTL 
PLVTRLPPQVADTMLPPMALPS 
VSWMLLSCLILLCQVQGVEETQ 
KELPSPRTSCPKGSKAYGSPCYA 
LFLSPKSWN\DADLAC\QKRPSE 
KLVSVLSGAEGSFASLLA\RSIS 
NSYSYIWIGLVHDPKKG\SEPDG 
DG*EWSSTDVMNYFAWEKNPS 
TILNPGHCGSLSRSTGFLKWKD 
YNCDAKALPYVCKFKD 


18680 


49048 


A 


18789 


52 


186 


QSEVHHGIISYTTGQGENLSEPI 
WKSWQRSQDL*QENHPEIYSLT 


18681 


49049 


A 


18790 


666 


2732 


KQLIKMCYFILLLLILSSHIGKD 
KA1DKNGILVQYWQE*KLVEPF 
*KA I WPPCMETLN VDTPFPQPV 
CLG1YPNE*KLSK/CFKP*APKV 
YFHGCL*Y*NHWEPTETIPPVK 
GWIK*ILF 


18682 


49050 


A 


18791 


112 


340 




1 8683 


49051 


A 


18792 


3 


323 


LSSLASMSFTTCSAFTNYWSPG 
SVQVPSYGTQPVSHAASVYAG 
LGGSGSRISVSH\SPMAGGLAG 
MGGIQNEKETMQSLRDRLASY 
LDRVRGLETENWKLESKIQEH 


18684 


49052 


A 


18793 


1 


994 


APSYRA/RLVRSVASVYAGPGS 
SGSRISMSRSTSFQGGLGSRSM 
AA/GMAGGLAGMGGIQNEKET 
MQSLNDRLASYLDRVRSLEMG 
NWKLESKIWEHLEKKGPQVRD 
WGHYFKTIEEDLTQ1FTSTVDN 
TCIILQIDN A H L A ADDFRVKYE 
TEPATCQS VEN D 1 HGLHKVIDD 
TS VTQLQLETEIEA LUCE A LLFL\ 
KKNHEEES/WRHTVQALEIDLD 
WMKNLEASLENSLK/EGVEAC 
YTLQMEQLNGILLHLESELAQT 
WAEGQGQAQEYQALPNIKVKL 
EAEIATYRRLLEDGEDFNFGDA 

VVSETNDTKVL 


18685 


49053 


A 


18794 


3 


377 




18686 


49054 


B 


18795 


54 


136 




18687 


49055 


A 


18796 


149 


419 
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SEQ ID 

NO: 


SEQ II) NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18688 


49056 


A 


18797 


83 


1402 


AEKAGGKKGEAPSYRA/RLVRS 

VASVYAGPGSSGSR1SMSRSTSF 

QGGLGSRSMAA/GMAGGLAG 

MGGIQNEKETMQSLNDRLASY 

LDRVRSLEMGN WKLESK1 WEH 

LEKKGPQVRDWGHYFKTIEED 

LTQI FTST VDNTCIILQIDN AHL 

AADDFRVKYETEPATCQ S VEN 

DIHGLHKV1DDTSVTQLQLETEI 

EAL\KEALLFL\KXNHGEEIKGL 

SRRQIASSGVDPWRVDAPKSSG 

PSPK1MGRHPGPKYDELVARKR 

TREE\LAKYSSQ\QIEEST/TQLV 

TNTSLL/GGLELAETNLHRS*TY 

KSRSLEDSTLDSIEKS*KAQAW 

KKQPLKGSW1CAPLRPLPDWSK 

LQTGIL ACTF ESRAGNKTRARG 

TSAPGPQEL*GPLLKHQKVKAG 

GLRSPTLPARLLEDAEAL*SLV 

DPLDSKQLPCNTI QKTTTPPG * V 


18689 


49057 


C 


18798 


140 


283 




18690 


49058 


A 


18799 


2 


783 


V VQFARREKPSSSKVSQRH PCT 
EAVREVLHG\NQRKSPQRSWET 
VELQISLKNYDPQEGQSAFSGT 
RQALSPLPRP\KFSCVCPGGTQQ 
H\CDE A\KA RG ISPPHGTFEG A * 
KNLN1CE* KN WSKKAGPRKY* L 
RFFGPQKSLDQSKIPPNPSGPGF 
K* RAG K\FPFPWFTHN\ENMGG 
r lsJ_»Ui:0 c. V r r l\l v r i^lviN.rj,KA^lA^ 
L\AVAV\GHV\KMTD\DELVYNI 
HLGCQLSWVSLLKEKNW\QNV\ 
RAL YI KSTHGQSPKRLIFKAHFE 


18691 


49059 


C 


18800 


239 


555 
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SEQID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18692 


49060 


A 


18801 


401 


3014 


TRASSTMSKSFQQSSLSRDSQG 

HGRDLSAAG1GLLAAATQSLSM 

PASLGRMNQGTARLASLMNLG 

MSSLLNQQGAHSALSSASTSSH 

NSQSIFNIGSRGPLPLSSQHRGD 

ADQASNMLASFGLSARDSDELS 

RYPSDTITPENLRPILLQLKRRR 

TEEGPTLSYGRDGRSATREPPY 

RVPRDDWEEKRHFRRDSFDDR 

GPSLNPVLDYDHGSRSQESGYY 

DRMDYEDDRLRDGERCRDDSF 

FGETSHN Y HKFDSE YERMGRG 

PGPLQERSLFEKKRGAPPSSNIE 

DFHGLLPKG YPH LCSICDLPVH 

SNKEWSQHINGASHSRRCQLLL 

E1YPEWNPDNDTGHTMGDPFM 

LQQSTNPAPGILGPPPPSFHLGG 

PAVGPRGNLGAGNGNLQGPRH 

MQKGRVETSR\VV\HIMGFSTE 

GKTLRYQLLQLVEPFGVHFKFI 

*FLNK"NLLRAF1EMATTE\DCFK 

AAV\DYYTTTPA\LVF\GKPVRV 

HLSQKYKRIKKPEGKPDQKFDQ 

KQELGRV1HLSNLPHSGYSDSA 

VLKLAEP YGKI K.N Y1LMRMKS 

QAF1EMETREDAMAMVD\HCL 

KKALWFQGRCVKVDLSEKYK 

1S.L V LrUrlNKUlJL^LLrvlvJJrvoivrvK 

SYSPDGKESPSDKKSKTDGSQE 
AERST\EGKEQEEKSGEDGEKD 
TKDDQTEQEPNMLLESEDELLV 
DEEEAAALL\ESGQFSGETSTDL 


18693 


49061 


A 


18802 


3 


1013 


NCRAAWRAKLEGCLSLRRNAC 
QCFLIWTQTPDREQSYSLDQLP 
REVLNQEEKSISIWDIYLHLEM 
GNGLSDQTSILSNLPSFQSFHIVI 
\LGLDCAWKRQLSYTRLQFQLN 
L*NT\VP YPKGFNTEKI */RVTLG 
NSKTV\TFHF\WDVGGQEKLRP 
LWKSYTRCTDGIVFVVDSVDV 
ERMEEAKTELHKITRISANRGV 
PVLIVAN\KQDLRNSLSLS\EIEK 
LLAMGELSSSTPWHLQPTCAIIG 
DGLKEGLEKL\HDMI\IK.RRKML 
RPTRKRKDEYQFPNIICVGVGF 
LWSDFDKNRRVSTAGVCLSAPP 
WMLLKLCFVEQFRCPTRVALW 
KMSKCSAS 


18694 


49062 


A 


18803 


3 


1103 




18695 


49063 


B 


18804 


34 


734 




18696 


49064 


A 


18805 




1741 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possiblc nucleotide insertion) 


18697 


49065 


A 


18806 


6460 


6635 


RTSTERSHLKTRYQRTSCSSNR* 














LNSSSSKTSFRCSLTTSLFWRHT 














IFNMLLINRRLL 


18698 


49066 


A 


18807 


5567 


5853 


IGILEA*LLRNLPNDSIKALVDA 














*YKSLLSAVERCSFMVLFGEPM 














NKPPLAILRIQSGVNRPPVISIM 














ALIGPLVTPSASTYSGVTNADLS 














SATK 


18699 


49067 


A 


18808 


664 


992 


SCADIHGYHRGN SSNNDSNLIP 














KQTNRDCLNNGHQNHSCNG/D 














* PQPQR* *QLTLQNLMQHQ*KQ 














QYPLPQHQQQE*RTR 


18700 


49068 


A 


18809 


3 


1698 




18701 


49069 


B 


18810 


227 


883 




18702 


49070 


A 


18811 


180 


373 


PDTLRSI LPM LLEQLFCRTFGLL 














SP**RDTSLHLGHKTEQHT*LV 














MG SWF YLLASQQPRCC Y AC 


18703 


49071 


A 


18812 


495 


701 




18704 


49072 


A 


18813 


138 


418 


AYRLLLCLVYSEGFYMHLEFQ 














NRLYHQLVF*GRLWHFW\KSIK 














RFS1Y*FFWYRW*YICKLNKGR 














LQDVIGV1NT*CHFLS*GLH*TIP 














GIHRL 


18705 


49073 


C 


18814 


62 


175 




18706 


49074 


A 


18815 


644 


828 




1 8707 


49075 


A 


18816 


1 


1 107 




18708 


49076 


B 


18817 


84 


342 




18709 


49077 


A 


18818 


3 


1399 




18710 


49078 


B 


18819 


1 


1377 _ 




18711 


49079 


A 


18820 


1 


546 




18712 


49080 


A 


18821 


855 


1099 


VTLYSEYQHPSVREYGLYLTSH 














RIEPLECVHRTL*PVLLSMQPSV 














LEYYEQQGYEAEY*LQEECHH 














QRTSSL*DLLK.QLLQ 


18713 


49081 


A 


18822 


1 


1680 




18714 


49082 


A 


18823 


1 


3951 




18715 


49083 




18824 




6446 




18716 


49084 


- — 

A 


18825 




2497 


21785 


SSPYPFTKQSSTNNFVFDGNELF 














NSRDRLSQRLFYILQSSVHLIMR 














Q/LEGYVQHHLNLAEPHHGLG 














KDAYIAAMYNNDDGATFQMEI 














GGIHTNAALAAGDKLQC1WRY 














LDVNGNAPAAENEFEVVSYEG 














FGTSNFSVKCKGMLPGKFIGCD 














AFYGKYLQTDGP1KQVDSVKW 














FTNLTVSGSGRKQLGQRKYPQ 














VVMGMGMTSGFDDGYNLTPE 














RQVKMAYGLGYRDWWTTYIG 














MSHYWKGLTAFQDKETGELI 


18717 


49085 


A 


18826 


31 


479 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18718 


49086 


A 


18827 


255 


1002 


SQFSLSQVLVDSAEEGSLAAAA 
ELAAQKREQRLRKFRELH LM R 
NE ARKLHHQE V VEEDKRLK L P 
ANWEAKKARLEWELKEEEKK 
KECAARGEDYEKVKLLEISAED 
AERWERKKKRKNPDLGFXSDY 
AAAQLRQYHPV*PKQIKP\DME 
TY\ERLREKHGVEEFFPTSNSLLH 
G\THVAFHRGKFDRVVLRSGKN 
QFEKRD/KF*ARRRPYNDDADI 
DVYINERNAQFNKKAERFYAGK 
YTAEIKQNLERGTAV 


18719 


49087 


C 


18828 


91 


225 




18720 


49088 


A 


18829 


3 


212 




18721 


49089 


A 


18830 




239 




18722 


49090 


A 


18831 


865 


1898 


QQQQQQQHRRYPRRRSPRAWC 
SHPRSPLLFLPSLAPWPDQLTEE 
QIAEFKEAFSLFDKDG\DGTITT 
KEL\GTVM\RSLGQEPNKKLEL\ 
QDMINESGMLMG\NGTHLTFPR 
1F*LMMARKMKDTDSEEGN/LR 
EAFRV\FAKDGNGY1SAAELR\H 
VMTNLGEKTTRF/KKVDEMIRE 
A\D1DGDGQVNYEEFVQMMTG 
KMEDLTFQLPFSPPLEESNWNL 
LLTFLQKKEKKKKVHLFHSCFL 

ION 1 tUl^lS. YLLV H 1 Hl^INLHVL 

VG G PCPLKDQ ATHQF YN INTCT 
NLNDNGLLKRSILLM1NTLFGL 
ASFFHACSFDDWSTSQGLWYL 
KLENGKNQISKPIPNGVLVHFV 


18723 


49091 


A 


18832 






WVVLKNCVGVGLL1AT*MWF1 
SNKYLVQRQSRDYDVEWGYAF 
DVHLNAFYPLLV1LHF1QLFFIN 
PLPFLKNTVILLYPFA PLILLYGL 
SLALGWNFTHTLCSFYKYRVK 


18724 


49092 


A 


18833 


1 


534 


VPSNSVNSLVQGNGVLNSRDA 
ARH/TAG A KR YKYLRRLFRF RQ 
MDFEFAAWQMLYLFTSPQRVY 
RN FH YRKQTKDQW ARDDPAFL 

VLLoJWLCvo 1 lor Or V L<L>lVlvjr 

FETIKLLLWVVLIDCVGVGLLIA 
TLM/WFICHFWKKQVILLYPFAP 
LILLYGLSLALGWNFTHTLCSF 
YKYRVK 


18725 


49093 


C 


18834 


295 


570 
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SEQID 
NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


18726 


49094 


A 


18835 


418 


1567 


SFTLKNCVLQRVSSILPSNTAEV 
DFPSWTTQSDWQQTRAQVLLQ 
ARARAALRLVLIILRHDGASPP 
MRTRLSPTATLATGSGASEAPV 
SGDRKPAATTSGGPRRKMLPST 
SVNSLVQGNGVLNSRDAARHT 
AGAKRYKYLR\RLFRFRQMDFE 
FAAWQ\MLYLL\TSP*RVYRNF 
H\YRKQTKDQWAR\DDPAFLGF 
PFKYSGFCVSTIGFG\FVLDMG\ 
FFETIKLLLWVGLID\CVGVGLL 
\IATL\MW\FISNKYLVKRQS\RD 
YDVEWGYAFVDVHLNAFYPLL 
VILHF1QLFFINHVNLTDTFMGY 
L VGNTLAWLWA VG YYILR* LSL 
GYSVGLLFFSS1AHF*KNT\VILL 
YPFA/PL* F LPPTG FPL ALG WNF 
THTLCSFYKYRVK 


18727 


49095 


A 


18836 




888 


MPGLLLLRGSQN LKQQAEILCG 
LGLALVISAVKPLSKKFMLPNP 
TSMKPESDG1YSFNLKRTWEKL 
LLAGHA1VV1ENSADVSV1SSRN 
TGQKAMLKFAAATGATPIAGH 
FTPGTF/TNQIQAAYWEPRLLV 
VSDPRADHQSLTEASCVNPPAI 
ALCNTDSPLCH/VD1AITCNNKG 
APSVGQMW*MLAWEVLHMRG 
TISCN/SPWEVMSNLYFYRDPEE 
TEKEEQAAAEKAVTKKEFQGK 
WTVSAPEFTVTQPEVADWSEG 
MQICNLGKAQQGQLSSDAEDD 
FWSLESLDGYSHTVTFR 


18728 


49096 


A 


18837 


74 


848 


RE1 FIN VRSLLMACFVKEEDVL 

KFLAARNP/HVGGTNLDFQME 

QYIYIRKSDGIYIIRLKRTWEKL 

LLAARAIVA1ENPADVSVISSRN 

TGQRAVLKFAAATGATPIAGRF 

TPGTFTNQIQAAFRE\PRLLVVT\ 

DPRADHQPLTEASYVNLPTIAL 

CNTDSPLRYVDIA1PCNNKGAH 

SVGLMWWMLAREVLRMRGTI 

SREHPWEVMPDLYFYRDPEEIE 

KEEQAAAEKAVTKEEFQGEWT 

APAPEFTATQPEVADWSEG 


18729 


49097 


A 


18838 


72 


528 


DEACGVCCYSPGASPMPP*GRT 
RKEGRTAGKVRP1CERPKTPVN\ 
KSGGQGPKRKNWSKRQKFRDK 
L\NN\LVLFDKA\TYDKLCKEVP 
N\YKL1TPSLWSPERL\KIRGSLA 
KGKPFQEAP*VKGL1/RNLVSKH 
RAPSNFTPGNYQGWEDAPSLL 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18730 


49098 


B 


18839 


6 


125 




18731 


49099 


B 


18840 


249 


291 




18732 


49100 


A 


18841 


128 


669 


RPGHAQTLGSPSLALGMAGQF 
RSYVWDPLLILSQIVLMQTVYY 
GSLGLWLAWVDGLLRISPSLD 
QMFDAEILGFS/TPFQGRLSMM 
SF1LNALTCALGFAVISSGEEKQ 
CLDFTVTVHFFHLLGLLGSNSS 
PFSPSGG*TLVGLGPKPVVALH 
SLAVIGEYLCMRTELKEIPLNSA 


18733 


49101 


A 


18842 


1 


818 


MAELTVMRFHTEPQGSEGLRLP 
RISGSKPKQMHVTWLEPLENGI 
CNG1MTGNAQLLIPPGVIFHKYP 
SHYVTAMLKSLKWPPLQTELTS 
SSGQALWGLVGGGSPHRQAST 
EKLFSEKVPKTAENFPCSELSCF 
HGENGFGL * G VPCFI IRLFPRV Y 
AVRGGDFHTAINGTVGGKSHPM 
GKKFEG*ETSSLKHTG\PGDLVP 
WQN AGPYNTNG SPV FLTSCTAQ 
ELSGLDGKPCGVLAKVKEVGM 
NIVEAMER\FGSR\NGKTSKKITI 
A\DCGTTPNKV 


18734 


49102 


A 


18843 


4 


454 




18735 


49103 


A 


18844 




978 


MRWACDFTKLLSSTWTLIQYPE 
NAMIIARWALLADCPEKTKAL 
RTTEDGIVDAANFEQFLQERJK 
VNGKVGNLGGGVVTIEKSKSKI 
TVTSKG\PFNSM*I*GSASSFVEK 
KRLLEF*KLLSSTWTLIQYPENA 
M1IARWALLADCPEKTKALRTT 
EDGIVDAANFEQFLQERIKVNG 
KVGNLGGGVVTIEKSKSKITVT 
SKGHFQFYVNLRISFLICGKEKA 
VGILEEIVLNLLIIFSS1DILTVKG 
TCSGCERGFFLEIYDEVEDSSYD 
NHLKDDDPKREGPGAEQALST 
PPCCPLEKRPINDQTLIISWSGST 
NVIEEAGRHSVVQEGWGALGV 
LRTTLPSLPQITGGAGFVGSHLT 
DKLMMDGHEVTVVDNFFTGR 
KRNVEHWIGHENFEL1NHDVVE 
PLYIEGRAENQLSHTVPGPVDL 
SDRIVNGYFLSL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18736 


49104 


A 


18845 


167 


1440 


RDIWLSASAAAMVPVRKLV/AE 

GGQKTKQVLRFTLGC THP1EDG 

I1DAANFEQFLQERIKVNGK.VG 

NLGGGVVTIEKSKSKITVTSKG\ 

PFNSM*I*GSASSFVEKKRLLEF 

* KA EN LS S K.N WNKTRMPTFTTL 

TQVAPNPITGYTSKGKKISTLKR 

YLAFCLRCCHGAREKACGEGG 

QKTKQVLRFTLGCTHPIEDGIID 

AANFEQFLQERIKVNGKVGNL 

GGGVVTIEKSKSKITVTSKGHF 

QFYVNLR1SFLICGKEKAVGILE 

EIVLNLLIIFSSIDILTVKGTCSSC 

ERGFFLE1CDEV EDSSYDNHLK 

DEDPKREECRKRDAYAPLKDQ 

GNAEKRRHNVRKSWPLLSAKL 

LK.IRTNLTGTEEAELHANHIQQ 

VPIKCLSYKLTERKNGTQKHLH 

YALILHVKCDRRETSKFTKFYG 

THPLTALFVPRAWDGPPSALPE 

SELAVFLVAYEGNTLLHLFLSG 

AEQRGNSSLKERAGRARFSHQR 

KLNEQT1PPDNLTKSSVDLQSSF 

SAVHPNSQPTVWVDMPAHPLS 

QYLVPARKTVLPIWYGNSCPD 

VIFGSLSDSKLSEGKEFALPLKF 
















18738 


49106 


A 


18847 


2 


303 




18739 


49107 


A 


18848 


97 


233 


RTVTCYHRNSRACHPQQITSCP 
*HRALPCLPLWSPKCPSRWPWF 
G 


18740 


49108 


A 


18849 


229 


359 


MKWVYCSVTGMGKGQHRMPV 
SKG*GWVQRYNRDGIPSPRVLE 
LF 
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SEQID 

NO: 


SEQ II) NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


18741 


49109 


A 


18850 


1 


1185 


MSTIDDPRLQGRRMCLMLRGT 
PEQKALVIGGEACMWGEYVDN 
TNLVPRLWLCPPSTQDLANEGI 
REMTILHRHIPDRGKGVMRSCS 
FRTPRPFTLACGPEKSLMDPQS 
QSNSEGASSSLVVKLADTDRER 
ALRRMQQMAGHLGAFHPAPLP 
LGACGAYTTA1LQHQAALLAA 
AQGPGLGPVAAVAAQMQHVA 
AFSLVAAPLLPAAAANSPPGSG 
PGTLPGLPAPIGVNGFGPLTPQT 
NGQP\APTRSTITGSPLI/SGWSQ 
SRPILRIMKYAEQRIPTLNEYCV 
VCDEQHVFQNGSMLKIQPDTII 
QVWREDIPVNYMKELELVTKA 
GFRALLSAPWYLNRISYGPDW 
KDFY1VEPLSFEGTPEQKALVIG 
G E ACM WG EY VDN TNL VPRLW 
AHRIQL 


18742 


49110 


A 


18851 


231 


416 




18743 


49111 


B 


18852 


184 


594 
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SEQID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18744 


49112 


A 


18853 


247 


2296 


PVYLS1FMSCVGENGGSHIENW 
HSILRNGLVNASYTKLQDIKGQ 
FWNDDDSEGDNESEEFLYGVQ 
GSCAADLYRHPQLDADIEAVK 
EIYSENSVSIREYGTIDDVDIAL 
HIN\ISFL\DEEVSTAW\KVLRTE 
P\1VLRLRFF\LSQYLDGPDPS\IE 
VFQPSNKEGFGLGLQLKKILGM 
FTSQQWKHL\SNDFLKTQQEKR 
HSWFK\ASG\TIKKFRAG\LQHSF 
SPIPKS\PSFPYS*Q\DSMAGKGK 
LGVVPELRVGRLMNRSISCTMK 
N PK VEVFG YPPSPQAGLLCPQH 
VGLPPPARTSPLVSGHCKNIPTL 
EYG FL VQIMKYAEQ\RIPTLNEY 
CVVCDEQHVFQNGSMLKPAVC 
TRELCVFSFYTLGWMSGAAEE 
VATGAEVVDLLVAMCRAALES 
PRKSI1FEPYPSVVDPTDPKTLAF 
NP\KKKNYE\RLQKAL\DSVMSI\ 
REMTQGSVYLEIKKQMDKVWIP 
LVAHPLLQWI1SSN\RSHIVKLPL 
SRQLKFMHTSHQFLLLSSPPAK 
EARFRTAKKLYGSTFAFHGSHI 
E\NW\HS1L/RGNGLVQWHSYTK 
LQLHGAAYGKGIYLSPISSISFG 
YSGMGKGQHRMPSKDELVQR 
YNRMNTI PQTRSIQSVRFLQSRN 
LNCI\ALC\EV1TSKDLQK\HGEH 
LGCCPVFRPMSCTRFLPL*YED 
G\QVGDAQHY1PHGPQRVHERE 


18745 


49113 


C 


18854 


122 


486 




18746 


49114 


A 


18855 


1 


535 


KNAAGNFISPT/ERLSPNAWKTI 
TD I V LNGT AF VTFL S I TTI Y AET 
GSGFVVPSASAKAGVEAMSKS 

LA At WU Is. Y UMKr IN V Jt^rUr IK. 
1 JS.U Ar bKLUr lOlr bJvfcMlUKlr 

CGRLGTVEELANLAAFLCSDY 

ASWINGAVIKFDGGEEVLISGEF 

NDLRKVTKEQWDTIEEL1RKTK 


18747 


49115 


A 


18856 


3 


356 




18748 


49116 


A 


18857 


1 


1581 
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SEQID 
NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Uiiknowii, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18749 


49117 


A 


18858 


2 


1242 


RRLGPSPRPIPRRPRQRFQPREL 

CSFCPAPCGPTACGGFRPEFWR1 

NMKLPAKVFFTLGSRLPCGLAP 

RRFFSYGTKILYQNTEALQSKFF 

SPLQKAMLPPNSFQGKVAF1TG 

GGTGLGK\GMTTLLSSLGAQCV 

IASRKAMDVLKATAEQISFSNW 

EIKVHAIQCDVRDPDMVQNTV 

SELIKVAGHPN1V1NNAAGNFIS 

PTERLSP*CWKNQ/ITN1V*NGT 

AFVTLEMGKHLIKAQKGAAFL\ 

S[TT\IYA\ETGSGFCRYPSASAQ 

SRVWEAHGASLLQLEWG*NM 

GLRIPIVDSNQGPIKTKAGALYPS 

GPPTGTFGEKKM1GQKFPCGSP 

WGLVEELRKSLPAF\LCSDYA\S 

W\FNG A VIKFD\GG EEVLI\SGDF\ 

NDLRKVTXKEQWDTIEELIRKT 

KRFLRPLWPSSWLQKRE 


18750 


49118 


A 


18859 


8 


432 


NSKLPPVVTSQQMRFMY/DPQT 
DQHMK1\FPEQLPLDEFLQKTDP 
KDPANY1LHAVLVFISGDNHGG 
HYVVYI.NPKGDGKWCKFDDD 
VVSRCTKEEAIEHNYGGHDDD 
LSVRHCTNAYMLVY1RESKLSE 
VLQAVTDHD1PQQL 


18751 


49119 


A 


18860 


1 


211 




18752 


49120 


A 


18861 


1 


242 




18753 


49121 


A 


18862 


3 


733 


LVHSRDNHGRHYVVYLNPKGD 

GKWCKFDDDVVS/QLVERL*EE 

KRINAQKVDR\RQEVHLYMQA 

QVASEDQFCGHQGNDMYDEE 

KVKYTVFKVLKNSSLAEFVQN 

LSQIMEFPQDQIQLWPMQARSN 

GTKRPAMLDNEADGNKAMIEV 

VTLPKFDKAHDVMFFLKMYDP 
KMRSLNYCGHIYTPISCEIRDLL 
PVMCNRAGFIQDTSLILYEEVK 
LNLTERJQD 


18754 


49122 


A 


18863 


261 


659 


KHLFYLFIT*EITLYPDKHGCVR 
DLLEECKKAVELGEKASGKLR 
LLE1VSYKIIGVHQEDELLECLS 
PATSRTFRIEEIPLDLLEECKKA 
VELGEKASGKLRLLEIVSYKIIG 
VHQEDELLECLSPATSRTFR 














CVFFADTSWRSEATFQFTVERF 
SRLSESVLSPPCFVRNLPWKIM 
VMPRFYPDRPHQK\SVGFFLQR 
NAESDSTEDSLNDATTNPHIVA 
FHYWKPNLNSLV 
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SEQID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18756 


49124 


A 


18865 


2 


3698 


YVRVSLPPPPPAAGRPGAAVAD 
DAREEEEEAAPPPPPPPPPRLAA 
ARPPGSQPRPPAAGEAQAAAD 
MNHQQQQQQQKAGEQQLSEPE 
DMEMEAGDTDDPPRITQNPVIN 
GNVALSDGHNTAEEDMEDDTS 
WRSEATFQFTVERFSRLSESVLS 
PPCFVRNLPWKIMVMPRFYPDR 
PHQK\SVGFFLQ\CNAESDSTSW 
SCHAQ A V LK.IIN YRDDEKSFSR 
RJSHLFFHKENDWGFSNFMAW 
SEVTDPEKGF1 DDD 


18757 


49125 


A 


18866 


16 


450 




18758 


49126 


A 


18867 




26 


QSGHSMDMRVPAQLLGLLLLR 
LRGARCDIQMTQSPSSLSASVG 
DRVTITCRASLDISRWLAWFQL 
KPG\EV PKLLJ Y AASTLQSG VPS 
RFSG SG SGTDFTLTI S SLQSEDI A 
MYYCQQYNNW/SSAPYTFGP\G 
TKVEIKTKLWAA\PSVLHLPGPS 
DEAVENLGTAFCLCALLEKTSN 
PQSRPKSTSGRVD\NALPNGGK 
LPQGECSQKQD* TA WT 


18759 


49127 


A 


18868 




694 




18760 


49128 


A 


18869 


47 


1712 


FPTK.MAAVGRVGSFGSSPPGLS 

STYTGGPLGNEIASGNGGAAAG 

DDEDGQNLWSCILSEVSTRSR\S 

KLPAG*NVLLLGEDGAGKTSLI 

RKIQGIEEYKKGRGLEYLYL\N 

VHE* MTGN DQTRCN\ VWILDG 

DLYHKGLLKFSLDAVSLKDTL 

VMLVVDMSKPWTALDSLQKW 

ASVVREHVDKLKIPPEEMKQM 

EQKL1REF\QEYVERGEDFPASP 

QRRNTASQEDKDDSVVLPLGA 

DTLTHNLGIPVLVVCTKCDAIS 

VLEKEHDYRDEHFDFFQSHIRK 

FCLRYGAALIYTSVKENKNIDL 

VYK.YIVQKLYGFPYKIPAVVVE 

KDAVFIPAGW\DNDKKIG\ILH\E 

NFQTFKRQEDNFWKDIITKPPV 

RKFVHEKE1MAEDD\QVFLMKV 

\QSLLSKSKPP/TTEAGRPVDA\S 

PKESQGGSPPNTKIESVSS*CCQ 

ACHPIPC WGQKICIDPNMESWE 

LTSGRAFLGKFSFNSFVVKRL 

GSPRRPLVVSGG*PCRVGLGGG 

\SSG\LPP\STKKVQAYKPV\LDV\ 

HAELDRI\TR*PV\TVS\PTTPTS\P 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18761 


49129 


A 


18870 


3 


885 


LVCLVRELLGPRRFFLKVFFLPT 

FPGWPAPVLTATLPFFHPEGRL 

YQVE\YAFKA\I*PGGPLPSLAV 

RGK\DWAVIV\TQKKST*PNYL 

DSS\TVTSLFPR*LKN1W\CVMT 

GMTS*PADSQV\QRAR\YEA\AN 

WKIQSMGYEIPVDXMLCKKNCP 

IFLQVYHTEMLKMKASLRCVCM 

IFNWVIDEEQGPSRYIRC\DPA\G 

YYCGV*KPTASGS*TKLRSTGF 

LEK KKCKKKFD\ WTF * TRQ WET 

AI\TLPCLTVP1QLDFKTFQE1EV 

G V VTVEN PKF\R1LT\E AEI D AQL 

VAPSKRRD 


18762 


49130 


A 


18871 


1 


471 




18763 


49131 


A 


18872 


1 


1524 




18764 


49132 


A 


18873 




719 


RPQRAGPVRRAGVMALLDLAL 
EGMAVFGFVLFLVLWLMHFM 
AIIYTRLHLNKKATDKQPYSKL 
PGVSLLKPLKGVDPNLINNLET 
FFELDYPKPLFFSVAPMKRIEKT 
QM* *P*CSTY* YE VLLCVQDHD 
DPAIDVCK.KLLGK.YPNVDARLF 
IGGKKVGINPK1NNLMPGYEVA 
KYDLIWICDSG I RGTMEMPM SL 
EQSYDPNVRDPIYRNNGDADG 
QHLVLHDFYQQGSGPKCSLINA 


18765 


49133 


A 


18874 


200 


370 




18766 


49134 


B 


18875 


323 


448 




18767 


49135 


A 


18876 


2 


421 


FVGPGPGDPPPSETHKLVVVGG 
GGVGKSALTIQFIQ/ILDTAGQE 
EFGAMREQYMRAGHGFLLVFA 
INDRQSFNEVGKLFTQILRVKD 
RDDFPV VLVGN KADLESQRQV 
PRSEASAFGASHHVAYFEASAK 
LRLNVDEAFE 


18768 


49136 


A 


18877 


2 


236 




18769 


49137 


A 


18878 


1 


763 


MTPHSALRARGKGGGTGGGSE 

GSSSGGDMSSGAASGTGRGRPR 

GGGPGPGDPPPSETHKLVVVGG 

GGVGKSALTIQFIQSYFVSDYD 

PT1EDSYTKICSVDGIPARLDILD 

PAG\QEEFGAMREQYMRAG/HT 

GFLLVFAINDRQEFSTRWGKLF 

HADFCGFKDRD\DFP\V VLVGN 

KAD\LESQRQVPRSE A S A FG A S\ 

HHVAYF\EPSAKMRF\NVDEGF* 

RSWCGVVREIPRNKELPPSPPK 

CPPGRMGGGCPCVLL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18770 


49138 


A 


18879 


2 


403 


RFLARRTNSTFNQVVLKRLFMS 
RTNRPPLSLSRMIRKMKLPGRE 
NKTAVVVGTITDDVRVQEVPK 
LKVCALRVTSRARSRILRAGGK 
1LTF/DEVYRHFGKAPGTPHSHT 
KPYVRSKGRKFERARGRRASR 
GYKN 


18771 


49139 


A 


18880 


1 


1006 


PKLR*PEPSRNQVLLTRFQIAVH 

F/LLSRLLQFFPRPARSRAFLSRK 

PKPGPGKKPMALIVEFIGELPTG 

VHARPPSHVETLCNTFSSQIEW 

HNLRTDRKGNAKSALALIGTDT 

LAGDNCQLLISGADEQEAHQRL 

SQWLRDEFPHCDAPLAEVKSD 

ELEPLPVSLTNLNPQIIRARTVY 

SGRAGGIQTPISSLDLNALGNLP 

AAKGVDAEQSALENGLTLVLK 

NIEFRLLDSDGATSA1LEAHRSL 

AGDTSLREHLLPVGQCANAASS 

TNHPFVTKKRQQCFVFRQRLA 

NGRNDSGWQITHAFWFRFHQH 

SR1MKYLYGFTARLKEHQPKLR 


18772 


49140 


A 


18881 


1 


716 


VCCEFCRAERRHHGEWTIRHN 
K\DRKGSGARDPKEPGFLL*RC 
CVKLYRFSGPEEPNSNIQPRLW 
LKRLFMS\RT\NRPPSVPFSRDES 
GKMK A SLARGKQDRPV VVGG 
PLT*LMLRVSGRVPKTERYVAL 
RRGPSPGPQAAFLQGQGGK1PS 
LFDQAWPLGLPLKGLLALVPGS 
SGSLGKGAREGGTRQFSAKAP 
KETPQKPHQNPYVR\SKGRKFE 
RARGPTGPARGYKKLTLGSYSL 


18773 


49141 


A 


18882 


3 


168 




18774 


49142 


A 


18883 


23 


2669 




18775 


49143 


A 


18884 


279 


396 




18776 


49144 


C 


18885 


960 


1250 




18777 


49145 


A 


18886 


52 


925 


EVLEPRLGVFSNGCFQGLSSVM 

ALGLKCFRMVHPTFRNYLAASI 

RPVSEVTLKTVHERQHGHRQY 

MAYSAVPVRHFATKKAKAKG 

KGQSQTRVNINAALVEDIINLEE 

VNEEMKSVIEALQG*FQ*GLSI* 

GPHQDPIDKIAVVTA*REALL*T 

RFSQISMKSPQLNFG*IWASFPE 

CTAAAIKAIRESGMNLNPEV\EG 

TL1RVPHSPK*PESTEKCWVKL 

GQTEHQQG PKTLLREGFRTQLN 

EQAGRNPKD/NSLQEDTIRLTEK 

QISQMADDTVAELYRHLAVKT 

KELLG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


18778 


49146 


A 


18887 


2 


389 


DSGSHCHAPPTTARRAFPIPFGS 

KSNMATLKDQLIYNLLKEEHTP 

QNKITAVRVGADGMACAITIL 

M/KDYNVTANSKLVIITGGARQ 

QQGESRLNLVQRNVNIFKFIIPN 

VAKYSPNCKLLIRSNPVDI 


18779 


49147 


B 


18888 


217 


423 




18780 


49148 


A 


18889 


27 


1217 


ARRPTRPPDLIATRPRRPARRCI 
SRFPFGSKSNYWQPLK.DQLIYN 
LLKEEQTP\QNKITVVGVGAVG 
MACAISILMKDLADE\LALVDVI 
EDKLKGVEMMDLQHGKPFSFR 
NTKVLSSGKRL*M*LANSKAGS 
FITGWGHRQQEGKKAVLILVQ 
AVNVNIFKF1IP\NVVKYSP\NCK 
LLIVSNPVDILTYVAWKUSGFP 
KNRVIG\SGCNL\DSA\RFR\YLM 
G\ERLGSSPH*ACHGWGPWGEH 
GRFPVLPVMGVGLNVAGVSLE 
DFWHPDFRTDKD*E\QWKE\VH 
K\QVVE\SAYEVIKLK\GYTSLG 
LIGLSCKPD\LAE\SIMEESFRRV 
HPS/SSHHGLKGLYGNKRMNVS 
LS VPCILGQN G IS\DL VKG\TLTS 
EGRGPVGSKSADNNSWGSTKK 


18781 


49149 


A 


18890 


1 


264 




18782 


49150 


A 


18891 


3 


736 




18783 


49151 


A 


18892 


81 


1065 


GKGPVAAFIDQSNIFLTDPK1FL 

GQWREEPKMPLLLLGETEPLKL 

ERDCRSPVDPWA A A S PDL AL A 

CLCHCQDLSSGAFPNRGVLGG 

VLFPTVEMVIKVFVATSSGS I A I 

RKKQQEVVGFLEANKIDFKELD 

IAGDEDNRRWMRENVS*REKP 

Q\NGIPLPSQI\FNEE\QYCG\DFD 

SFFSAKKENIIYSF\LGWAPLPDS 

KGSEKAEEG\GETEAQKEGSED 

VGNLPEAQEKNEEEGETATEET 

\EEIAMEGAEGEAEEEEETAEGE 

EEPGEDEDFLGLFMLHFFHFSQ 

KMEAMKQHSNVLSTNQTETEY 

FGLKPAHPRVTEDIMLPDLI R 


18784 


49152 


A 


18893 


19 


445 





2338 



WO 01/075067 



PCT7US01/08631 



SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possihle nucleotide insertion) 


18785 


49153 


A 


18894 


1 


622 


QAAW1LKARALTEMVYIDEIDV 
DQEG 1 AEM MLDEN A 1 AQ VPRP 
GTSLKLPGTNQTGGPSQAVRP\ 
TSHSEKPITGFLRPSTQSGRPGT 
MEQAIRTPRTAYTARPITSSSGR 
FVRLGTASMLTSPDGPFIN* SRL 
NLTKYSQKPKMAKALPEYIFHH 
ENDVK.TALELAALSTEHSQYK 
DWWWKVQIEKRYYRLGMYRE 
AEKQLISAMKQ 


18786 


49154 


A 


18895 




1651 


MKAEICKSRTVKDWHNHQKLG 
EGNKTDSPPQPSEGTNTANTLIL 
DFWPLEMIACCWETFPQRLTAE 
LFMMPTHRWHGYKNQSVGAL 
RAPLGQGPSRRGLPGRVGRRQL 
FTPRPPLSWSAGPSLAAPAAMS 
SEMEPLLLAWSYFRRRKFQLCA 
DLCTQMLEKSPYDQEPDPELPV 
HQA A WILKA RALTEM V YIDEID 
VDQEGIAEMMLDENAIA/PSSTP 
1TQAGRPITGFLRPSTQSGRPGT 
MEQAIRTPRTAYTARPITSSSGR 
FVRLG\RLGMYREAEKQFKSAL 
KQQEMVDTFLYLAKVYVSLDQ 
PVTALNLFK.QGLDKFPGEVTLL 
CGIARIYEEMNNMSSAAEYYKE 
VLKQDNTHVEAIACIGSNHFYS 
DQPEIALRFYRRLLQMGIYNGQ 
LFNNLGLCCFYAQQYDMTLTS 
FERALSLAENEEEAADVWYNL 
GHVAVGIGDTNLAHQCLRLAV 
VNSNNHAEAYNNLAVLGDAEG 
/RH V EQARALLQTA SSI STP Y V * 
TAFLILQQSLIRFGDLQRSYVAA 
QKSEAAFPDHVDTQHLIKQLRQ 
HFAML 


18787 


49155 


A 


18896 


2 


295 




18788 


49156 


A 


18897 


1 


4470 


MLGLGLLRLRQGSHAVTRCRP 
LPVRREGRRDGSPWRSVVCRY 
CRCSRQTGASVTTVSLPSSSSSP 
GLDPRGPRQASVKKPAEANPV 
LRPLVRHGTPYRDSEEGKREGL 
SRLRAVCRRAGPRGRGSFSPRD 
ARASPRLHFLVAAVTTGAASRR 
QRGARVRQPSPSSSRRAKRLRE 
CERRSLHAPPAMDASYDGTEV 
TVVMEEIEEAYCYTSPGPPKKK 
KKYKIHGEKTKKPRSAYLLYY 
YDIYLKVQQELPHLPQS 
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SEQ ID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18789 


49157 


A 


18898 


89 


810 


QRRSGCVLRMTEWETAA\PAG 
GQRTPDIKALWGSGAPDDVAR 
SMNISLQ\DY1AS*RRKLCPSYLP 
\HSCQGGYAAKNLSRICAQ\CPI\ 
VER\LTNSPMMMHRPQQPARK 
LMTVRJVQA/HAFEIITPCSQAE 
NPL\QVLGEPPSINSG\PREDSHT 
HLGAAGTVRRQAVDV\SPLRRV 
EPGPFWVACCTRRLVKGLAFPG 
TFKTIG*VAWAD\ELI\NACQGA 
PSNSYCL*EEGRVAFLEHVAKS 
NR 


18790 


49158 


A 


18899 


1 


365 


DTHFK7DSHHRTSTAHLLVSLSQ 
GPSPPN LPLG VPIS\GMGLGPRG 
EGRANP1PTVLKRDQEGLGYRS 
APQPRVTHFPAWDTRAVAGRE 
RPPRVATLSWREERRREEKDRA 
WERDLRTYMNLEF 


18791 


49159 


A 


18900 


203 


427 




18792 


49160 


A 


18901 


95 


482 


ALQSPKLWGYFSGRKVFLNYFF 
SSQQVSEAVVATGSPRAWLTC 
LILPLPGI1FSVLPKAMSRPLLITF 
TPATDPSDLWKDGQQQPQPEK 
PESTL\DGLAAKLFYEALIGDES 
SAPDSQRSQTEPARERKR 


18793 


49161 


A 


18902 


348 


1660 


GVTHLFLFGKRKLRNGIAGRIK 

GPGWIFFSYCRSLRLWLLTGSP 

LSLALPCLILPLPGIIFLKFSQKA1 

VPGPLLITFTPATDPSDLWK\DG 

QQQPQ\PEKPESTL\DGAAARAF 

YE\AL1\GDESSAPDSQRSQT*T 

WPEERKRKKRGLLKAPAAEAL 

AEG\ASGRPVQGRSLEADDPMT 

YRILTSAQEGD\LP*LM\RLLEPH 

EAGGAGGNINARDAFWWTPL 

MCAARAGQGAAVSYLLGPGVA 

AWVGVCELSGRDAAQ\LAEEA 

GFPEVARMVRESHGETRSPENR 

SPTPSLQYCENCDTHFQD\SNHR 

\TSTVHLLSLSQGPQPPQLPLGV 

PISTPRF*ILLLGGVGSPGMGLG 

PRGEGRANPHPQLILK*GPRKG 

LG\YKISTPSPEVTHFPSFGIPRA 

VAGRERPP\RVA\TLNWKE/ERR 

RREEKDRA WERDLRTYMNLEF 


18794 


49162 


C 


18903 


135 


299 
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SEQ ID 
NO: 


SEQIDNO: 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18795 


49163 


A 


18904 


3 


2074 


ERSRPVALRAAVPRMNPSTPSY 

PTASLYVGDLHPDVTEAMLYE 

KFSPAGPILSIRICRDLITSGSSN 

YAYVNFQHTKDAEHALDTMNF 

DVIKGKPV RIM WSQRDPSLRKS 

GVGNIFVKNLDKSINNKALYDT 

VSAFGNTLSCKVVCDENGSKG 

YGFVHFETH\EA\AERAIEKMNG 

ML\LNDRKVFVGRFKSRKEREA 

ELGARAKEFTANVYIKNFGEDM 

D\DGRLK\DLFGKF\GPALKCEK 

LMTDESGKSKGFGFVSVFERHE 

DAQKAVDEMNGKELNGKQIY 

VGRAQKKV\ERQTELKRKFEQ 

M KQDRITRYQG VNL\YVKNLD 

DG\IDDE\RLRKEFSPFGTIQLVP 

KVMDGGLVAAKGLGFVCFSSP 

E\EATKAVTEMNF\RIVATEPL\Y 

VALAVQRKEERQAHLTNQYYG 

RGM\ASVTEAVPNPV\IQPLPGQ 

APPFRFTFMGRFSHRFRNRA\AY 

YP\PSQIAQTKTKFLRWTGQGA 

RT\HPF\QNMPGCYPAQLAPRPP 

1*GTM\RPASSQ\VPR\VMPTQR\ 

VANTSNTDKWVPRSCSLQAAA 

AYVL\RPAPFPQYKYAAGVRNS 

\QQHL\NAQPQVTMQQPCCSMV 

PRVQGTLWTCLPMVGHLPPPSR 

SKSQMLGWNGLFPSYSKPMI1P 

YSLLVKSLG\MLLE1DNSEL\LH 

ML\ESP\ESLPF*RVDEAVAGTTS 

PPQAKRGLAQKAG*QVPTGVP 


18796 


49164 


A 


18905 


1 


988 


MAEDGEE A EFHFAAL YISGQW 
PRLRADTDLQRLGSSAMAPSRK 
FFVGGN\WKMNGR\KRRLGELI 
GTLNAAKVPADTEVVCAPPTA 
YIDF\ARQKALDPKIAVAAQNCY 
KI\TN\G A FTGEISPG\MIKDCGQ 
PWVVLGHSERRHVF\GESDELI\ 
GQKVA\HALAEGL\GVIRLHLG 
RS * DERG SLGITVEK V V FEVQTKV 
1RR*T*KDWKQAVVVLGLMSPV 
WGLWLLARLATPQQA\QEVHR 

Ko&Ku WLAJS.OJN V VAoJirr V 

TIYG\GSV\TGATLQRSLAKPSP 
DVDGLPLWGGASLQARNSWDI 
IQCHNNEPPSHLSLPLRCQAQG 
LKQTQKPK 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


18797 


49165 


A 


18906 


46 


468 


TGPTHASAAILVPRSLHKMPGE 
ATETVPATEQELPQPQAETGSG 
TESDS/GKSPASDTYIVFGEAK1E 
DLSQQAQLAAAEKFKVQGEAV 
SN1QENTQTPTVQEESEEEEVDE 
TGVEVKDIELVMSQANVSRAK 
AVRALKNNS 


18798 


49166 


A 


18907 


1 


360 




18799 


49167 


A 


18908 


52 


513 


QLGPHGHRQGPGGPAVPHPRG 
LVPLPPALLPSGPRRGRTQAPR 
HSGPAL*GHPASDTYIVFGEAKI 
EDLSQQAQLA A A EKFK VQGEA 
VSNIQD\NTQTPTVQEESEEEEV 
DETGVEVKDIELVMSQANVSR 
AKAVRALKNNSNDIVNAIMEL 


18800 


49168 


A 


18909 


1 


422 


RSLCQTGLRQ/VTG/VTKVTIGN 
LENLFVJ/TKPDVYKSPASDTYI 
VFGEAKIEDLSQQAQLAAAEKF 
KVQGEAVSN1QENTQTPTVQEE 
SEEEEVDETGVEVKD1ELVMSQ 
ANVSRAKAVRALKNNSNDIVN 
AIMVSVQAFVP 
















18802 


49170 


A 


18911 


122 


252 




18803 


49171 


A 


18912 


44 


189 


SKLDYKSSKRHRKPVSFNF1TSF 
Q1WD*FLFFF*LKCQLQPRVFSQ 
PN 


18804 


49172 


A 


18913 


2 


609 


PFLPEAHLGNQKCQNCNSTSG1 
CRVSVKVCPGPWVHAKLCAPT 
LMSRDVTLPDAPVKKPCGEGG 
AKKKKQVLKFTL\DCTHP\VED 
G\1MDAAQF*ASFCKERJKV\NG 
KAGNL\GGGVVDPSKGARGKIT 
VT\SEVPFSKRVF*KYL/TPKKY 
LKKNNLR* PGLPRSLPNQPKEK 
LPNFRYFQINQGRRKEGGRRGF 
KFPLSGKILL 


18805 


49173 


A 


18914 


107 


524 


AGTHLPPFLPVAVRQPMALRVY 
P\IAVGLKQGPTKVTQEP*ASPR 
HHVRRGRL\TKHTKFVRDMIRE 
VCGFSP\YE\RRAMELLKVSKD 
K\RALKF1KK\RVGTHIRAKRKR 
EELEQQYWPAIEEKLACQERLE 
PLPLPSPLK 


18806 


49174 


A 


18915 


39 


465 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18807 


49175 


A 


18916 


439 


1586 


TWGPPARRLPSGSHVPSA/ASSR 
LPS H PREEPQLPQPAP VTITATM 
SSEAETQQPPAAPP\GAPALSAA 
DTKPGTTGSGAGSGGPGGLTSA 
APAGG\DKKVIATKVLGT\VKW 
FNVRNGYGFINRNDT\KEDVFV 
HQTAIKKNNPQKYLRSVGDGE 
TVEF\DVVEGEKGAE\AANVTG\ 
PGGVPVQG\SKYAADRNHYPvR 
YPRRRGPPRHYPQ\NYQNS\ESG 
EKNRGIGRVLPEGQAQQRRPY\ 
RRRRFPPYYMRRPYG\RRPQY\S 
NPPVQGEVMEGADNQGA\GEQ 
G RP V RQN M Y RG YRPRFYRRG P\ 
PRQKTA*ERAAMEEDK\ENQGV 
WDPRFG SPPQVRR YRRN F\N YR\ 
RRRPQKTPKPVQDGQKRPKAAG 
SHPA*EFVPLPEAE\QGGAE 


18808 


49176 


A 


18917 


1 


651 


MTAFNSGKVDIVAINDPF1DLN 
YMVYMFLYDSTHGKFHGTVK 
AENGTLVINGNP1TMFQDQDPS 
K1KWAP/LAKV1HDNFG1IEGFM 
TTVHTITATQTINGPSG\NCHVM 
AAGLSRTSSLSLLA/LAKPVGK 
VIPELNGK.LTGMAFHVPTANVS 
VADLTCRLEKPA/KYDDIKK\NT 
HSSTFDAGAAIVLKDHSVKLIS 
WYDNEFGYSNRVVHLMAHNA 


18809 


49177 


A 


18918 


2 


5264 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18810 


49178 


A 


18919 


3 


1466 


PRSAPRAASWLEDPREVRSVCL 

SAPPVRQSAA1FFCVASRATSLR 

TPMGKVKVGVNGFGRIGHLVT 

RAAFNSGKVDIVA1NDPFIDLN 

YMVYMFQYDSTHGKFHGTWK 

AENGrCLVINGNPITIFQEVRDPSK 

IKWG\DAGAEY\VVE\STGVFNQ 

PWRKAGAHLQGG\AKRVI\ISAP 

SG*MPPMFVMG\VNHEEV*QTA 

FKIISN\ASCTNQLA*QPLAKG*F 

HDNFG*SWEGLMTTVPWPSLG 

NPRKTVD\GPSRG\NCGPWMGR 

GGFSRNIFLCLYWALPRAVGKG 

HP*A*TGKLTG\MAFPVSPTAN 

VVSGWTLTCRFRKNLPKY\DDI 

KEGW*KQAFGGAPSKGIPGLQL 

SHQV VXSSDFN SDTAHSFHPFDA 

GA\GIA\LNDHFVKL\ISWYDNE 

FGYSNRVVDL1GPHGLQGSKTP 

WTTEPQARSKKGKERPSLLGSP 

CHTQTPTTLNLPSSQLPCRPLEE 

GRGLWEPHLVMYPSNKVSLCS 

TKKKKKKKKP 


18811 


49179 


A 


18920 




364 


STVINIHSETSVPDHV/VLVPVQ 
HPLLE\RCCLGFIAFAYSVKSRD 
RKMVGDVTGAQ/ALCLHRQVP 
EHLGPDSGHPHDHWIHPVTGIR 
LCDSLPYYVTDNTGKTGLLVA 
AHSLQPLH STVQCW 


18812 


49180 


A 


18921 


41 


696 


PDRRWSSLGHHESHCPNHSSLL 
STVASPPNYEDAQGR*SR/EVA 
VLGAPHNP\APPTSTV\IHIRQSR 
PPWPDHVVWSRVQHPLQ*TPA 
C\LGF1AFAYSVKSRGQGRWLG 

V V \ J uA^ULJVlrrrAN.VrtllWu 

PDFWGILNDHFWHRHPQWLIFP 
G\HGIDQGRHH WRPG ALPI/VTC 
I PRLLPIASIPRPAPRSPKSCISPYl 
LTRFSTMAFNKSARVSGKKKK 
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SEQID 
NO: 


SEQID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18813 


49181 


A 


18922 


127 


1016 


SNLILRNLFCPHLALASSAFDKC 

QEEETVEKTELLAERRGLTENH 

PGNPITAGHHEPHCANLLSCQQ 

RPRLPNYEMLKEEQEVAMLGA 

PQKPCLPECPPVIHYPQARPPWP 

DHVRLGPCFKNPLQ*TTCCPGL 

SLGIS AYFRG SFRGTG KM V\GD 

VEPGPQGLMPPTAQVAP*TSGA 

PDFLGSLHEPILAHQSSPPKCW 

VVPGPAIDQE\ASLRP\GA\LPVT 

C:\IPRTL\SSIPSPLPPEARELLPFD 

LYSTYSTFHSSPCPHSRVLHQPF 

1 LTRFSTM AFNK V Y M FL V KKK 

KKKKXKV 


18814 


49182 


A 


18923 


115 


652 


VSESTDLVSIGRLVTRA\AFNSG 
KVDIVAINDPFIDLNYMVYMFN 
QYDSTHGKFHGTVKAENGKLV 
INGNPIT1FQE\RDPSKIKWGDA 
G\AE\YVVES/TLGVFTTMEKAA 
GGSFCRGGAKRVIHLLPPLA*C 
PPCFVMGVN\HEKDDN\TLKIIS 
N\ASCTTN\CLAPLASTGAAKGC 
GQGHPEA 


18815 


49183 


A 


18924 


91 


399 




18816 


49184 


A 


18925 


26 


304 




18817 


49185 


A 


18926 


18 


203 




18818 


49186 


A 


18927 


23 


355 




18819 


49187 


A 


18928 


1 


21 1 


RLLRVRGPPSPRPPGTPAGRQA 
RHTAP VPA RA SPSTPPRKLKER 
APALASPERGSHSAAEG*RAPQ 
VPPK 


18820 


49188 


A 


18929 


2 


800 




18821 


49189 


A 


18930 


1098 


1560 


VSCPFTVIIFCYNFCRGGFSTTA 
VMARAKSMFLMLKGKAGPDF 
GIRFTASSGWFT*FEDRYALHN 
VNMN A ES VG AD VKA AE\DFGS 
LIMEEIYLPTQFFNMEEPSLFWK 
QMPERTFVICPKGFFPDHCNKE 
RPWHFCKRKSLTDTRVATPCG 


18822 


49190 


A 


18931 


33 


211 




18823 


49191 


A 


18932 


110 


624 


CILSKMLRSPQELARLPGGQRQ 
LTRW*QRWPLWTIALVLVLWR 
VKSGP*S*RVPSPSP/PVEPWVT 

L IN IMA \j A r rlU IN r A r r r O O r r ri r 

VPQPGYPGCQPLGPYPPPYPPPA 
PG1PPVNPLAPGMVGPAVIVDK 
KMQKKMKKAHKKMHKHQKH 
HKYHKHDKHSSSSSSSSSSDSD 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


18824 


49192 


A 


18933 


2 


664 


CEPLRISGRPTRPGERSKPRRRL 
ER*WGWRTHLNMWNPNAGQP 
GPNPYPPN1GCPGGSNPAHPPPI 
NPPFPPGPCPPPPGA\PHGNPAFP 
T\GGPPHPVPQP\GYPG\CQPLGP 
YPPPYPPPAPG\IPPVNPLAPG\M 
VGTKQLISRQEDCRRKLKKAS* 
KRCHKA/HQKHHK\YHKHGKH 
FLLFPPPSFQAVISGLEYRALDP 
SLKSHQFCSP1K.LQMPCCTGGM 


18825 


49193 


A 


18934 


3 


409 


QTQV VIDAG/A LA VFPSLLTNPK 
TNIQKEATWTMSNITASR/QDQI 
QQVVNHGLVPFLVSDLS/KDFE 
TQKEAVWA/GGTVEQIVYLVH 
CG1IEPLMNLLPAKDTK1ILVILD 
A1SN1FQAAEKLGETEKLSIMIEE 
CGGV 














VLGPHGLGDHLGQFHSCQSRA 
EPP1AGEDIHAGLDEPDCLTKDF 
LRJ * LQLSTQLHAGQEEEDQNV 
VPETTSEGYTFQVQDGAPGTFN 


18827 


49195 


A 


18936 


218 


863 




18828 


49196 


A 


18937 


106 


1879 


TQSALQPL1PPASPSPWKAQARF 

GAFSLCLITMSTNENANTPACP 

VVHRFKNKGKDSTEMRVRRRIE 

VNVELVRKAKKDDQMLKRERL 

*AHFLDDATSPLQEN\RNNQG/T 

LLNWSVDD1VK\GINSS\NVENQ 

LQATQAAR\KLLSREKQPPIDNII 

RAGLIPKFVSFLGRT\DCSP\IQF 

ES A WALTNI A SG\TSGQTKA VV 

DGGA1PAFIFSGWASSHAHISEQ 

AVWALGNIAGDGSVFRDLVIK 

YGAVDP\LLALLASS**CQSLAC 

GYLR\NLT\WTLSNLC\RNKNPA 

PPMDAVEQILPTALVRLLHHDDP 

GSVRQDTVCWGYFPTLLDGSK 

WNGIGHGWV/VKQGVVPQLVK 

LLGASE\LPIVTPA\LKSP*GNNW 

HLGTDEQTQVVD/IDAGALAV\ 

FPSLLTNPKTNIQK\EATWTMSN 

1TAGRQ\DQ1QQV/V*NHGLVPF 

PLSVFLSKADFKTQKEAWWAV 

TNYTSGGTS*TELVYLV\HCG\II 

PPT \/TNTT WCVUl PRUT T TT r>A"M 

FKISFQPAENLV\DLEKPSINLE\ 
ECGGLRPKLKALPKPMKMESV 
YKASVKA*FEKYFPCRGKEGRI 
KTVVP\ETT\SEGYTFPSSRMGPP 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oflast 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18829 


49197 


A 


18938 


2 




KVT>IVK.DGTTH\QTSLELFMYL 
NEVAGKHGVGRID1VENRF1GM 
KSR/GMNVQGDYEPTDATGF1N 
INSLRLKEYHRFQSKVTVK 


18830 


49198 


A 


18939 


1 


888 




18831 


49199 


A 


18940 


1 


1155 


MSSKGSMVLAYSGGLNTSCILV 

WLKEQGYDVTAYLANTGQKE 

DFEEARKKALKLGAKKVF1EDV 

SREFVEEF1WAAIQSSALYEDH 

YLLGTSLTRPCIAHKKVETVQR 

VG AK YEG P WRAP WRMPEF YN 

WFKGRSDLMEYAKQHG1PILVT 

PKNLWSIDKNLMHISYKAGILE 

NPKNQVPPGLYTKIQDPAKAPN 

TPD1LKIQFKKGVPVRVTSVKD 

GTTHQTSLELFMYLNEVAGKH 

GVG/YIAIVEN1FTRQRP\SPECEF 

VRPC1AKSQEPAEGKVQVPVLK 

GQVYILGWESPLSLYNEELMSV 

NVQGDYEPIDDTGF1NINSLRLK 

EYHCLQSLLEFAGCRLQTLFAW 

VSPAGAAEQQRLLPVPSSGNFIP 

EGHLPDASWSSPV 


18832 


49200 


A 


18941 


1 


993 


MSSKGSVVLAYSGGLDTSCILV 
WLK.EQGYDVIAYLGQAVKGN 
QLLPVSLVKRKTTPGAQYANR 
LSPRVGRFINAAGTTGFPTGKR 
AGNDQ VRFELSC YSLAPQI K£M 
GSLKVRNE/LQEVSTVPMPAST 
QLPADTQCKLAE/LSAPVKX*T 
LGLSKT*QTQVMSSQSADSMPR 
AWYRN*LFTNPTVRRLGNSPVT 
GSSLPRLPG/RGIYETPAGTILYH 
A H L DIEAFTMDREVRK1KQGLG 
LKFAELVYTGAECKLLVASVPE 
PWRGRGGVEEGGRDIKEVQEH 
GSDSAESSTHPPASRPGEGCLA 
CIFCGKWRHLNTPLSCERYPRH 
SRDHRPH 


18833 


49201 


B 


18942 


324 


1035 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18834 


49202 


A 


18943 


29 


1516 


KQIPDAGNSRLQSQTLLSSKGS 

VVLAY\SGGLDTSCILVWLK£Q 

GYDVIAYLANIGQKEDFEEARK 

KALKLGAKKVF1EDVSREFVE\E 

FIW\PAIQVQAHLY\EDRYLPGH 

LSLPGPCIXARKQVGNSPSGRGA 

KYVVPTGATGKG\NEQV\RFEL 

S\CYSL\APQIKVIAP\WR\MPEFY 

NR\FKGRNDL\MEYGKATLGFPI 

PVTPKNP\WSMDENLMHI\SYE 

AGILENPKNQAPPGLYTKYTQGP 

SQKPPTPLDILGDSSFKKGVPVE 

GGPTFKDG\TTHQTFL\ELF\MY 

LNEVAG\KHGRRAVFDIV\ENRF 

\IGN*SPRG1LRRTP\AGHHSFYH 

AHLDIRGLSPWDRGSCGKIKQG 

PGAWKFAELWYTGFPAQAPEV 

CEFCPPTG1AKVPRKPSGKGKV 

QVVRSFKGPQVY1/LSGREIPHC 

LLLTMRELVKHGTCKGDYWRP 

IDGHRGSSKHQ1PFKAEGNYHR 

LPRAKVTCQ1DPVYNEELGPPQ 

FSGSPQVTGANCCDNL 


18835 


49203 


A 


18944 


1 


560 


GRARTPANMALRVVRSVRALL 
CSLRALWAPAVPCLPRPWQLG 
AGAIWTLLTGPVLLWVCKFTE 
KHEW1TTENGIGTVGINNFANE 
ALGDVVYCSLSEVGTKPTKPS 
WSLVLLE\SVKAASEL\FSPLSG 
EVPDFNEALAE\NPG\LVTKSRY 
EDG\WLIKM\TLSNPFRT*MHL 
MSEEAYEKYIKASIEE 


18836 


49204 


A 


18945 




108 




18837 


49205 


A 


18946 


1 


845 


MA1PGIPYERRLLIMADPRDKA 

LQDYRKKLLEHKEIDGRLKELR 

EQLKELTKQYEKSENDLKALQS 

VGQIVGEVLKQLTEEKFIVKAT 

NGVPRYVVGCRRQVIELPLTNPE 

LFQRVGIIPPKGCLLYGPPGTGK 

TLLARAVASQLDCNFLKVVSSS 

1VDKYIGESARLIREMFNYARD 

i4r\Dr , iiPA4nnTr*Airiini pmp^a 
ril^rl^llr MIJc.lL'AlL'l L/Lr IN c^A. 

RLDILK1HAGPITKHGE1DYEAI 
VKLSDGFNGADLRNVCTEAGM 
FAIRADHDFVVQEDFMKAVRK 
VADSKKLESKLDYKPV 
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SEQ ID 

NO: 


SEQ IB NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18838 


49206 


A 


18947 


3 


1181 


LLIMADPRDKALQDYRKKLLE 
HKEIDGR1KELREQLKELTKQY 
EKSENDLKALQSV\GQI\VGEVL 
KQLTVEEKFIVKATNGPRYVVG 
C\RRQL*QKVSLKPG\TRVAL\D 
MTTLTI\MEDILPR\EVDPLVYN 
M S\H EDPG\D VS YSE I GGL S\EQI 
RGI*GEVIGLPLYKPQSYFQRVG 
11PPK\GCLLYG\PPGTGKNT/LLA 
RAVASQLDCNFLKVVSSSIVDK 
YIGESARLIREMFNYARDHQPCI 
1 FM\DEIDAIGG\RRFSEGTSADR 
E1QRTLMELLNQMDGFDTLHR 
VKM I M ATNRPDTLG PVA.LLRPG 
RLDRKIHIDLPNEQARLDIL\KIH 
AGPITK\HGEIDFESNC*SFRMG 
FNG AD1ARN VCT* SQACSPI RAD 
P*FC*YREDF\MKA\VRKVA 


18839 


49207 




18948 




220 


VNMRDRFGQI M IENLRRRQCEL 
AGVETCKSLES\R1ESLEFLDEM 
VLLEQLM/RHYCLCWATKGGN 
ELGLKEITY 


18840 


49208 


A 


18949 




645 




18841 


49209 


A 


18950 


10 


1226 


AAPAEPGRALPSSVAFSLWLAP 

SPAARRPRFHVPGGAQLPGTVH 

ARWPARQR\ESSI\TSCCSTSSCD 

ADDEGVRGTCEDASLCKRFAV 

S1G\YW\HDPYIQDL\VRLSKQR\ 

KAPEINRGYFARVHGCSVQL1K.\ 

AFLR\KTECHCSNCSNLGGQGM 

GSPPFW\RLKDEDLSSQVNIFEV 

DFPM1VTVRKLHS1KWLAFPLSS 

PILEL HSEDTLQM A S DCIC\DGH 

1LDSKRYAVIGADLRDLSELEE 

KLKKCNMNTQL\PTP* I A EC VL 

VYMTPE\QSANLLKWAAVNSFE 

RAMFIVYYQQVNMGDLFGQIMI 

tNLKUKrV/UlJLAtjVfc, 1 \L*rv5>Lfc 

SQKERLLS\NGWENKHRPVRT* 
LEFVPPGLPSKLK*SRIESLEI\LD 
ENWELLEQLIP\HYCL\CWATQR 
RK*SLGLKEITY 


18842 


49210 


A 


18951 


3 


502 


TEANTLN*RGLQNME/ARLAE/ 
RKFM/NPFNMPNLYQKLESD/P 
RTRTLLSDPTYRELIEQLRNKPS 
DLGTKLQDPR1MTTLSVLLGVD 

HaMVlUc,c-c-c.lA 1 r r r rLr 2>oolVI5> 

LSPAPSCCLGCSPIVGFFFIWGS 
GHVMGRGGGSSSLRSQLSHVV 
YSASPSPIKQASWAWL 


18843 


49211 


B 


18952 


1 


1071 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


18844 


49212 


B 


18953 


67 


1026 




18845 


49213 


A 


18954 


2 


1910 


PVASSMFQKAARAVGNAERTD 

SIQRCSGPRCAMEQVNELKEKG 

IKALSVGNIDDALQ\CYSEA1*/R 

LDPHNHVLYSNR\SAAYAKKG 

DYQKAYEDGCKTVDLK\P\DW 

GKGYSRKAAALEFLYRFEEAK 

RT YEEGLKH EANNPVQLKEGLQ 

N\MEARLAK\RKFMNPFNMPNL 

YQKLESDPRTRTLLSDPTYRELI 

EQLRNKPSDLGTKLQDPR1MTT 

LSDLLGVDLGSMDEEEEIATPA 

PPPP A K K ETKPEPMEED L PEN K. 

KQALKEKELGNDAYKKKDFDT 

ALKH YDK A KELDPTNMTYITN 

QA A V\ WFEKG D YNKCRELCEK 

AIEVGRESVREDYRQIAKAYVARI 

GMSYFKEEKYKDS\IHF\YNKSL 

AEHRTPDVLKKCQQAEK.1LKEQ 

ERLAY INPDLALEEKN K.GNECF\ 

QKGD Y PQ\AMKH YTE A I\KRNP 

KDAKL\YSIRAACYTKLLEFQL 

ALKDWEEWYQLEPTFIKGYTR 

KA\AALEA\MKDYTKAMDVYQ 

KALDLDFSCKEAADGYQRCIM 

AQYNRHDSPEDVKRRVAMADP 

EVQQFMS\DPA\MRFILKQMQK 

DP\QALSE/HL*RN PLLPREIQKL 

M D VGSDCKFGDDLFIPAFLCPS 

new X) c\i/nDP,pn A A DCPDPCCT 

UUtTCnrCUDDCCDVIVT 




4^213 




t^b! — 


















53 


— 




18848 


49216 


A 


18957 


2 


403 




18849 


49217 


A 


18958 




1646 




18850 


49218 


A 


18959 


3 


408 




18851 


49219 


A 


18960 


1 


2458 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18852 


49220 


A 


18961 


88 


1511 


lwplgmasnssscptpggghl 
ngypvppyafffppmlgglspp 
galttlqhqlpvsgystpspati 
etqsssseeivpsppsppplpriyk 
pcfvcqdkssgyhygvsaceg 
ckgffrrsiqknmvytchr.dk 
nciinkvtrnrcqycrlqkcfe 
vgmskesvrndrnkkkkevpk 
pecsesytltpevgeliekvrka 
hq\etfpalcqlgkytt\nns\se 
qrv\sldidlwdkfselstkcii 
kngegrqgrlpgfttlt1udqi 
tllk\aacl\dililrictrytpe 
agtp*pswdgltlnr\tqmhna 
g\fgpl\tdlvfaf\anqllpl\e 
mdd/aretgllsaiclicgdrq 
dleqpdrvdm lqeplle alk v 

Y VRKRRPSRPH MFPKMLMK1T 
DLRSISAKGAERVITLKMEIPGS 
MPPLIQEMLENSEGLDTLSGQP 
GGGGRDGGGLAPPPG\SCSPSLS 
PSSNRSSPATHSP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno»n, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18853 


49221 


A 


18962 


143 


2159 


LTHSSTWLGRSCNHDRRQMGS 

KVMSYVVAGRGTCAQETP1YT 

TIRYLED1CEQYGGSLGVDSVLA 

RLFSGASVLFISGPPFSSYLSGVP 

PGHPMEDSM\DM\DMSPL\RPQ 

NYLFGCELK\ADKDYHFKVD\N 

DENE\HQLSLR\TVNLGGLVAK 

G*VAHLLKAEAIEFTEASPNLK 

VTTWAT\LKM\SVPAQRVFPLG 

GLLKITPTRWVLKGLKVWVQG 

PVHISGTA L** L WEGRCQSPEDE 

E\EED VNRVL FMKPKGRGLKH 

MFGDLVCSWKLAA1ETQSSSSE 

EIVPSPPSPPPLPRIYKPCFVCQD 

KSSGYHYGVSACEGCKGFFRRS 

IQKNMVYTCHRDKNCIINKVTR 

NRCQ YC RLQKCFE VGMSKESV 

RNDRNKKKKEVPKPECSESYTL 

TPEVGELIEK.VRKAHQETFPAL 

CQLGKYTTNMSSEQRVSLDIDL 

WDKFSELSTKC11KTVEFAKQLP 

GFTTLT1ADQITLLKAACLDILIL 

RICTRYTPEQDTMTFSDGLTLN 

RTQMrfNAGFGPLTDLVFAFAN 

QLLPLEMDDAETGLLSAICLICG 

DRQDLEQPDRVDMLQEPLLEA 

LKVYVRK.RRPSRPHMFPKMLM 

K1TDLRS1SAKGAERV1TLKMEI 

PG SMPPL 1QEM LENSEG LDTL S 

GQPGGGGRDGGGLAPPPGSCSP 

SLSPSSNRSSPATHSP 














ILr 1 iLrrLrUr V r r VLr UK V 

LSPGWVSAVARSWLYCNLSLRG 
FKGFSCLSLLSNWDYRCTPLRS 
ANFVFL/CRDRVSPCWPTSVSNS 
*PQ\V1HPPWPPKVLGITRV 


18855 


49223 


A 


18964 


3 


674 


GRRRLLRDAEGPEETVRLWPA 
ARAAMDAAEVEFLAEKELVTII 
PNFSLDKIYLIGGDLGPFNPG\LP 
VEVPLWL/ARLNLKQRQKXCRL 
LPPEWMDVEKLEKMRDHE\RK 
EETFYTPMPKP FTT WELT\KLL\L 
NHA\SDNIPKGRTEFRDPGSRVF 
WGHSY*AKFRVFG\DSF\VRQQ 
EAHAKLD*LGPWMGDQQPAVT 
FLTQAVLNPHVTNSRTNPPSPLE 
STSVLRTS 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18856 


49224 


A 


18965 


261 


876 


VAQKIDMPEYQGEPDEISIQKC 
QEAVRQVQGPVLVEDTCLSFN 
ALGGLPGPYIKV/WFLEKLKP\E 
GLHQLLA\GF\EDKSA\YALCTF 
CTQ APGDPS\QP V\RL V SG G RDL 
RGR1RWHPEGCQ\DFGWD\PC\F 
QPDG\YEQTYAEMP*GGRRNA 
V\SH\RFRAPCWEPAREYFWQV 
WPSLTSASWKEGPSRPGDLGK 
GLAPKPSPHRGRAPP 


18857 


49225 


A 


18966 


2 


181 


TAEKMAVLAPLIALVYSVPRLS 
RWLAQPYYLLSALLSAAFLLVR 
KFPPLCHGLPTQREDGNPCDFD 
WRE V EILMFLS A1LMMKN RRSS 
TK*AHPTRRR 


18858 


49226 


A 


18967 


5331 


5454 


ETEA*R1NDLL*LLEFFCNI*QN* 
P*IRPTVIRSSLKYNT 


18859 


49227 


A 


18968 


5186 


5308 


ETEA*RINDLL*LLEFFCN1*QN* 
P*IRPTVIRSSLKYNT 


18860 


49228 


A 


18969 


4570 


4691 


ETE A *RINDLL*LLEFFCN1* QN * 
P*IRPTVIRSSLKYNT 


18861 


49229 


A 


1 8970 


5666 


5788 


ETEA*R1NDLL*LLEFFCNI*QN* 
P*IRPTVIRSSLKYNT 


18862 


49230 


A 


18971 


5630 


5752 


ETEA*RTNDLL*LLEFFCN1*QN* 
P*IRPTVIRSSLKYNT 


18863 


49231 


A 


18972 


224 


456 




18864 


49232 


A 


18973 


5543 


5665 


ETEA*R]NDLL*LLEFFCNI*QN* 
P*IRPTV1RSSLKYNT 


18865 


49233 


A 


18974 


4602 


4725 


ETEA*RINDLL*LLEFFCNI*QN* 
P*IRPTVIRSSLKYNT 


18866 


49234 


A 


18975 


3 


313 




18867 


49235 


A 


18976 


5480 


5602 


ETEA*RJNDLL*LLEFFCNI*QN* 
P*IRPTVIRSSLKYNT 


18868 


49236 


A 


18977 


269 


394 




18869 


49237 


A 


18978 


5322 


5445 


ETEA*RINDLL*LLEFFCNI*QN* 
P*IRPTVIRSSLKYNT 


18870 


49238 


A 


18979 


164 


434 




18871 


49239 


A 


18980 


5364 


5487 


ETEA*RJNDLL*LLEFFCNI*QN* 
P*IRPTV1RSSLKYNT 


18872 


49240 


B 


18981 


18 


1904 




18873 


49241 


A 


18982 


1296 


1973 


RILPGGQQNSSWNFSEDTVISIL 

NTINEVIAENLEAAKXLRETQGI 

EKLVLINKSGNRSEKEVRAAAL 

VLQTIWGYKELRKPLEKEGWK 

KSDFQVNLNNASRSQSSHSYDD 

STLPLPPGPKNQIRNLIGKKFR* 

AIWDQTQNH*IT/DYSTPNERGD 

HNRTLDRSGDLGDMEPLKGTT 

PLMQDEGQESLEEELDVLVLD 

DEGGQVSY PSMVCPS VTPKIVL 

EEGGS 
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SEQ ID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18874 


49242 


A 


18983 


5844 


5967 


ETEA*RJNDLL*LLEFFCNI*QN* 
P*1RPTVIRSSLKYNT 


18875 


49243 


A 


18984 


5781 


5904 


ETEA*RTNDLL*LLEFFCNI*QN* 
P* IRPTVIRSSLKYNT 


18876 


49244 


B 


18985 


1 


1477 




18877 


49245 


A 


18986 


152 


1539 




18878 


49246 


A 


18987 


5571 


5694 


ETEA*RINDLL*LLEFFCNI*QN* 
P*1RPTVIRSSLKYNT 


18879 


49247 


A 


18988 


4551 


4674 


ETEA*RINDLL*LLEFFCNI*QN* 
P*IRPTVIRSSLKYNT 


18880 


49248 


A 


18989 


2 


1043 


GVRLRYSP1AVVMVGEAGRDL 

RRRRAVAVTAEKMAVLAPLI/S 

LSVYSVPR\LSRWLAQPYYLLS 

A\LLS A AF\LL VRKLPPLCHG LP 

TQ\REDGNP\CDFDWRE\VEILM 

FLSAIVMMKN\RRSITVEQHIGN 

IFMFK/SKVANT1LFF\RLDIRMG 

LLYITLCIVFLMTCKPP/LSPYM 

GPEYIKYFMDKPFDEELERDNR 

VN W/1LLEFFGN WSNDWQSFAP 

1 Y ADLSLKYNCTGLNFGKVD V 

GRYTDVSTRYKVSTSPLTK\QLP 

TL\1LFQGGQGGQCGRPQI*QGK 

GR/ALFSWDLL*GT*KEGQENV1 

REFNLNELYQRAKKLSKAGDNI 

P\EEQPVASTPTTVSDG\ENKKD 


18881 


49249 


A 


18990 


1 


1105 


MESTGEDAVNIVEMVTEDLVY 
RLVVLKSLQVWLSPGDFMGSE 
GTECML1GPWVAMGRPSESTLS 
SHSGPRSPHGTGSPAPRLQAVH 
VLKCPKSRGVQGGWGLASQCL 
PEHRHTQLSCDSTQAWPQLCSA 
QSLRHNRSGQGAGAVTSEPAG 
AGGLPRPPRTQGCLGAES/PAG 
QLHSQQRGGPEEGRLLSDVDHP 
DLSSSQQRGPEGP/QVAGGWCV 
SAAWSSTHLAGPQQRWDQEEA 
RQWEQIPLSLLM MGDPPG YSR 
APGDPGPQPQPRQLQLCLGSSH 
PTNS*GAELPPVPGSAECAALT 
VLPSLHLPQWWQVGRPGPT*V 
DPRVGLPGQQAPEQRVYSLTHP 
EQLPVLQVPLL1YRYSSTYNGV 


18882 


49250 


C 


18991 


105 


393 




18883 


49251 


A 


18992 


38 


230 


LYWQKRKGKLLNNLTQGIVAD 
PVR*KKFHFKCPSNCPKIHNTES 
AYAVSFMKYSAHVLGSLYEM 


18884 


49252 


A 


18993 


487 


747 




18885 


49253 


C 


18994 


179 


649 




18886 


49254 


A 


18995 


3 


3187 




18887 


49255 


A 


18996 


274 


423 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18888 


49256 


A 


18997 


1333 


2243 


RCWRPRTLGFASPPTRPCSPTH 

APGCEMTPRDWHRVLSFASPLR 

IEEIFQGYDKTFGLKNKKGAKQ 

QKF1KAVTHQVKFGQ/SKSTSGS 

TE* SWKRKLKKDDKKKELQEL 

NELFKPVVAAQKI/RVKGADPK 

SVV\CAFFKQGQCTKGDKCKFS 

HDLTLG EKM\EKRS VYI D ARDE 

ELEKETKSSL1QADTMDNWDE 

KKLEEVVNK.K.HGEAEKrvKPKT 

Ql VCKHFLE A I ENNK YG WF WV 

CPGGGD1CMYRHALPPGFVLK 

KDKK.K.EEKEDEISLEDLIERERS 

ALGPNVTKITLESFLAWKKRKR 


18889 


49257 


A 


18998 


1 


322 




18890 


49258 


A 


18999 


1 


822 


MGKAKEEVFLADELVHAKTNR 

NKECDYSVTANSKIVVVTAGV 

RQQEGESRLNLVQRNVNVFKFI 

IPQIVKYSPDCIIIVVSNPVDILT 

YVTWKLSGLPKHRVIGSGCNL 

DSARFRYLMAEKLGIHPSSCHG 

WILGEHGDSSDHPGRPRPHPVPI 

KPPETLPGRDTSSWTSRGAHWR 

RNTQAAGRREHIDRHQQAIDR 

WKNVGFGRGGQRRARLLSDLT 

PTGKPSSYSVSLLAPPSAESYFH 

SIKPC1HSPS*CMQRP1EIKN/RD 

YSVTANSKIVVVTAGVRQQEG 

ESRLNLVQRNVNVFKFIIPQIVK 

YSPDCIIIVVSNPVDILTYVTWK 

LSGLPKHRVIGSGCNLDSARFR 

YLMAEKLGIHPSSCHGWILGEH 

GDSSDHPGRPRPHPVPIKPPETL 

PG RDTS S WTSRG A H WRRNTQ A 

AGRREH1DRHQQAIDRWNNVG 

FGRGGQRRARLLSDLTPTGKPS 

S YS VSLLAPPSAES YFHSIKPC1 H 

SPSPREIQFFGYTKARNPRVQK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18891 


49259 


A 


19000 


1 


1337 


MEKPK.RLRWLWGPAPSSLLAE 

PAPEETHAADFVFSARLLQRSP 

EPSLSWGGRALAEEQKAEGSSC 

GSAERLVAFAAKTRPYLSLCK 

MATLKEKLIAPVAEEEATVPNN 

K.1TVVGVGQVGMACAISILGKS 

RAMEHTTAGAPYTPRQQTCQC 

NMMSLADELALVDVLEDKLKG 

EMM DLQHG SLFLQTPK1 V ADK 

DYSVTANSKIVVVTAGVRQQE 

GESRLNLVQRNVNVFKFIIPQIV 

KYSPDCIIIVVSNPRDINLTYGTW 

KLSGLPKHRVIGSGCNLDSARF 

RYLMAEKLG1HPSSCHGWILGE 

HGDSSVAVWSGVNVAGVSLQE 

LNPEMGTDNDSENWKEVHKM 

VVESAYEVIKLKGYTNWAIGLS 

VADLIESMLKNLSRJHPVSTMV 

KGMYGIENEVFLSLPC1LNARG 

LTS VINQK L K.DDE V AQLKKS A 

DTLWDIQKDLKDL 


18892 


49260 


C 


19001 


462 


728 




18893 


49261 


A 


19002 


1 


1033 


MSGSFLMFLPKADMPAPMLVQ 

PAERFDSWVWAGPEQLHSNQL 

PGDADALLLGRNLTKGTRRLC 

TEEQVK1PQPEPGPPQKLCVLSA 

AGGQACLVLTFPRWTVWEEPP 

PPGLVGVKACARWWGKGEPD 

RKAPAPPPPPPGTEKVDQTSE\E 

RGTLIQRPPAPALPGWVRKTGR 

P/PPPA/TGRLQQVPLLGASTQPE 

/PPGRGV/PPGVSPGLGEDVE/N 

DGMSLSYLAE*PQATSQRAP*G 

ENTVALSGRLGRNSSSYTCRPA 

GERNFHPRGGPSSTAALHLRK 

MPGTPQCEGRRAVPRALPET*M 

LQGPGTTR*T/PPGPLAFSPPSSP 

TGPQKVKSLGNSSARTILPPKW 


18894 


49262 


A 


19003 


2 


212 




18895 


49263 


A 


19004 


1 


425 


PTRPAAVAEDGGLKKCKISSYC 
RSQPPARLISGEEHFSSKKCLA 

Wr Yt r AurUt V VUrfcUIVltrvrC 

EDIGVEPEMCDCTEKLQNKFDF 
LRSQLNDISSFKNIYRYAFDFAR 
DKDQRSLDIDTAKSMLALLLGR 
TWPLFSVFY 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18896 


49264 


A 


19005 


229 


1028 


G ASKRTGTPFPG FPAHPAREGR 

KMPVKKKRKSPGVAAAVAED 

GGLKKCKJSSYCRSQPPARLISG 

EEHFSSKKCLAWFYEYAGPDE 

VVGPEGMEKFCEDIGVEPENI1 

MLVLAWKLEAESMGFFTKEEW 

VKGXMTSLQCNLHRKGYKPNF 

DFFAAHS*IDISSFKNIYRYAFDF 

ARDKDQR\SLDNDTAKS\MLAL 

LLGEGHGPLFSYVFYQVPGGQS 

KYRVMNKD\QWYNVSEFSRTV\ 

HADLSNYDEDGVAWPVLLDEF 

VEWQKVRQTS 


18897 


49265 


A 


19006 


3 


373 




18898 


49266 


A 


19007 




418 


GRAGSRKWLLLTGSLASTSPSL 
LSGQGPWAPLQRAMKPPGGES 
SNLFVGFPEEATPSSRPNRMSSNI 
FGPTEEPQNILKRTNPPGV*GSG 
IFDESTPVQTRQHLNPPG\GKTS 
Dl FG SP VTATSRLAHPN K.PKDH 


18899 


49267 


A 


19008 


1 


684 




18900 


49268 


A 


19009 


3 


81 




18901 


49269 


A 


19010 


1 


465 




18902 


49270 


A 


1901 1 


120 


344 




18903 


49271 


A 


19012 




1334 


SPQLISSASRPAVRNSRHDATRP 

VVFQ1MSGGSADYNSREHGGPE 

GMDPVDGVIESNWNEIVDNF/D 

VTMNLKESLL\RGI\YAYGFEKP 

SP1QQKA\IIPC1KGY*CGLLKLQ 

SGTGKTATF/SLIS1LQPVGRLSF 

KETQSTSYWAPTREL\AQQIQK 

VILALGDYMGATCHACIGVGTN 

VRNEMQKLQAEAPHIVWGTPG 

RVFDMLNRRYLSPKWMKMFVL 

DEADEMLSRGFKD\QIYEIFQKL 

NTS1QVVFASATMPTDVLEVTK 

KFMRDPIRILVKKEELTLEG1KQ 

FYINVEREEWK.LDTLCDLYETL 

TITQAVIFLNTRRKVDWLTEKM 

HARDFTVSALHGDMDQKERDV 

1MREFRSGSSRVL1TTDLLARGI 

DVQQVSLVINYDLPTNRENYIH 

RIGRGGRFGRKGVAINFVTEED 

KRFLRDIETFYXNTTVEEMPMN 


18904 


49272 


A 


19013 


75 


540 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18905 


49273 


A 


19014 


774 


1529 


RWGERILLTWRKRQLQVPPSAL 
EAGGSSGLEDVLPLLQQADELH 
RGDEQGKREGFQLLL/TQQAW 
CMEAGRTFLWRLARAYSDMCE 
LTEEVSEKKSYALDGKEEAEAA 
LEKGDEE/SLTCHLWYAGALW 
SAG*AMRASRRR1QELALTFKE 
HCGQKPFALQPVKTPMAHFLLG 
RWCYQVSHLSWLEKKTATALL 
ESPLSATVEDALQSFLKCYREL 
GKNSEARWWMKLALELPDVT 
KEDLAIQKDLEELEVILRD 


18906 


49274 


A 


19015 


97 


452 


GTERRTGKLPALLTPNLVQLRR 
LLFPGIQTPVPAQGRGHLLQRP 
AAA/RPRTRSAPPAAAAAPPQV 
EARPP*LQPTRQEEAAELQTAR 
AGLWELWAGPQSPRDLNSLES1 
RJTCSPTP 


18907 


49275 


A 


19016 


1299 


1800 


FWGGRSGTVGYGADMGKFKN 
NTTNNQS*K*YRNTSRNPDHKD 
*FLKGMDPKFPKNMHFA*KHN 
EKGLEKMQDNNMRAEAIKA/L 
PKPMEVQPRVPKSASRKLD/LA 
YTAHPKAGKHARAHIATGLRL 
CWPKAKAKDQTKAQASASAA 
APASVLAPAQASKGAQAPMKA 
LE 


18908 


49276 


A 


19017 


410 


1323 


RQEGTLIGVFIPAAAAAAAVAA 
AAAAAAAAVAAAAAAAAAAV 
AAAAAAAAAAVAAAVAAAAA 
AV/GTSFSKPHKLMKEHKEKPS 
KDSREHKSAFKEPSRDHNKSSK 
ESSK.KPKENKPLKEEKIVPKMA 
FKEPKPMSKEPKPDSNLLTITSG 
QDKKAPSKRPPISDSEELSAKK 
RKKSSSEALFKSFSSAPPLILTCS 
ADKKQIKDKSHVKMGKVKI ES 
ETSEKKKSTLPPFDDIVDPNDSD 
VEENISSKSDSVPGQSPVTNIFF 
TSSSTPTILKSYQLDNSDQQGA 
QE ASDKQI EG YFSGE VP A Y RQG 
EL1LVASRQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


18909 


49277 


A 


19018 


91 


890 


GAERLPEGPGKRMVFRRFVEV 
GRVAYWSFGPHARK/MWVAIV 
DVF*SEQGLLVE*PCTQVR\RQA 
\MPFRCMQLN*FHPSRFPNSAQP 
ESMFRQAWQK\ADI\NTKWGSP 
HDGAKKI EAQRKGKPKDDQIF 
DVRFKVMEGQKKMREQE* SKE* 
S*RSFKRAALLEKLSPKKKHLG 
T*GYCCLLLLLAAAAAAAAAA 
AACCLLACCLKVPSKKRSPAAS 
KKAPAQKVPAQK\ATG\QKAAP 
APKAQKGQKAPAQKAPAPKAS 
GQESISGMHKK 


18910 


49278 


A 


19019 


280 


1249 


SLNEGIMYAQPWTNTKEVKW 

QKAALYERQPFSLDKLWWDRRF 

LGRSSGKNIHAPENTQY\WGCG 

*FESSV\V1QQLCSVCVFVVIR\W 

YMDEGLLAPHWLVGTGLASSL 

IGYVLFDLIDGGEGRKKSG\QTR 

WADL* ELP* SFITFTYG\FSPVLK 

TLTEFCSALTPIYAMSVFMLLR 

HLIFFDYG\ANAAIV\SST\LLVN 

MA1FAS\VCWASRLP\RS\LHAFI 

M V A\FAIQ1 FCPGGPML\QKK LK 

\ACTP\RS\YVGVTL\LFAFSAVG\ 

GLLS1SAVGA\VLLA\LLLMSISC 

LC\PFYLHFACSLFKENI/HMGP 

WDEA\EI\KEDLSPGSLS 


18911 


49279 


A 


19020 


1 


310 




18912 


49280 


A 


19021 


2 


411 




18913 


49281 


A 


19022 


374 


1275 


VLTRL1RKRERRKAQSQRERCR 
CVLAKDFLAGGVTAAISKMAV 
APTE/RVKLLLQVQSASKQITAD 
KQYTGVVDCMVRIPKE/QGVLS 
LWH\GIQFWHKFAGSLASGGAP 
GATSLCFVYPLVDFARTRLAAD 
VGKAGAEREFRGLG* PAGLRIY 
KSDGK/LRGLYQGF\NVSVQG11I 
YRAAYFGIYD\TAKG\MLPDP\Q 
NTHIVISWMIAQTVTAVARVDF 
PIPFDT\VRRRNE*MQSRAPKEL 
TIHVHQA RFDCWAEGLLRDEG 
G\KAFFKG\AWVPMFLRGHGVG 
AFCALSLYGWKSKEGTHKLIS 














TERKKKGILPGNGNGFMSLRRT 
IRVWRNTPNYLGTNAVSP\RQD 
*IGKKGVCQRKQAGPCPPSNIQ 
GILEWRKHRISETKP 


18915 


49283 


A 


19024 


2 


408 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


18916 


49284 


A 


19025 


1 


885 


MTQHAGKRDSELPVIVQDTET 
VPSVMDGKEYQAGRFARGLRL 
QCFRRRRRRRRTRRRRRKEEEE 
EEEEEEEEEEEEVEEEGMKKEE 
EGRRRKKKKKKKAEEEEEK.KK 
KEEEEKKRRRREEPPRPRNDDD 
ARRRRKEEEEGRRRSM/LGKRD 
SELPVIVQDTETVPSVMDGKEY 
QAGRFARGLRLQCFRRRRRRR 
RTRRRRRKEEEEEEEEEEEEEEE 
E VEEEG MKKEEEGRRRKKKKK 
KKAEEEEEKKKKEEEEKKRRR 
REEPPRPRN DDD ARRRRK E E E E 
GRRRSMKKEEEEEEEEEEEEEE 
EEEEEEEEEKK.KRRIGPASKMM 
GGFEELRRGLNVGPTMAIFFLQ 
SAALAPAILYFCPSLKSNISKCN 
FQFLMFCQLLGRVT1PFLVSQRS 
R1EVGRHSLSTLNAETAHELYL 
GRTEPDECGKTAGLGTGLDLK 


18917 


49285 


A 


19026 


1 


378 




18918 


49286 


A 


19027 


36 


3415 


ESAANAQVLAAPSPCSPFAFTL 
SKVNMSLKNEPRVNTSALQK1A 
ADMSNIIENLDTRELHFEGEEV 
DYDVSPSDPK1QEVY1PFSAIYN 
TQGFKEPN1QTYLSGCPIKAQVL 
EVERFTSTTRVPS1NLYTIELTH 
GEFKWQVKRKFKHFQEFHREL 
LKYKAFIRJP1PTRRHTFRRQNV 
REEPREMPSLPRSSENMIREEQF 

T nPCYHI cPiVI TVTI fc'UDAjlVD 
J^OKJvls.t^L»rJ,L/ l L* 1 JxlLpvlVlr M Y K 

NYHATTEFLDISQLSFIHDLGPK 
GIEGMIMKR 


18919 




B 


19028 


37 


147 




18920 


49288 


B 


19029 


10 


264 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18921 


49289 


A 


19030 




1255 


HASGGRAANMAADRGAVQQQ 

SQDMMEVDRRVESEESGDEEG 

KKHSSGIVADLSEQSLKDGEEP 

G\EEDPEEEHELPVDMETINL\D 

RDAEDFXDLNHYRIGKIEGFEVL 

EES*RLSCLRQNL1\KCL\ENLGR 

ELPESFRELDLYDNQIKKIENLE 

ALTELEILDISFNLLRNIEGVDK 

LTRLKKLFLVNNKISKIENL\SN 

LHQL\RMLGAGDLNRIRGQFSK 

YPTTL\TNL\ESWFLGKKTKITN 

FQNPGCASPNLTVLSMQSNRLT 

KIEGLQNVLVNLRELYFSHNGIE 

VIEGLENN\NKLT\MLDIASNRIK 

KI*KISAHLTEL\QEFWDGTTIPL 

KSWSDLDELEGEPGALEDSVP 

WGGN PL ARRTPK YRRKW M L A\ 

LPSVRQDRCPRSVRFLKSFLGSL 

MWSLSSEELPSHGVFNPPCCS 


18922 


49290 


A 


19031 


138 


564 


YREVMVSES*ETPAGARGRPYY 

FSAPGTAP\PAINVHPPPPSLSAT 

PH PPQPQPPPPHQHN AKARV AT 

IRTKRTSNCRjRSRKVRKSPPEK 

WVGFNRRPKASCPSPPGAARV 

DVGGETERREQAAAPGEMGK 

WA RPGEEYFHS 


18923 


49291 


A 


19032 


1404 


1586 


ENESRFSDRNQASAGLGYLSDS 
L*QW1VGNGHATDLWQNCSTS 
SSGNVHHCFSSSPNGSG 


18924 


49292 


A 


19033 


187 


701 


AELAARMLLLLLSIIVLHVAAL 
VLLFVSTIVSQW1VGNGHATDL 
WQNCSTSSSGNWHHCFSSSPNE 
W\LQSCSRGTMDPVDSSFSILSL 
FLFFCQLFTLTKGG\RFYITG1FQ 
ILAGLCV\MSAAAIYTVRHPEW\ 
NLNSGY\S*RFA*I\LAWVAFPL\ 
ALLSGVIYVILRKRE 


18925 


49293 


A 


. 1903 5 


1 


493 . . . . 


















18927 


49295 


A 


19036 


32 


302 




18928 


49296 


B 


19037 


119 


641 




18929 


49297 


A 


19038 


496 


653 


















18931 


49299 


A 


19040 


522 


656 


ESSQSHGKNFYMGKRIKLSLY 
WNVWRMLNSKSETTNCPLIRH 
RLSKRVGAPFLPAVLVLTKITIY 
QT*KFQIRNHKLPSNKTSAI 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
deletion, \=possible nucleotide insertion) 


18932 


49300 


A 


19041 


111 


277 


RHVVAVVLGDVGRSPRMQYH 

ALSLAMHGFSVTLLGFCNSKPH 

DELLQNNRIQIVGLTELQSLAV 

GPRVFQYGVKVVLQAMYLLW 

KLM WREPG A YIFLQNPPGLPS 1 

AVCWFVGCLCGSKLVIDWHNY 

GYSIMGLVHGPNHPLVLLAKW 

YEKFFGRLSHLNLCVTNAMRE 

DLADNWHIRAVTVYDKPASFF 

KETPLD\RTHRLFTKLTNMHSPF 

RARSEPEDPVTERSAFTERDAG 

SGLVTRLRERPALLVSSTVSWTE 

DEDFSILLAALESRV*TTDS/SIG 

HNLPSLVCV1TGKGPPREYYSR 

LIHQKHFQHIQVCTPWLEAEDY 

PR/ILGSVDLGVCLHTSCSGLDL 

PMKVVDMFGCCLPVCAVNFK 

WQEQNPNLSGDSFTDPPLRRKQ 

CRASCPQ*GPAPGLHELVKHEE 

NGLVFEDSEELAAQLQVLFSNF 

PDPAGKLNQFRKNLRESQQLR 

WD*SWGSATPNPMMSSCRTTE 


18933 


49301 


B 


19042 


no 


2294 




18934 


49302 


B 


19043 


81 


1538 




18935 


49303 


A 


19044 


21 


1158 


AVVAALPTSSSSRHSLTQKPGS 
RRLR1ESLLPPSSCE1FLIFSYIFR 
LCEKPYHQTRSASNVTNKTDPR 
SMNS\RVFIGNLNTLV\VKKSDV 
EAIFSKWGKIWGCSVHKGLCLS 
VQVMLMRRNAPGLL*QGE\DG 
RMI/ALGQVLDINLAA EPK\VN\ 
REKSSVKRSAAEMYG/SQ*QNT 
LLRPLYFSSSFDLDYDFQRDYY 
DRMYSYPARVPPPPPIARAVVP 
SKRQRVSGNTS\RSGPRGFNSKE 
WNSGVSSKFWKR*KGDDLQ\AI 
KEELT\Q INQKA VDSLLEN LEKIE 
KATGANKQLEMK\ND\KSEEEQ 
SSSSREGKMRTNVKDGV*GGV 
PDDSAEGGGPTWMNDDNVKS 

LiOM 1 o WoLUrvJJIJDKnA-DcAUC/ 

DD\RD\SANGGG 


18936 


49304 


B 


19045 


93 


303 




18937 


49305 


A 


19046 


1 


246 




18938 


49306 


B 


19047 


123 


487 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


18939 


49307 


A 


19048 


584 


1664 


SGLFLFLFFYSEIFLIFSYIFRLCE 
KPYHQTRS ASN VTN K.TDPRSM 
N S\R VFIGNLNTL VYV K.KS D VE A 
IFSK\YGKIVG\CSCFIKGFAFPFK 
*C**EEMPRACCSGRRVGRIDLL 
GQ VLDI* PG L AEPKA VNPREKPG 
VETILPAGDVRGQ*QNTLLRPL 
YFSSSFDLDYDFQRDYYDRMY 
SYPARVPPPPPIARAVVPSKRQR 
VSGNTSRRGK\SGFNSKEWNSG 
VSSKFWKR*KGDDLQ\AIKEEL 
TVQINQKWDSLLENLEKIEKAT 
GANKQLEMKYNDKASEEEQSSSS 
REGKMRTNVKDGV*GGVPDDS 
AEEGGPTWMNDDNVKSGGMT 
S WEL 1\KDD\EK E AEEVGEDDKR 
QGPMARNDS 


18940 


49308 


A 


19049 


158 


1001 


KRLGSSA1SMSKYKL1MLR\HGE 

GAWNKENRFCSWVDQ\KLNSE 

GMEEARNCGKQLKALNFEFDL 

VFTSVLNRAIPTARL\IL\EELGQ 

E WVP VESS WRLN ERH\YG AL\I 

GLNREQ\MA\LNHGE\EQVRL\W 

RRSYNVTP\PPIEE\SHPY\YQE1Y 

NRPGGIKVCDVPL\DQLPRSES\ 

LKDVL\ERFLPYW\NERIAPEV\L 

RG\KTILISAHGK*AVGALLKHL 

GRYPSGLKTSINIYSFLLGVPILL 

\ELD\ENLRAVGPH\QFLGDQEAI 

QA A I KKVEDQGKVKQAKK 


18941 


49309 


A 


19050 


1 


521 


SASWVGVAMASRVLSAYVSRL 
PARFAP* PRVRML A VARH\LST 
ALCSEGTQTRLGTLQPALVLA\ 
QVPW*ELHMLCRQYSDMP/PRL 
TLEG1Q\DRVRLA*LKTLSDKVD 
PREAFQ*ILHFMKDLGLDSLDP 
KWKI1\MALEDVEFGFE1P\DI\DA 
EKLMYTPPRKLVDLHCQDKKD 


18942 


49310 


A 


19051 


1 


516 


1RALTMIWRRALLAGTRLVWS 

RSG S AG WLDR A AG\LR\DCG\TA 

ASGMESNTSSSLENLATAPVNQ 

RQETISDNCVVIFSKTSCSYCTM 

AKK\LFHDM\NVN\YKVVELDL 

LEYGhAQFQDASLQK*LVERTV 

PR1FVNGTFIGGATDTHRLHKE 

GKLLPLVHQCYLKK\SKRKEFQ 














KRKIHQNFHKLSLKKAIEKDYS 
ESGSSVNQYKRIRPTDNVVIKQ 
Y\WPGAVAHTCNSSTSVGQGR 
WIT*GQEFETSLANVVKPHLY 


18944 


49312 


A 


19053 


80 


429 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18945 


49313 


A 


19054 


3 


752 


FKNAVGNLAMEGGGG1PLETL 
KEESQSRHVLPASFEVNSLQKS 
NWGFLLTGLVGGTLVAVYAVA 
TPFWTPALRKVCLPFVPATTKA 
QIENVVKMLRCRRRDPLWDIGS 
GGRDGIVHRRLRRKGFTAVGF 
MEFKPMG*FWVFPRY\RAWRE 
G V HG S AKF YISDL WK VTFSQY S 
NVVIFGVPQMMLQLEKKLERE 
LEDDARVIACRFPFPHWTPDHV 
TGKGIDTVWAYDASTFRGREK 
RPCTSMHFQLPIQA 


18946 


49314 


A 


19055 


157 


829 


TWGKGDPKKPRGKMSSYAFFV 
QTCRGG\HKKKHPDASVNFSEF\ 
SKKCSERWKTMSA*R/EKGKFE 
DMAKA\DKARY\EREMKTYIPP 
QRGRQKRKFKDSQLHPRRPPSG 
LLSSSCSEYRPKIK\GEHP\GL\SI 
GDVAKKLGRDVGrNTAAD\DK 
QP\YEKK\AAKLKEKYEKDIA\A 
YRA\KGKPDAAKKG\VVKAEKS 
KKKKEEEEDEEDEEDEEEEEDE 
EDEEDEEEDDG 


18947 


49315 


A 


19056 


85 


267 


GHLSHAWCGTYKPWPSPKEQS 
RAWKKDGLLFPPPP/PLFPTGLK 
VRGRESF*SVELIRPQG 


18948 


49316 


A 


19057 


1 


1158 




18949 


49317 


A 


19058 


452 


517 




18950 


49318 


A 


19059 


93 


1069 


YEGVTTSRLPELPRGCLVLQEQ 
ELVQMSGMEATVT1 PIWQNKP 
HGC/SLRSVVRR1GTNLPLKPCA 
RASFETLPN1SDLCLKRCAPSSL 
PWL\AWLGFLAE*KGSQKARV\ 
RSDTRPLRHTWKPSPLIVMQRN 
ASVPNLRGSEERLLALKKPA/L 
ASPKA ALLSCRTS * ATLRTKICK 
DSGKLMQLRLH*RQISYLQEVQ 
MSLLPLPCFGSSFHSTTSFCH**/ 
PSPRRQRWRS L SFHQ SPC F V L P 
ALNVANQNTKLPAVRLKRMTA 
SLCPRPAALQDMMGILKGLFTG 
MKQSQDLNRSLLKEEDPAVLIS 
E V L RRKF ALK E EDI SRKGN 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


18951 


49319 


A 


19060 


162 


1410 


GQASCPPPALGQQTPASSYTVQ 

1QTYAPSSPHPRQGPGQGSSDPR 

GLRGAIPRGRQGQGV*QQGPRC 

RPPSSPVLPHIPQLSCCGHDGRD 

PEEGLGILELTLLHHAHPWSPN 

SW*KDS\PSPHGEFPAHSEPHSR 

DQTSPMATTKHEVQPLPQASLS 

QPSLGIGCLVDWLRQLRTTQGS 

/PQD A AQDSTWERP* DAS/GKP 

WLL*PGVPTPGPPCQAKERKPP 

FMGNCPL*SRVPWPSRLPEEL/P 

AMPLAPPV AG E AAGPASSHQSL 

SPSQDPTPLPGADRREKERGGE 

EGSSWPQTPRLTTHTTSPPPEKQ 

QQIESPP1RLSSFKTGFHLASSGH 

SYAIKPNSKTKAEKVGQVRVPR 

SHTIREQRQGKRPGEHHRRTER 

DAKPQG EEDHQATVVSQKLGT 

DRRLIKKQRTSVLSATAES 


18952 


49320 


A 


19061 


1 


340 


GSVGSGTTLNQLGFWSSPGTSP 
LEPPCPWLDSHIFPVPFWKDVA 
FG EG VCLPPG APQPRRICPRRG 
QQPEFQQEEPETIPERTPADPGV 
LPPAFPGICLPRRLRAPPDPGPA 
A * A VPPV ADA * G S VG SGTTLNQ 
LGFWSSPGTSPLEPPCPWLDSHI 
FPVPFWKDVAFGEGVCLPPGAP 
QPRRICPRRGQQPEFQQEEPETI 
PERTPADPGVLPPAFPGICLPRR 
LRAPPDPGPAA 


18953 


49321 


A 


19062 


3 


396 


IPLASLHLALPGHQRGPPPGRLP 
SCSSQGTVPPPRAGPYQAGCPG 
TAPAPAAPASAPWSAPQASATG 
GTAHAAGPGSGGARSLPPARA 
HPPARCWQGRPLRSLLL*PSSVP 
ETGGPEKARLVKALSPNTAP 


18954 


49322 


A 


19063 


563 


1269 


LEESTGRITHFKATLHCTMSNN 
L A WGGTK WLQESRVFFH I RRLP 
SDASAGPGCVYRVVPDGGSQG 
RPQG APP* A AQA/GTPRGRPP\P 
GAPSALLPPPPSGTSVGPGGLQ 
QRRPPTGQEDSPTEPGFWKPRL 
WRSHLATSLATRCTMQGEPAR 
AHPPGGRGPAASEERHQRGPPP 
GGCFA A LRYCATPRPDLSGRCP 
GTAPAPAAPASAPWTRLRHQPL 
AAQLMQPGQVWWGPAASW 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


18955 


49323 


A 


19064 


1 


1158 


MELKAKARELREECRSLRSRCD 

QLEERVSVMENEMNEMKREG 

KFREKRJKRNEQSLQEIWDYVK 

RPNLHLIGVPESDGENGTKLEN 

TLQDIIQENFPNL A RQAN IQIQEI 

QRTPQRYSSRRATPRHIIVRITK 

VEMKEKMLRAAREKGRVPHK 

GKPIRLTADLSSETLQARREWG 

PIFNILKRIFS FPQRGGTGGRRM 

V KLTAELIEQ A AQ YTS A VRDRE 

LDLRGYKIPVIENLGATLDQFD 

AIDFSDNEIRKLDGFPLLRRLKT 

LLVN/NNRIC/RVLDFQKVK/LK 

ERQE A E 1CM FKGKRG AQ L AKDI 

ARRSKTFNPGAGLPTDKICKGG 

PSPGDVEAIK.NAIANASTLAEV 

ERLKGLLQSGQIPGRERRLGPT 

DDGEEEMEEDTVTNGS 


18956 


49324 


A 


19065 


2 


431 


RKLDGFPLLRRLKTLLVNNNRI 
CRIGEGLDQALPCLTELILTNNS 
LVELGDLDPLASLKSLTYLSILR 
NPVTNK.KHYRLYVIYKVPQVR 
VLDFQKVKLKF\NPGAGLPTDK 
KKGGPSPGDVEAIKNA1ANAST 
LAEVERLKGLL 


18957 


49325 


A 


19066 


92 


303 


NCFLVFSPARSTVGEFASMSSE 
ECPMHVVFLFPLTLCVVSLYER 
QEAEKMFKGKRGAQLAKDIAR 
RSKT 


18958 


49326 


A 


19067 


208 


293 


LLLLWWFPLGPTDDGEEEMEE\ 
DTVTNGS 


18959 


49327 


A 


19068 


22 


904 


A RN P W STH A SG W RE ATG FPQR 
GGTAGCTMGKLTAE\LIEQAAQ 
YTNAVRDRELDLRGYKIPVIEN 
LGATLDQFDAIDFSDNE1RKLD 
G FPLLRRLKTLL VDTTRI\CG IGE 
GLDQA\LPCLTELILTNNSLVEL 
GDLDPLASLKSVAY\LTYLRNP 
VTHKKHYRLYAIYKAPHVRVL 
DFQN VKLK\ERQKAEKM SKGK 
RGAQLAKDIA\RRS\KTF*FPGA 
GLPN*PKRKGGP/SLPGDVEAIQ 
ECP* QNAFNSGLKVERLKGVCC 
KSG\QIP\GRERRSG\PTDDGEEE 
MVEEDTSHQTGS 


18960 


49328 


A 


19069 


1 


395 


AINYNEKIYELRVMETKPVDKA 
VSIIECDMNVDFDAP/LGYKEPE 
RQ VQH EESTEGE A DH SG Y AGE/ 
LGFRAFSGSGNRLDGKKKGVE 
PSPSPIKPGD1KRGIPNYEFKLG\ 
EAGGRFVAFSGEGQSLRKKGR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18961 


49329 


A 


19070 


1 


1108 
















GSLFLVKRREPER/QVQHEELTE 
G E A DHSG YAGELGFRAFSGSG 
NRLDGKKESPSPIKPGDIKRGIP 
NHEFKLGKTPFIRNACPLVKKF 
EEDEAGGRFVAFSGEGQSLSKK 


18963 


49331 


A 


19072 


2 


1112 


RLGAAAAAAAAGRAVGGVSSL 

HCPERSGVCQVVSIMFSFNMFD 

HP1PRVFQNRFSTQY\RCFSLS\M 

LAGPNDR/SSIGEKEGKIIMPPLG 

PGTKLSRL*HYRIPMLFK\LTNK 

NSGPHGRHCGVAGSLWA**GA 

SAYLPHWDDGRTYSLGRKAA 

WVQGGRSVNLSSGPLISNFQPQ 

SPVDFLYDITN P\KA VFENXALRNF 

ALS*PPGDVI\A1NYNEKILRNCV 

VM ETQTPTRP V S HH * S VNH * TV 

EL* LLPPG ATKEPRKDQVQP*G 

VRTEGESRPHSGVYAWKSLGFP 

RFSRGSG\NR\LDGKKKGVEPSP\ 

SPIKPVG D1KRG IP\N YEFKLGKIT 

F/VSRNSRPLVKKVEEDEAGG\R 

FVAFSGEGQSLRKKGRKP 


18964 


49332 


A 


19073 


1 


415 


SGGGRNRSATGSWVGTMAGIT 
TIEAVKRK1QVLQQQADDAEER 
AERLQREVEGERRARE\RGMK 
VIENRALKDEEKLMELQEIQLICE 
AKH 1 AEEADRKYEEVARKL VI I 
EGDLERTEEPSLSWQESKCS\EL 
EEELKNVT 


18965 


49333 


A 


19074 


1 


421 




18966 


49334 


A 


19075 


3 


388 




18967 


49335 


A 


19076 


1 


1332 




18968 


49336 


A 


19077 


49 


483 




18969 


49337 


A 


19078 


227 


1030 


A V S WVGTMAG ITTIEA VKRKIQ 

VLQQQADDAEERAVERSQREFR 

EERRAR£\QA\EAEVASLN\RRIQ 

\LVEEEL\DRAQERLGHCPCKKL 

*RS*KKLADESERRY*RLFEN\R 

ALKRLKEKIGTSREIPTSKKPKH 

HCRKEAD\RKYEEV\ARKLGDH 

LKEDLERTE\ERA\ELAESRC*EI 

ncnTDi Tr\rYMT r\ci ca Acni^vc 
UbyirU^lUyiNLyi^LoAAlllJlV Y b 

QKEDKW\EEEMKILTDNLKEAE 
THAELAERSVAKLEK.TIDDLED 
KLKCTKEEHLCTQRMLDQTLL 
DLNEM 


18970 


49338 


A 


19079 


50 


864 




18971 


49339 


A 


19080 


1 


1014 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18972 


49340 


A 


19081 


1 


1650 


MGFHHVGQAALELLTSGFSQT 

QELQKFLFLLFLLVYVTTIVGN 

LLIMVTVTFDCRLHTPMYFLLR 

NLALIDLCYSTVTSPKMLVDFL 

H ETK.TI S YQGCM AQ1 FFFHLLG 

GGTVFFLSVMAYDRYIAISQPL 

RY VT1 MNTQLC VGL V V A A WV 

GGFVHSIVQLALILPLPFCGPNIL 

DNFYCDVPQVLRLACTDTSLLE 

FLMISNSGLLV11WFLLLLISYTV 

ILVMLRSHSGKARRKAASTCTT 

H11VVSMIFIPCIYIYTWPFTPFL 

MDKAVS1SYTVMTPMLNPMIY 

TLRNQDMKAAMRRLGKCLKG 

PAVAVGPGPGPGDAEAAAEER 

RVKVSSLPYSVDALVSDK.K.PPK 

EASPVPAKSASSGATLRLLLLP 

G HG AREA H SPG PLIKPFETA S V 

KWENS\QDGAAWMQEPC*\YSP 

PPRHK\HKTNPKPRTAFTTSQLL 

ALEGKLLQKQYLS1AEGADFSS 

SPNLTETQ VKI L FQN RRAKTKR 

LQESELEKLKMAAKPMLPSSFS 

LPFPISSPLQAASIYAASYPFHRP 

VLPIPPVGLYATPVGYGMYHLS 


18973 


49341 


B 


19082 


62 


440 




18974 


49342 


A 


19083 


1 


902 


METEALMPGLGVAVAGAQVTL 
GFLALETQLPFTGHKRILRLFFS 
SPRDPPHVPSK.GLKRKWGARR 
GRTFALREAEPQRLPSLSRAFG 
TLA RP Y ARL VRPGNP V VPFPL A 
GSAEAARAAATCERQARTCPM 
PGVTVKDVNQQEFVRALAAFL 
KKS * V\G K.LKVPE WV DT\ VKL A 
KHKELAP\YDENWFY\TRAAST 
AQAPCTIRGGAGWGSMTKIYG 
GRQRN\GVMP\SHFS\RGSKS\VA 
RRVPPKPWRG*KMVEKGTKNC 
GPQNLTPSRDKRDFGTEFAGQV 
AAANKEALEQIHCFGLIKLAHS 


18975 


49343 


A 


19084 


1 


673 


AGPDAEASERVPEGPEAPGAGP 
SRPLEPRPRASGRPGHGRCLGV 
TVKVDV\NQQEVRHELWAAFLS 
KSLR/LRVS*TVPEWL\DTVQAG 
QAQKSLLPYDE\NWFYHAELAS 
TA\RH\LYHPGSALGVGSMTK1Y 

kj\j I oL/c, 1 Aolvii is.i ivoAxvVjrv^cl 

WARRVVLQSPGRGLKMGGKRD 
QELRAAKLDTFKGQKRFWDRI 
RRNRLAVAYKEALEQTMAGV 
NKLPQFVKKKKK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18976 


49344 


A 


19085 


1 


427 


HPVRFFVHRGPH/VDFSLEVVS 
QWYELVVFTASME1YGSAVAD 
KLDNSRSILKRRYYRQHCTLEL 
GSYIKDLSVVHSDLSSIVILDNS 
PGAYRSHPDNAIPIKSWFSDPSD 
TALLNLLPMLDALRFTADVRSV 
LSRNLHQHRL 


18977 


49345 


A 


19086 


2 


832 


WNSAELGRGG PG AGG AG V I GM 
MRTQCLLGLRTFVAFAAKLWS 
FF1YLLRRQIRTV1QYQTVRYD1 
LPLSPVSRNRLAQVK.RKILVLD 
LDETLIHSHHDGVLRPTVRPGT 
PPDFILKVVIDKHPVRFFVHKRP 
HVDFFL\EV\VSQWYELVVF\TA 
SM\EIYG\SAVGRLNWDNSRSIL 
* GGRY\YRQHCTLELG\S YI KDP 
LLWFHSDLS\GIV1L\DNSPGAYR 
SHPGYGGRVDNAIP1KSWVSVTP 
ANTAILNLLPMLDALRFTADVR 
SVLSRNLHQHRLW 


18978 


49346 


C 


19087 


69 


206 




18979 


49347 


A 


19088 




438 




18980 


49348 


A 


19089 


635 


826 


QWISLWKCYKPEESGGQYLIFL 
KKSIFNDEFHVKPN*AS*GKEK* 
TPLQTSNC*GILSPPGLP 


18981 


49349 


C 


19090 


1 


390 




18982 


49350 


A 


19091 


336 


551 


ARPLGSLASAPFPAPM*NVYPT 
GP*\YNADCPNVTAPVCASNGH 
TFQNECFFCVEQREFHYR1KFE 
KYGKCD 


18983 


49351 


A 


19092 


76 


309 


KGRFVI ALTFTT* H SNLEKSCSK 
ICKIK\NKSLVCKHQLAKSIQSPS 
**WNGMNN*FTTLFICCHNTEK 
TFIHCGKRP 


18984 


49352 


A 


19093 


181 


447 


N KYQTDN 1 KLSDNDLTIG HQTG 

\ITTAUP/DVt\/Il CDCCAAXAA ITT 

N 1 I ArlL/KYilVlLrKbrtjl^MAl I 1 

ILS* Y RKNI YPL WKETLKRM WQ 
RHREKVGSFEKVNDIKILFHHW 


18985 


49353 


B 


19094 


1 


639 




18986 


49354 


A 


19095 


1 


160 


NLHSQMLWNQRIR*LTSV* LEL 
LCKNPNRVATRDQLLCLSGHL 
GMGRILELGG 


18987 


49355 


A 


19096 


2 


456 


YKNTITDYYEHLYAHKLENLEE 
MNKRRASTICTETIPKKLRRRD 
SSLTHSMRARRLSVDVKPQDRS 
RGPSECTIFRAGVPEGTRGALW 
LPHFQTESDPGSKPAITLLVIHP 
DELQIYVRTKTC/T/RMFIAALFI 
IAKT*KQPRYPSCLITST 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


18988 


49356 


A 


19097 


138 


1193 


LCFFGQHAPIYCSLRHSLLSYTR 

PASL1CCLPGSHRYLEFVLLLLK 

HHRLHEDLNHCPIGSRSGRDVR 

SQTTQEQIIVIAMPFPLRKLEPL 

HSGLYSHSCCSRYLAGWLALA 

TGGAARSPPAISILQPQEPSVTPS 

DTQRACGRSTEAFESKEQKASV 

RVETTVSFSCS1KVDGGLLEPKR 

ADTGWHGHHCRPASITPAGWV 

PARYLLYVFFSRQCVLSMVCGP 

QYTRGEIPGAVLKEECLPSLLT 

G RFDL SG RA RRL S V D V KPQDRS 

RGPSECT1 FRAG VPEGTRG VLW 

LPHFQTESDPGSKPAITLLVIHP 

DELQIYVRTKTC/T/RMFIAALFI 

1AKT*KQPRYPSANTLLL 


18989 


49357 


A 


19098 


3 


247 




18990 


49358 


A 


19099 


1 


1048 


MQLKPME1NPEVSARCTATRRA 
RGRGRGSRVADRFGFAFFFAFA 
FQMLNKVLS\RLGVAGQWRFV 
DV\LGLEEESLGSVPAPA\CALP 
ACLFPLTAQ\HENF\RKKQIEE\L 
KGQEVSPKVYFMKQT1GNSCG 
TIGLIHAVAQ*SKTNLGFE\DGS 
VL\KQF\LSETKKNVPLKDRAKC 
F\EKN\EAIQAA\HECRGTRKGQ 
CR V DDKA VN FH FY SG *PT V DGP 
PSMNLDG\RMPFPRGPMAPS\Q 
GDTLLEGRFPRSCRR1SPRREQR 
RSPASSARGFSCKGSLNALWGG 
TWL1SPLSPQHEN1LPPHASLKC 
FSTCETQ A V LLFCQTRPSPQPHP 
RHLSTSRVHSCPLGHCGVSFRW 


18991 


49359 


A 


19100 


57 


450 


VGDCLTSRGMSWVQATLLAR/ 
ALCRAWGGT/CRGALTGTS1SQ 
VPRLAPVRGLHCSA/ASVSSEQS 
LVPSPPEPRQR/PPGGERDKASF 
LQTVQKFADTSVVDSGHIDFIY 
LALRKMREYGVERDLAVYNQL 
LNIFP 


18992 


49360 


B 


19101 


307 


390 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18993 


49361 


A 


19102 


431 


1267 


SGTRTTSTAARTSRTWRS*TPLL 

A CTPRPCG S AKL ATATSRTCIRP 

*SPSATQTLTVTKVPLPKDSTG 

AADPPQPH1V/GAQGMYVSTPG 

IQSPDQQ AA LARHNPAR PVFVE 

GPFSLWLRNK.CVYYHILRADLL 

PPEEREVEETPEEWNLYYPMQL 

DLEYVRSGWDNYEFDINEGKE 

QHVT1/LCSSGEC*1LRRRQNV*R 

LLDW/LAGKALTSPTCAPKITC 

VPL AL PTPYCSGQNLN SSCSMT 

SVSDHLSPVPTLLSTISKAHGTP 

PPNTKVVTKVTVRQ 


18994 


49362 


B 


19103 


49 


691 




18995 


49363 


A 


19104 


89 


95 


VG DCLTSRGM SWVQATLLARG 

LCRAWGGTCGAAL/SQEPPSLR 

SLASLPRGLHCSAAAHSSEQSL 

VPSPPEPRQRAHQGSWCPLR/VP 

VLGQGAGLGERGQGRAFL/LD 

GCRNLRTTSVRKRGPH/VDLFY 

LALRKMRE\YGVERG/DLAVYN 

QLLNIFPKEVFRPRNIIQRIFVHY 

PRQQECGIAVLEQMENHGVMP 

NKETEFLLIQIFGRKSYPMLKLV 

RLK.LWFPRFMNVNPFPVPRDLP 

QDPVELAMFGLRHMEPDLSAR 

VTIYQVPLPKDSTGASKIPPKPH 

IVG1/QRSPDQARPPLARHNPS\R 

PVFWEGPFSLWLRNKVCV/YY 

HI LR\ A DLLPPEERV RA * SKAC V 

GAGEWAGTTLRVHGRGWRRE 

TERALASDPACTPHLG\EEVEET 

PEEWNLYYPMQLDLEYVRSGW 

DNYEFDINEVEEGPVFAMCMA 

r, a unn\ a tim a v \\i\c\c.w octwd 

TLVAQIPRGLSAFAGSTRKLQTS 
SAGLEEPP/HCPRTTKEEDDNLQ 
RQSRAQS*SPCAGIRAQQQDRA 
GLESAAGRVSR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18996 


49364 


A 


19105 




1199 


EFGALRRTRLGSSFPRRRDSSA 

MESYDV1ANQPVVIDNGSGVIK 

AGFAGDQIPKYCFPNYVGRPKH 

VRVMAGALEGDIFIGPKAEEHR 

GLLSIRYPMEHGIVKDWNDME 

RI WQYV YSKDQLQTFSEEHPVL 

LTEAPLNPRKNRERAAEVFFET 

FNVPALF1SMQAVLSLYATGRT 

TGVVLDSGDGVTHAVPIYEGFA 

MPIISIMR1D1AGRDVSRFLRLYL 

RKEGYDFHSSSEFEIVKAIKERA 

CYL\S1NPQKDETLETEKAQYYL 

PDG\STIETGPSRFRAPELLFRPD 

L1G EESEGIHEVL VF AIQKSDMD 

LRRTLFSNIVLSGGSTLFKGFGD 

RLLC\* VKKL APKDGRIRI S APQ 

ERLYSTWIGGSILASLDTFKKM 

WVSKKEYEEDGARSIHRKTF 


18997 


49365 


A 


19106 


1 


3288 


MPSGGDQSPPPPPPPPAAAASD 
EEEEDDGEAEDAAPPAESPTPQI 
QQRFDELCSRLNMDEAARAEA 
WDSYRSMSESYTL/EGSGLWLP 
RGLFGHPGHCTGLLLLLRSGCV 
RSQPSDRACR* EKACHSSHLIEFF 
NKMKKWEDMANLPPHFRERTE 
RLERN FTVSA VIFKK.YEPIFQDI 
FK YPQEEQPRQQRG RKQRRQP 
CTVSEIFHFCWVLF1YAKGNFP 
Ml SDDL VNSYHLLLCA LDLVY 
GNALQCSNRKELV 


18998 


49366 


A 


19107 


56 


3552 


GPAAQGCAMPSGGDQSPPPPPP 
PPAAAASDEEEEDDGEAEDAAP 
\PAESPTPQIQQRFDELCSRLNM 
DE A A RAE A WD SYRSMSESYTL 
EGNDLHWLACALYVACRKSVP 
TVSKGTVEGNYVSLTRILKCSE 
QSLIEFFNKMKKWEDMANLPP 
HFRERTERLERNFTVSAVIFKK 
YEPIFQDIFKYPQEEQPRQQRGR 
KQRRQPCTVS*NFSIFCWVLFIC 
AKGNFPH*LSDDLVNSYHLLLG 
ALDLVYGNALQCS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


18999 


49367 


A 


19108 




1193 


GRRRRFWWRKRIGGGGGGMA 

MPAEAPWMASSFNGFLSLPPG 

WLLLPPPSDRNPPLQPSSRPPLC 

VRMWMNAFTPLISLFFWASLV 

SSGARRLHPIQPQPCREQAPMP 

APGAARSAVAASMSDCTVAGP 

CTGSHTPCHSTSDSQSP/CGGVG 

SSLVV'AERSCAQCRMSPRKGH 

NCCCCCCCCCCCC/SCCCYCHYC 

CCYCCCCCCCCCCCCCCCCCC 

CCCCCCCCCCCYCCCRCYCCC 

CCCYCCCCCCCRCCCCCCCRC 

CC*HYCCCCCCCF/GCCCCRYC 

CCCRYRRCYCFCCCCCCCYCY 

CCC*RTAHAWPSMNKSQCVLP/ 

CICKVPLGRLAVTTGCPGFG*G 

GCWEDCMFPAKGPSIRLEQWFS 

TTAILLPSGPGDFWQYLGTLLV 

VTTREEV LLESGG 


19000 


49368 


A 


19109 


1 


762 


GTRDATAEENRVLLAMVNPTV 
FFDIAVDGEPLGRVSFEVRGLD 
TKK*LLI*SIKLC*QIGGSSIFITS 
D*KNSCLPLIVQQCLLFLRILP\L 
FADRVPKASQK1FVALS\TGEKG 
FWL*GVPCFHRLFP\GFYVSRGG 
DFHTA1NGTG\GKSJLWGENLK 
DENFI\LKHTG\PGI\LSMANAGP\ 
NTNGSPVFLTSCTA\KT\EWLDG 
K\HVVFG\KVKEGMN1VEAMER 
SLGPRMGKT\SNKFTIADCGQL 
RIKFDLVFYL 


19001 


49369 


A 


19110 


95 


240 


LH SEITVCL* G SEHHFFENGTYI 
PH RSCHDPLEARAEDFL 


19002 


49370 


A 


19111 


1 


1644 




19003 


49371 


A 


19112 


237 


632 


AIGFPSYSSMQLVNIFGLLNLFSI 
1SSSFRHQG*HS*ELP\YPLEPGA 
EDFLR*GP\LAGHGHTGSQPFFC 
RVSEA/CGSHLVNSSRAALKRW 
AGV*RKIWPRGSPETPRNLKDL 
SVLEYENTPDTSGKKALED 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19004 


49372 


A 


19113 


274 


2704 


G1SVLHGCGYRFQPRGMAAPGP 
FSEKPVPGCDAGDLQTPALSSW 
TQTF1ISHEQG1KFLNQRWSCWS 
KERNHGHCRVRGHVTAAQCDL 
FGNGLKHNLDLHIHDRNDASK 
NVKKSTNYGKMSFYTYCECTP 
TGEKLWDHNQHRKI1GYKPASS 
QDQKIYSGEKSYECAEFGKSFT 
WKSQFKVHLKVPTGEK.LYVCI 
ECGRAFVQKPEFITHQKTHMRE 
KPYKCNECGKSFFQVSSLFRHH 
RIHTGEKLYECSECGKGFPYNS 
DLSIHEKIHTGERHHECTDCGK 
AFTQKSTLK1HQK1HTGERSYIC 
1ECGQAFIQKTQL1AHRRIHSGE 
KPYECNNCGKSFISKSQLQVHQ 
RVHTRVKPYICTEYGKVFSNNS 
NL1THEKIQSREKSS1CTECGKA 
FTYRSELIIHQRIHTGEKPYECS 
DCGRAFTQKSALTVHQRIHTGE 
KSY1CMKCGLAFIRKAHLITHQI 
1HTGEKPYKCGHCGKLFTSKSQ 
LHVHKR1HTG\EKPYMCNKCGK 
AFTNRSNLITHQKTHTG\EKI\FI 
CSKCGKAFTQRSDLITHQRIHT 
GEKPYECNTCGKAFTQKSNLNI 
HQKIHTGERQYECHECGKAFN 

GRAFIRKSNF1THQRJHTGEKPY 
ECSDCGKSFTSKSQMT\EH*A\V 
HSG*KPYV\CAECGKAFSGRSN 
LSKHQKTHTGEKPYICSECGKT 


19005 


49373 


A 


19114 




180 
















PVLRTHPGPQSLPRVPGVPCGG 

LLEPLSRAEVSPRLGLRRDLLG 

GMAPSGSST\VF\LLALTIIASTW 

ALTPTHYLTKHDVERLKASLDR 

PFTNLESAFYSIVGLSSLGAQVP 


19007 


49375 


A 


19116 


196 


706 


1S1SNETKDLLLAAVSEDSSVTQ1 
Y H A V A ALSG FGLPL A SQE ALS A 
LTARLSKEETVLATVQALQTAS 
HLSQQADLRSIVEEIEDLVARLV 
DELGG V YLQF\EEG LVETTAL F V\ 
AATYKL\MDHVGTEPSIKEDQV 
IQLMN\AIFSKKNFE\SLSEAFSV\ 
ASAAAVLSHNRYH 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


19008 


49376 


A 


19117 


275 


2192 


MVVSPQGSSTVFLLALTIIASTW 

ALTPTHYLTKHDVERLKASLDR 

PFTKRLCFS WPTTCVTT* H * LFP 

TV*KACTYIRSKSLPCLPQIAKT 

CSKTLCLPILS*ISISNETKDLLL 

AAVSEDSSVTQ1YHAVAALSGF 

GQVREGVSG*NKTCHSLGFYSL 

PSRTVDSGSCISFLLLLD1QHISV 

LLWQDLVARLDELGGVYLQFE 

EGLETSTAVALPPSQQRKRNSCI 

SHFFQDQVIQLMNAIFSKKNFE 

SLSEAFSVASAAAVLSHNRHPR 

NKILCSCSLCCNK*FFIYFQLQV 

TNVLSQPLTQATV\KLLFVISMT 

F/RT*VLAKPIVILNRDVFELNF 

MN VKF Y 1 CM* IPEH P PIDL AT VF 

SIFL*LRVKISTD1FSACSQRYTD 

PL*RLTLYASFRVTYPAKAKGT 

FIADRDSMLGPGR1LKLSDERL 

YYSSI*TFVRLHNQKTGQEVVF 

VAEPDNKNVYKFELDTSERKIE 

FDSANIIY*VSPTSLPLCFYRLSL 

FF*ADVVIMPG1HGCPYWEGH1L 

KSSWCVFRQHLFREPEKSWHG 

LCCFPFKF*CLFNLFLPI1QW1LT 

FLNRRA SLCFI* LDVMTPLL A A 

MLGLMYVYWTQLNMFQTLKS 

LAILG\SVTFLA\GN\RMLA\QQA 


19009 


49377 


A 


19118 


3 


413 


PRKEAPSTFLSQ/NLFTPKQEIQ\ 
HLF\REPEKR\PPTVV\SNTFTALI 
LSP\LLLLFALWIRIGA\NVSNFT 
FGLPSTI\IFHWG\HAAMLG/LSM 
YVY*TQAQPCSQTLEVPWPILG 
QCDRFLAGQSGMLAQRTAVQE 
NQHN 


19010 


49378 


A 


19119 


2 


535 


GRVDPKAK.KEAPAPP* SLKPKA 
*AFKGPRKAVLK\GV\HSPQKA 
GRSRTSTPPFRAGRKTTADSRR 
PAPKI1LRKSRVPGGNKLD\HYA 
\I1KFPADH*SASAVKKIEDN\NT 
L\VFIVD/VLKANKH\QIKQGCE 
RSLYD1\DVGQGQHPWIRPD\GE 
KKAYCSTWLLDYDGFGMFAN 
QNWGSI 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19011 


49379 


A 


19120 


159 


801 


GAAGRRRLPEGEGEDEASAWR 
RLARCLMPKKNRIAIYE\LLFKE 
G\VMVAKKDVHMP\KHPE\LAE 
VKNVPQPFMVMKGHAGLSSPR 
G\YVKGTSFA\WRHFLTGTLTQ* 
G VSQYSPWITLHLAPGRFVPCP 
PLRPVARPRRMGRP\RPKKVLG 
GVEATWRGFHKRGEV\DRGYL 
TRRSACCQLGA\DKKSRGWGL 
GSSNPNFQFRG\GF\GCGRGQ\PP 


19012 


49380 


A 


19121 


334 


989 


EPPAETLPVAARDPTGLSPTYLS 
SHKHEKFQQVRHFPVLLGYPIA 
SSGASPEVRQRRTTFFRFRPGES 
LCGDMKLLTHNLLSSHVPAGG 
SLPFSGGMVGRGPVLATP/LAL 
QATEGRMCPVEINPQLRGRVMI 
P*KWKWS\AF\LEAGPDKLAV*I 

ruAl^urU OUMKtJNttro Ur 
WrlrlLALWbVUaU e(j 1 LXl^vr 

GNLGRYFSPFKPRGSPNMLAE 


19013 


49381 


C 


19122 


61 


177 




19014 


49382 


A 


19123 


4 


191 




19015 


49383 


A 


19124 


1902 


2187 
















GELVLKALSAFlRAh'RCPAEGS 

DPVGRAADP\SPPAPRGISQGGS 

ACGSPFLPGPITESLPLPPGLGSG 

SELPSLYLVSGIYGGVRRGPPA 

RLEA 


19017 


49385 


A 


19126 


1228 


2447 


TSQGSSPPAHIGRWSSNHKKGL 
GSSFSQSCCKAEALVKNAWPPT 
QA*VSICCFEQDLGRGQQKGKS 
GGKWQKTAESREAVTECPACY 
RAARCRAAGDRGLRAEGAAAG 
HTASPSAYRVRGERGHRDMHS 
ASARLSHPGETNLMLGLAEPSV 
TSH*SHPFRQS*LP*QAGP**EM/ 
PLPPSARDSSDLCSG\SPSHDLLP 
LPNTVIFWGPSSPQDWQPLPLSP 
FCVSQAAGSPCSPLLQGLEPGGI 
STSCPPGPAPYIDFGAVSGAGQS 
AAQRGAHFPAAMAERPSAGTS 
GSSGISGAIAATVVSWVAEGEQ 
AVKCLAEGSTRQTGQPSRRAPS 
RGCPAPGAPPGRAAPPQAPPAA 
PAAGGGRGPPAAPRAPAPRPQP 
QGAPRPVSPCRGTGAAPPPTLV 
WGLSSEAEG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19018 


49386 


A 


19127 


164 


563 


CEAALKGDSGGSPWPDEKPKE 
GVKTENNDHINLKVDGAEMVT 
V V\QFKIK\RHT\PL* * T* LKA YL* 
TDRG L SMRQ1RFR1 * PGNPIN * K 
QTHLHQLGNGRIEDYNLMCFQ 
QARPGGVYLKKGTCFFYSKNS 
VSF 


19019 


49387 


B 


19128 


166 






19020 


49388 


C 


19129 


76 


285 




19021 


49389 


A 


19130 




179 




19022 


49390 


A 


19131 


93 


172 




19023 


49391 


A 


19132 


1 


2742 




19024 


49392 


A 


19133 


1287 


2571 


1LRQWLLASPEEKTGRPALASG 
S AETLS WLRAQGREPRGPA* SA 
VGAEHRTRTAPGSDPRCGILPS 
GRSPPSP/PARLFLASVPATI*AM 
TPSPTRLPAWPPPCRG/PDASPE 
VVRKGGKAGQPRGSPQPWRSG 
AEEIVEVGLLPLTPRALLFPQVP 
TALPAVYHFLAACEG1CPHSCA 
APSMIELWDFL1QQHQPEKAVA 
CTTTH1PGLRISALNKHRAWGG 
TDDDVAASEMPLGAAGAEPW 
D/VE*LLPAALKIPTGHTATTSW 
GAGP*SPQGSCKG\SGVGSGAT 
ADLLAPTAGVGTSRTACGGGT 
QFM SEG APG VMNNGSPDW SST 
QFMSEGAPGVMNNGSPDWSSN 
LSQPQPMHLLYLTTWFLERPM 
CCPDTTALTQTLPVPSFSYPVCT 
SH1RQNPHLHFLRAPSPHYTTA 
CSFEPQRFLEQQQDLL 


19025 


49393 


A 


19134 


31 


202 


I LITYI1KLINQADFSTP* FMSHLI 
VSSRILCTEK.WNFHFPPHF*D*Q 
QTFCTLQFL 


19026 


49394 


A 


19135 


410 


867 


LLTLSRTTPLMSLGFPGIPKMIN 
RPRQSSPIKLQNSSSLSNLLFFQ 
EDSSTLDSGLERSQGLDSTGGG 
EDICRV WTAS* SFICLSDPQK VQ 
1QSAPNRKAWCLVILVVVSHSS 
TPFSWQKVMKW1KKISFRVFAA 
GQGLLGGYSNPRYSFSF 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


19027 


49395 


A 


19136 


111 


743 


VrriLTPMLADRTRRIERPPKKK 
GTTSLGQRKWLLTQDWPSVYP 
VA\HPFKPSAVP\LPV\RMGYPV 
KKGRAHGDRRGNLELLKISQFF 
WILTSCSNLKSTCEALKDF\CTG 
VGQPHWDSGRKKMLKKHFSN 
WKFGQHLDLCFHQGPSGSGNP 
RARVVVLKSKAFLV*I*HDHAK 
KTLITLVGERYCKTPDVLTIKQ 
NRWPLRSQ1TIMPVYL 


19028 


49396 


A 


19137 


305 


2291 


YLDAEKMGQKASQQLALKDSK 
EVPVVCEVVSEAIVHAAQKLKE 
YLGFEYPPSKLCPAANTLNEIFL 
IHFITFCQEKGVDEWLTTTKMT 
KHQAFLFGADWIWTFWGSNKQ 
IKLQLAVQTLQMSSPPPVESKP 
CDLSNPESRVEESSWKKSRFDK. 
LEEFCNL1GEDCLGLFIIFGMPG 
KPKD1RGVVLDSVKSQMVRSH 
LPGGKAVAQFVLETEDCVFIKE 
LLRNCLSKKDGLREGGASPGSL 
RLAAPGPPLTLNAACPLRLAVL 
AAMAAAALPAWLSLQSRARTL 
RAFSTAVYSATPVPTPSLRVDD 
LHLTEIVGMLDSVLTPEDSSGK 
YRF1SGEVLCRITGCFTGVRVEA 
KDLFGGCCSNPNEVMVTW1KVI 
VEKEVWLYLRYILKALPPRTEK 
MAVDQDWPSVYPVAAPFKPSA 
VPLPVRMGYPVK*GVPMAKEG 
NLELLKIPNFLHLTPVAIKKHCE 
ALKDFCTEWPAALDSDEKCEK 
HFPIE1DSTDYVSSGPSVRNPRA 
RVVVLRVKLSSLNLDDHAKKK 
L1KLVGERYCK.TTDVLTIKTDR 
CPLRRQNYDYAVYLLTVLYHE 
SWE\TEE WGKK* D* SRHGKSI Y 
GENSSSERKYPGERFSR*KLLR 

1X.NMUIN LK.rs.bo/Cu 1 rvtit, t, Y Is. 

KSVVSLKNEEENENSISQYKES 


19029 


49397 


A 


19138 


3 


233 




19030 


49398 


A 


19139 


1 


256 




19031 


49399 


C 


19140 


5 


114 




19032 


49400 


A 


19141 


8 


444 


TTDKEQ*EL*LLLDTE*GSYTKE 

CHTDSLSRY*TSSTSAEDRDDSL 

LRRSGSYRDL*E*IPYSCRLDKD 

p l c , rrir'ik r i vttput ATn\xir»k'T v ah 
1 UUllvL i t^tL, AcAlN UrvLrv/Vv^ 

LHDTNMELTDLKLQLEKATQR 
QERFADRSLLEMEKRERTALQR 
R1SEMEERLQM 


19033 


49401 


A 


19142 


1 


287 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 


*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


19034 


49402 


A 


19143 


211 


346 




19035 


49403 


A 


19144 


175 


3381 


EDPAAGEGMKMADAKHK.RNE 
QLKRWIGSETDLEPPVVKRQKT 
K.VK.FDDGAVFLAACSSGDTDE 
VLKLLHRGAD1NYANVDG/LSH 
ALHQACIDDNVDMAKLLVDNG 
ANINQPVNDGWIPLHAAPSCGY 
LDIAEFLNGQGAHVGAVNSEG 
DTPLD1AEEEAMEELLQNEVNR 
QGVDIEAARK.EEERIMLRDARQ 
WLNSGHINDVRHAKSGGTALH 
VAAAKGYTEVLKLLIQAGWDV 
N1KD Y DG WTPLH A\ AAH\ W 


19036 


49404 


A 


19145 


1 


2406 




19037 


49405 


A 


19146 


1154 


1365 
















MGVSVLDFSHSDKCEVASRFAS 
G MPEPTNI V LPKLE V ADTLGGC 
TT1PESDLEERSVEQDSTELFTN 
HRHLTAETPR/PW*RLDGLHKQ 
VSPLQGVSE 


19039 


49407 


A 


19148 


3 


1290 


VSQATDVEVGTDLVPSVTVKV 

TLQNRVILQKAKLSVYVQPPLE 

LTCDQFTFEFMNRN PDG IPRVIQ 

CKFRLPLK.L1CLPGQPSKTASHK 

ITIDTNKSPVSLLSLFPGFASQSD 

DDQVNVMGFHFLGGAR1TVLA 

SKTSQRYR1QSEQFEDLWL1TNE 

L1LRLQEYFEK.QGVKDFACSFS 

GSIPLQEYFEL1DHHFELRTNGE 

KLEELLSERAVQFRAIQRRLLA 

RFKDKTPAPLQHLDTLLDGTYK 

QVIALADAVEENQGNLFQSFTR 

LKSATHLVILLIALWQKLSADQ 

VAILEAAFLPLQEDTQELGWEE 

TVDAAISHLLKTCLSKSSKEQA 

LNLNSQLNIPKDTSQLKKHITLL 

CDRLSKGGRLCLSTDAAAPQT 

MVMPGGCTTIP\ESDL*ERSVEQ 

DSTELFTNHRHLTVETPRPEVSP 


19040 


49408 


A 


19149 


48 


642 


WNSALREPRLNGADMAKSKN 

HTTNNQ\SRKWP\RNGIKKP\RSP 

KIR1LLKGVAPPSFL\RNM\RFAQ 

ESPNKKGP*RRLQANKLPRAMS 

ATLPRAIKA\LVKPQGGLSPKIP\ 

KGVSSRKLDSTCLTFAQPQALG 

SVARCP*LPRGPRL\CPPKAKAK 

AKAKPRPKPRPRAKDQNQGPG 

LQPQASVPAQ\APKRTQAP\TKA 

SE 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19041 


49409 


A 


19150 


1953 


2447 


WTPQYMDTEYKNGPWMMEK 

KVWLDP/NETNEIPNANFRQQIR 

KLIKDGLILRHRKPVTVHSRAQ 

CWK.STLARRKGRHLGIESKKID 

RHMYHSLYLKLKGNVFKHKRI 

LTEHSHKLKADKARKKPLADQ 

AEARGSKTKEARKLREEHLQT 

KKEEIIKTLSQEEKAKK 


19042 


49410 


A 


19151 


1 


693 


MAVMEKLYWVNREESYASLR 
VHLPICNATTMSMLSLQKRLAS 
SVLRCGKKKVWLDPKETSEIAN 
ANSHQWIRKLIKDGLIIHKPVTV 
HS/*ARYR7KNTLACQKGRHMG 
PKATANARMPEKIMWMR/RM 
RILCQLLRRYCDSKKIDHHMYH 
RRYHESKKVDRHMYHSLYLKV 
KGNVFKNKRILMEH1HNLKAD 
KACKKLLADQAETRRSKIKEAR 
KH REEH LQ A KKE E 1 1 KTL V 


19043 


49411 


A 


19152 


34 


280 


EV1HAAIGEKKGSY/NA**PWVE 
EQLTRQPLIHHQPASLHSVY/RC 
RYHSLYLKVKGNVFKNKRJLM 
EHIHKLKADKARKKLLA 


19044 


49412 


A 


19153 


2 


625 


HEAMSMLRLQKRLASSVLRCG 

KKKVWLDPNETNEIANANSRQ 

Q1RKLIKDGL11RKPWTVHSRLR 

CRKNT\LAR\*KGRHMGIGKRK 

VPANA\RMP\EKVT\WMRENEG 

FCRRLASEDTRES\KK1DRPHVV 

TALYL\EVKGNVFKNKR1L\ME 

HIHKLKA\DKARKKL\LAD\QAE 

ARRSKTKEATKRREERLP/ARPR 

KREII*TLSKEEETKK 


19045 


49413 


C 


19154 


154 


291 




19046 


49414 


A 


19155 


3 


253 




19047 


49415 


A 


19156 


2 


474 


FKDKQNKPTGFALGSIEGRVAI 
HYINPPNP*V*LCQLADFTGLFL 
TKEDLHEPLSFSAKDNFTFKCH 
RSNGTNTSAPQDIYAVNGIAFH 
PVHGTLATVGSDGRFSFWDKD 
ARTKLKTSEQLDQP1SACCFNH 
NGNIF/AYASSYDWSKGHEFYN 
PQKKK 



2380 



WO 01/075067 



PCT/US01/08631 



SEQ ID 
NO: 


SEQ ID NO: 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19048 


49416 


A 


19157 


97 


1728 


IRGFFRGSQGSFYRRLKEASGS 

WDFCPRSWPSSLRARSGSQTPE 

TLLLPAGVFRRSETPMFKMSLF 

GTTSRFGTSGTIMFGSATYTDNH 

NPIEGY*K*HSFSLMDSIG\CSCL 

FSPPTLPGNFLIAGSWXANDVRC 

W\EVQDSGQTIPKAQQMHTGP 

VL\DVCWE/SDGGSKVFT\ASCG 

\KTAKMW\DLRQ*PRRLQIAQH\ 

DAPV\KTIHWIKAPNYSCVMTG 

SWDKTLKFWDTRSSNPMMVL 

QLP\ERCYCADVIYPMAVVATA 

\ERG LI VLIQL/ERIQPSEFRR1ESP 

L\KHQH\RCVAIF\KDKQNKPTG 

F\ALES1QGRVAIHYINPPNPA\K 

DTFTFKACHRSNGTNTS A PQ\D I 

Y A VNGI\ A F\HP VHGHPCNCG D 

LDGRFSF\WD1\DARTKLKNFRE 

QLDQP/LSSAC\CFNH\NGKHILP 

YAS\SYDWVKGDH\EFYNP\QK 

KKFTFFPA*MQAEELKAPGNKE 

VVAGRTLGSAQSLFLLHSGLIS 

VR1WAPNLVGVVSPWTMEFQP 

PGENDVIVQQLESPRRPAGDLP 

Vrslr 1 ULVAtVr^uRrMjULls. 


19049 


49417 


A 


19158 




1254 




19050 


49418 


A 


19159 


1 


921 




19051 


49419 


A 


19160 


1 


1386 




19052 


49420 


A 


19161 


49 


731 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19053 


49421 


A 


19162 


61 


1533 


PLKAKMGKEKTHIXNIVVIGHV 

DSGKSTTTGHL I YKCGG1 DKRTI 

EKFEKEAAEMGKDSFKAFAWV 

LDKLKAERERGITIDISLWKFET 

SKYYVTIIDAPGHRDFIKNMITG 

\TSQADCAVL\IVAAGVGEFEAG 

IS\KNGQ\TREHALLAYTLG\VE 

QLIVGVNKM\DSTEPPYSQKRY 

E EM WLRE VSTFM KKI WLQPPTQ 

*HFVP1SWFGIGDNM\LEPSA\N 

M PWFKG WXKVTRKDGN ASGTT 

LLE ALDC I LPPTRPTDKPLR\LPL 

QGVH\KLGGIGTVSSAPMET\GF 

SNPGMVVTFAP/SSTVTTESKIL 

SKMHP* SFEVKLLPGDQCGPSM 

SKNVFCQGMFRRGKRLLGDQQ 

KMTPPNGKAAGLHWSRVIILVN 

H PRPK* GAG PMPLY LDC\HTG S 

HLHAKFAELKEK\IDRR\SGKKL 

EDGLKFLKSGDAA1VDIVPG\RP 

MCVESFSDYP\PLGRFAVRDMR 

QTVAVGV/ISKAVDKKGCWEL 

GKVTKVWPRKAPEG 


19054 


49422 


A 


19163 


1 


514 


EFGTRAKKEAPAPP* SLKPKRK 

AFKGPRKAV\LKGV\HSHQKEE 

DPARSPTFPGGPKTLR\LRRQP\K 

YPRKSRVPGETRLDHLCLS1\NF 

PLTH*VLPMKKIEDNNTLVFIV 

DVKANKH\QIKQAVKKL\YDI\D 

VAKVNT/LW1RPDGEK\KAYVR 

LVAPDLPIAFGMFANKIWGFI 


19055 


49423 


A 


19164 


433 


1015 


GL1SNLDMASRGAS*\PTGPDTG 
NKICQFKLSTSGESPAVCKSSLV 
LRFVKGQRHEFQESTIGAAFLT 
QTV\CLDDTTEKFE1W\DTAGQE 
RYHSLAPMYYRGAQA\AIVVY 
DITNEESFARAKNWVKELQRQ 
ASPNIVIALSGNKADLANKRAV 
DFQVEAQSYADDNSLLFMETSA 
NTSMNVNEIFMA1GKINISF 


19056 


49424 


B 


19165 


1 


2511 




19057 


49425 


A 


19166 


2 


360 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19058 


49426 


A 


19167 


125 


211 


FRPGSPRQPRAQPISAPDCTRA 

MVGRRAL\IVL\AHSERTSFNYA 

MKEAAAAA\LKKKGWEVVE\S 

DLYAMNF\NPIIS\RKD1T\GKLE 

GPLRTFQYPGRSLFLAYKAEGHL 

EP/EI ICGLNKKKLEAADLVMFQ 

FPLAVGLEVPAILVKGWFEPSVH 

KESFA*HFTAGHVMDKGPFPG 

VKKAVAFPFTTGG\SGS\MYSC 

QG1\HG\DMNV1LWP\1QSG\ILPF 

LG LPKSLDPQLT\YSI WPPLPAR 

RPEFSILE\G WKK\RLE\N I WDET\ 

PLYFAP\SSLFDLNFQAGF\LMK 

KEVQDEEENKKF\GLSVG\H\HL 

GKSIPTD\NQ1QS*KRECTVHYT 

RDSHKVAAGAAQLTESLVPAR 

VAPATTSPANQRPGLHQSHGR 


19059 


49427 


A 


19168 


2 


331 


WVDSQQKARYVPVKGDHVIGIV 
TAKSGD1FKVDVGGSEPASLSY 
LSFEGATKRNRPNVQVGDLIYG 
QFVVANKDMEPEMVC1DSCGR 

AINVilVRi V ILjv^IXjI A .r Is. V 1 I Ail AK 


19060 


49428 


A 


19169 


145 


350 


QEFHLSSEPSIRLGRSLYHIHHL 
FASKKVLD*QWLDQSL*VCSW 
EHMRRSQ*GIFSRLANRGFQNG 
DC 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codnn for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 


19061 


49429 


A 


19170 


1 


1863 


MAVA1RLSADTQWEDSPGKS1L 

ELHMSCTKIPERCEADKKESTS 

SWCTRKI RFRMDLEKECKVLLS 

GGGGSRMGSQKGDGVGRWSSP 

RVGLPSSQTLLRPPPTDFHIAPL 

SKARQHLLVSVSVLFCFSAPLD 

VQPLK VLDECQNQRACH LL VN 

SRVFGPDLCPGSSKYLLVSFKC 

QPKQMFTQQGPGPVLSIGETQV 

STSSVTRSSSPVGPDIHCEFHTN 

MCK1PDELKNKTVCEDQELKL 

HCHESKFLNIYSATYGRRTQER 

DICSSKAERLPPFVFTRYYCFLY 

APVSS1ANPVKGCFHLGKKQDC 

LSYSALQVLSRRCYGKQRCKII 

VNNHH FGSPCLPGVKKYLTVT 

YACATLSSMGPILAEVPPEAKK 

VTLSTSLDSSSGRMEDGRLDTG 

HTEVPVTSGLFIRVLNKKQNFS 

LQIRCSFGRGPGKLRHCWAGA. 

AIALGTEYILVKGDQVTGIVTA 

KSGDIFRVDVGGSEPVSLASYLS 

FEGATKRNRPNVQVGDLIYGQF 

VVANKDMEPEMVCIDSCGRAN 

GMG\V1GQDGLLFKVTLGLN*E 

ci i a cnirp/KinPvni^ i \t pi pi 
oLbAo^lUn./lolVk » Ois.LALj.rLE.1 

VFGMNGR1WG * GQKTHPSQTLI 
LA\NIL\EACEHMT\SDQRKTDLP 


19062 


49430 


B 


19171 


29 


82 




19063 


49431 


A 


19172 


1 


427 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19064 


49432 


A 


19173 


1 


1548 


MTMAAAAVVARGAGARAATA 

AALRGGCGTAARGRPCAGPAR 

PLCTAPGTAPDMKRYLWERYR 

EAKRSTEGTKKYTTSLNARHY 

YTHFTEENEDEINSSSSYASQKK 

TFEINPRHPLIRDMLRRIKEDED 

DKTVLDLAVVLFETATLRSGYL 

LPDTKAYGDRIERMLRLSLNID 

PDAKVEEEPEEEPEETAEDTTE 

DTEPDEDEEMDVGTDEEEETG 

KESDDPM A Y I HFTAEGE VTFKS 

ILFVPTSAPRGLFDEYGSKKSDY 

1 KLY VRRVFITDDFHDMMPKYL 

NFVKGVVIRKKLVRKTLDMIK 

KIADDKYNDTFWKEFGTNIKLG 

VIEDHSNRTRLAKLSRFQSSHH 

PTDITSLDQYVERMKEKQDKIY 

FMAGSSRKEAESSPFVERLLKK 

GYEVIYLTEPVDEYCIQALPEFD 

GKRFQNVAKEGVKFDESEKTK 

ESREAVEKEFEPLLNW\MKDKA 

LKDKI*K/ALWVSSAALTESPVL 

LLVAQPVRDWS\GQHWERIMK 

AQAYQTGKDISTN\YYA 


19065 


49433 


A 


19174 


37 


266 


WADRAAGGVRILTQGCVGGG 

GSCDRRGLETSPARTPVRALWV 

LG\LCCVLLTFGSV/READDEVD 

VDGT\VEEDLG*KYEKDQVTDD 

EVVQREEEAAQLDGLNASQIRE 

L\REKSENFPF\QAEVNRM1ETLF 

IQFHCIKNKEIFLERLISNSSCVAL 

DRLSL1SLT\DENALSGNEELTV 

KMKCDKEKNLLHVQHTGVGM 

T\REELVKN\LGTIA\KSGTKRVF 

*TKRPEA\QEDGPSQPS* ID WPS 

LGVRF 


19066 


49434 


A 


19175 


233 


664 


RAPEQSSGVSAAEQERVPNAG 
WPCSVAPTCPSPRSAEPARCT* 
GKEEGG/CEDSDRADSGSPFQE 
PRYPSSGPFPIPQASFPCPCLLVL 
GIRGHSTILQYRGQEHHVLFTG 
RCLLVDPTLLVLVVSKKSPNAA 
RDQPARYPRGPL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19067 


49435 


A 


19176 


1 


672 


MA E AG PKPQRTLM W A WES V L 
SQRKPREAGRLSEGCVKATGTP 
GFGWQARPDQKEHRLDGRVID 
PKDRHGLVKDTEPRLNEQSLCG 
GLNPEATEEKIREYLASLGRRR 
PVKKVLEK.KFHTVSGS/KCGPQ 
VPPS WSET YRTRA * SGDQLGTP 
AAPNPRWPME*EQE1EAQRRSA 
HSGARAPWPPWPPRPDGPPGNP 
GPKFMVSLSCWNISSLRAGLLY 
AGCGCSP 


19068 


49436 


A 


19177 




684 


RHASARKKYNPPSWFHRGLPPP 
EDQEDEMSVSEELE\PITLTPSSA 
LKPSDRMTMSSLGERACCRDY 
QRLGLGTLSSSLSRAKSEPFRIS 
PVNRMYA1CRSYPGLL1VPQSV 
QDNALQRVSRCYRQNRFPVVC 
WRSGRSKAVLLRSGGLHGKGV 
VGLFKAQNAPSPGQSQADSSSL 
EQEKYLQAVVSSMPRYADASG 
RNTLSGFSSAHMGSHGKWGSV 
RTSGRSSGLG 


19069 


49437 


A 


19178 


1 


341 




19070 


49438 


A 


19179 


1 


3710 


MVSGARAAAAAAAAAAAAER 
TRGVPGHPDSTGRLPAHQQLQ 
RGLLFRQLGITNVLSLVCATLM 
EHEVLFLSRSYQQLTDACRSLL 
ALLFPLRYSFTYVP1LPAQLLEA 
LSTPTPFIIGVNAAFQAETQELL 
D VI VADLDGETVTI PEC VH IPPL 
LEPLQSQTHSVLRMVLDPELEL 
VDLAFPPPM/HDKELRLFHQLL 
QGYLWCLHVWCIHPEPVIRFH 
KAAFLGQCGLVEDNFLMNVLE 
GMAFALFVLECGVP 


19071 


49439 


A 


19180 


1 


303 




19072 


49440 


A 


19181 


14 


942 


TKLTGSRG*LA*NPCM/1TNNCE 
SCVDLLFVRGAGNCPECGTPLR 
KSNFRVQLFEDPTVDKEVEIRK 
KVLKIYNKREEDFPSLREYNDF 
LEEVEEIVFNLTNNVDLDNTKK 
KMEIYQKENKDVIQKNKLK.LT 
REQEELEEALEVERQENEQRRL 
FIQKEEQLQQILKRKNKQAFLD 
ELESSDLPVALLLAQHKDRSTQ 
LEMQLEKPKP VKPVTFSTG I KM 
SVGITLCPAEEHTFNDERSFNLS 
SSWSKFNKPPSTLPFKVLDEER 
LVELKVPNTLITKLVPFAISPCS 
EA1QDHPAILLAYKKTPFWRLQ 


19073 


49441 


B 


19182 


49 


456 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


||| 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19074 


49442 


B 


19183 


53 


j33 




19075 


49443 


A 


19184 


2 


208 


VYPELQ1TNVVEANQPVTIQNW 
CKRG RKQCKTI PHL * FP YRCLG 
EPAGRGAGVDWGPGLEGRKRG 

CSC 


19076 


49444 


B 


19185 


51 


300 




19077 


49445 


B 


19186 


148 


3568 




19078 


49446 


A 


19187 


1 


3411 




19079 


49447 


A 


19188 


2 


2416 


NSRGAACAGPRETAAVAARAE 
QGRGGSHSHSSALGAPRRVAM 
LPGLALLLLAAWTARALEVPT 
DGN AG LL AEPQI AMFCGRLN M 
HMNVQNGKWDSDPSGTKTCID 
TKEG1LQYCQEVYPELQITNVV 
EANQPVTI QN WCKRGRKQCKT 
HPHFVIP\YRCLVGEFVSDALLV 
PDKCKFLHQERMDVCETHLHW 
HTV AKETCSEKSTN LHDYGML 
LPCG IDKFRG VEF VCCPLAEES 
DNVDSADAEE\DDSDVWW\AG 
A DTD Y ADG SEDK V VE VAEEEE 
VAEVEEEEAD*LTRTDEDG\DE 
VEEEA\EEPYQEATERTT\SIATT 
TTTTTESVEEVVREVCSEQAET 
GAVPSNDLPLVL*CD*REVCPIL 
LRRMWRQPEQL*HRRVLHGRV 
WQRJ\PTTAASTPDA\VDKYLET 
PGDENEHAHFQKAKERLEAKH 
RERMSQV\MREWEEAE\RQAK 
NLPKADKKAVIQHFQ\EKVESL 
*QEAANE\RQQLVETHMARVE 
AM LNDRRRLALENYITALQAV 
PPRPRH V FNMLKKY VRAEQKD 
RQHTLKHFEHVRMVDPKKAAQ 
IRSQVMTHLRVIYERMNQSLSL 
LYNVPAVAEE1QDEVDELLQKE 
QNYSDDVLANM1SEPRISYGND 
ALMPSLTETKTTVELLPVNGEF 
SLDDLQPWHSFGADSVPANTE 
NE VE\P VD A RPAADRG LTTRPG 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon Tor peptide 


Nucleotide location oflast 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19080 


49448 


A 


19189 


1 


2355 


MKSIFTSEISSVLIFVNPEPGRVV 
SFLGSGRREHAEERARGPRETA 
AVAARAEQGRGGSHSHSSALG 
APRRVAMLPGLALLLLAAWTV 
WALAEVPTDGNAGLLAEPQIAM 
FCGRLNMHMNVQNVKWDSDP 
SVGTKTCIDTKEGILQYCQEVYP 
ELQITNVVEANQPVTIQNWCKR 
GRK\QCKTHPHFVIPYRCLVGEF 
VSDALLWPDKCKFLHQERMGC 
FAETHLHWHT\AAKETLQ*RRS 
TNLHDYGMLLPCGIDKLRGVEF 
VCCPLAEESDNVDSADAEEDDS 
D V W WG G ADTD Y ADGSEDK V V 
EVAEEEEVAEVEEEEADDDED 
DEDGDEVEEEAKEPYEEATERT 
TS1ATTTTTTTESVEEVVRVPTT 
AASTPDAVDKYLETPGDENEH 
AHFQKAKERLEAKHRERMSQV 
MREWEEAERQAKN\LPKADKK 
AVF\QHFP\EKVESLEQEAANER 
QQLVETHMARVEAMLNDPRRL 
ALE\NYI\TALQAV\PPRPRHVF\ 
NMLKKYVRARTEGLVSTSL*HF 
EHVR\MVDPKKAAQIRSQVM\T 
HLRVIYERMNQSLS\LLYNVPA 
VAEEIQDEVDELLQKDANYS** 

Ki>Wl 1 IVllocr KJ\o I U\lNlJ/\J^\iVlr 

SLTETKTTRG SS VPVNEE\FSLD\ 
DLEPVHFFWWLTSV P ANTEN E 
VE\PVDARPAADRGLTTR\PGSG 
LTN1KTEEISEWKMDAEFRHDS 


19081 


49449 


A 


19190 


103 


463 


PLLYAMSTGKRWLSFGSMIPPV 
AICASNKR1PWPFSMSSLFMAW 
NKEMMFPVSGSLYPVTARSAD 
RSFSLNSMPTRPLL*ASSTGNLK 
LLTG ST1KP V A A W A SSNSRA VP 
GRTKP1FMAS 


19082 


49450 


A 


19191 


1 


182 




19083 


49451 


A 


19192 


3 


437 


MVHAEISDEGFFLSAPIALTQA 

WLNIPKT\RRTFCK\KCGKHQPH 

K\VTQYKKGKDS\LYAQGKRRY 

DRKQSGYGGQN*KPIFRKKAKT 

TKKIVLKALSALSPTCRSKSKC 

WLFKR\CKHF*TGEEIRKRKGQ 

VDPVLKCHLLFMEGH 


19084 


49452 


C 


19193 


341 


421 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19085 


49453 


A 


19194 


15 


1066 


VLACTVEASVIGGQKREMNMG 
SIVREGFMEEAGPRIGFNLSFFI 
QSTVTGSSSVGSTQLQPLSLPPA 
TAGQEPRGTGPLGSHNSCPAPE 
PVSYGRLNDPPATTHPGSFTRF 
HSKPLTSSCWDSEMEGCVSNL 
MVCNLASFLNVSTNPCAFFPW 
YFYYLLLL*AGWSPLHIAASAG 
RDE1VKALLGKGGVLNVYTNT 
DRFLHCFLLSSPSFQIAVMLLEG 
GANPDA KDH YE ATAMHRAAA 
KGNLLARNPNHYIELVVINWSL 
VVPDFRHLACDEERVEEAKLL 
VSQGASIYIENKEEKTPLQVVAK 
GGLGF*YSR£WVGRFKQLGFlL 
YFVLLCLLSPVSYKLMYLCTRH 


19086 


49454 


A 


19195 


1597 


1923 




19087 


49455 


A 


19196 


551 


747 




19088 


49456 


A 


19197 


1059 


1296 




19089 


49457 


B 


19198 




1281 




19090 


49458 


A 


19199 


3 


565 


LPGRLLLLNFRQRRQIDRPSMN 
DTRNLSRT\RKFHAPTRPTSEEN 
KWVIDVLSPAGRPTVP*DQKFR 
EK\LA\KMYQAPHPDV\ILVFGF\ 
RT\HFGG GKTTG FG\M 1 Y DSPWI 

!ViyKJVINcr\KnKLArv\nOL Ytils.iv 

KDLKKATEKERQEPELK.K.VQG 
GLAKGPLLGAGQKEEMKCLAV 
ELE1GSQPKELKVLQ 


19091 


49459 


A 


19200 


2 


476 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


19092 


49460 


A 


19201 


1 


2448 


MRGSILKECGSKERASQVDLEY 

SRGNTASFAMCFHDRARJMKG 

SQRSRKLTGGEGREEGERVENK 

DFLDLHGQIQVRLVVKTASLLS 

RVTY1AEVEGRETDAGWRNEL 

QVGRLDSGPDILVVSISTDHTLV 

DTHLEAVGGHSHEFPYFKNHL 

ACHVESELQRDRNGHRDAGWR 

NMRHGITDKEMQDSQGSSDNH 

VLGSLRSWSARAAPALPGLPEE 

AFVEMSTEGGFGGTSRSDAQQS 

LKSFWLRPRFFITELTLRAWIHT 

EDNNCRTYVAMAITKFDQLDF 

LIDIVLRDELKPPKCQEEVLQSV 

TPAEPVQYYFTLAQQPTAWQV 

QGQQQGQTTASSMTTMQPGQI1 

IAQLQQGQTTPVTTQVGEGQQ 

VQIVQAQPQGQAQ*AQSGTGW 

TVQGQ1QTLATSAQPITQTEVQ 

QRQQ*FSQFTDGQQLYQIQQVS 

IPAGQ\DLAQVPMF1QSANQPSD 

GQAPRSHEVIAAAPAARRERER 

ELAGRGPFCPPPAGNVRALKSR 

RCLPGERRERARKKKPEGGAA 

ASERGETDSHPGASGQGPRDSG 

RVPLGMWSRRGLGVSRAPLHL 

LLGVSTSFPLPLTPLIPTTAVVN 

PI k' PI VMD II/" A PUP Pft/TPT MOCir: 

DNERVLSMTQDIHSIFLNLKNIT 
WICTLQSCGFLLSNLCKJDIVHK 
AGSGEARTRWSPRAQAGTHED 


19093 


49461 


C 


19202 


124 


369 




19094 


49462 


B 


19203 


739 


870 




19095 


49463 


C 




787 






19096 


49464 


A 


19205 


101 


331 




19097 


49465 


A 


19206 


137 


415 




19098 


49466 


A 


19207 


86 


221 




19099 


49467 


A 


19208 


1 


1347 




19100 


49468 


A 


19209 


120 


899 


FGARGNLKKAYSTRSKMAELN 
THVNVKEKIYAVRSVVPNKSN 
N EI VL VLQQFDFN VDKA VQAF 
VDGSAIQVLKEWNMTGKKKN 
N KRKRS KSK.QHQGNKAD AKDK 
VERPDVACPLQPQPPQIQNGPM 
NGCEKDSSSTDSANEKPALIPRE 
KK1SILEEPSKALRG VTG PN IEK 

sakdlqrctvsltryrvmik.ee 
vdssvkkitaafaelhnciidk.e 
aslma emdk.gieeame1 ltar 
q\rkaealkrltdl\as\qmae 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19101 


49469 


A 


19210 


211 


2150 


ADTKPERGVSSAVFASGSEGRR 

LGCVLLSSSETRLLSGTLLWIPR 

AYSTRSKMAELNTHVNVKEKI 

YAARSVVPNKSNNEIVLVLQQF 

DFN VDKA VQ A F VDG SA IQ VLK 

EWNMTGNKKNYKR1RSKSKQH 

QGNKDAKDKVERPEAGPLQPQ 

PPQIQNGPMNGCEKDSSSTDSA 

MEKPALIPREKKISILEEPSKAL 

RG\VTEGNRLLQQKLSLGG\NP 

KPIHGTTERSDGLQWSAEQPCN 

PSKPKA KTSPV KSNTP A AHLEI 

KPDEL\AKKRGPNIEKSS/VKDL 

QRL/CTVFF * LEYRVMN * RERK 

WDSSGERRSKLPFAE\LHNCIIE 

QKEV\SLMGRKWD*SLKEGRP 

WEILDWLVRKKSKKKLKRLTD 

LGQSRMAEMQLGPKLRVAEIKH 

FVSEAVNYDE\ELGKSCPGFSC 

DIEQ\LK\ A QUA LPGKITHPKYNN 

YFLKELPCSSLL\PLLNAARSKP 

LGKTEVTFSRKSSTHNKPSEGK 

AANPKMVSSLPSTADPSHQT\M 

PAMKQNGSSNQRRRFNPQ\YHN 

\NRLN\GPAKSQGSGNEAEPLGK 

G\NSRHGTQEGQPH/NRFGFRPK 

NKGRCQK1QEASLGIEGPPRAP 

AHFLKRPRAKGSHAADTFGRA 

RAFSGVS/GSVRGSQCNLFPTARI 

EVSTDAAVLSVPGCDRWVA 


19102 


49470 


A 


19211 


93 


180 




19103 


49471 


A 


19212 


3 


39 




19104 


49472 


B 


19213 


1 


888 




19105 


49473 


A 


19214 


863 


1509 


GC AG PCL VNQMFTSS I LCKSHC 

HSLVSINQGHNAPWKAAG\PLP 

LKAGYC\QSFSPCDSLKYG\SWD 

EKDLTVPQPDTRKASVLRWISQ 

RGKPLAVDMEEGVHCL\CLPPG 

N*NVLGCKTPIVHLFNSELGRK 

AALWREARHVG\SNAALLFFTP 

LRCLGGEKHKSGLHAHPG1VP\S 

LELNYDIDSFAHVFVFVVAVEL 

PLIITLLPYCIPLCCNNEK 


19106 


49474 


C 


19215 


289 


510 




19107 


49475 


B 


19216 


534 


1686 




19108 


49476 


B 


19217 


1 


1062 




19109 














19110 


49478 


B 


19219 


1 


747 




19111 


49479 


B 


19220 


230 


786 




19112 


49480 


B 


19221 


67 


6011 




19113 


49481 


B 


19222 


1 


3455 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


191 14 


49482 


B 


19223 


1 


47 ™... . 




191 15 


49483 


B 


19224 


65 


4534 




191 16 


49484 


B 


19225 


512 


4782 




19117 


49485 


B 


19226 


345 


2194 




19118 


49486 


B 


19227 


267 


7391 




19119 


49487 


A 


19228 


578 


739 




19120 


49488 


A 


19229 


419 


1410 


KQRQARERHLPRIPQLSAVVTIE 
TL * RK* RNFAELK1 S/RLRKKF A 
HKMLQKARRKLIYEKVKHCHK 
EYRQMYRTE1QMATMARKAG 
NFFVHPKPKLAFVIRISAISGVSP 
KWKNKQLCPLNHVFGLGMGD 
LRAFGLADGTGPSGGEITGMRD 
LRGPLSVRAPSAGVAEIPRHLIV 
FED V VNGKFLQTSRCE I SGSK.N 
KVWQTLLK.NKRERQRLPTGFG 
RLADQRAYGEAK.NNCGQVGL 
VETLWERHLLRJGVY1ATSSLA 
VPTLSSNYNGLAHDQSCSDTVQ 
RSTGAPEAWDRGYCVGRGAQG 
IPIFFLDRPLTSLFDEARGSSSAS 


19121 


49489 


A 


19230 


3 




AGTMEGVEEKKKEVPAVPETL 
KKKRRNFAELKIKRLRKKFAQ 
KMLRKARRKLIYEKAKHYHKE 
YRQMYR TE1RMARMARKAGN 
FYVPAEPKALAFV1R1RGI 


19122 


49490 


A 


19231 


3 


160 


GRVLL*DK.TSRGTIRQQQLLFT 
NICCSAASA/G*YPGKQGLEWT 
SSRLQQTCS j 


19123 


49491 


A 


19232 


303 




GLC1RHVLVPSAAGLLEFAGGP 
LQTLFAWVSAAEAAEQQIWVN 
SKCC/CPDRSSGSFVSEEYLAV* 
GVGLTLSSASLMLGAVDWSCS 
HSA 


19124 


49492 


A 


19233 


1 


176 


MQYVQQKPKLKFQVHICAYRK 
TVLQPPLLIPRQT/WVWSGPPA 
NSNRPAAGGADC*KEN 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lln known, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19125 


49493 


A 


19234 


1 


1977 


MFAVLQAPLVIPRQT/WVWSGP 

P AN SN RP A A EG PDC * KEN * RQT 

GSGVDLQQTPTDLQLRVLIVRR 

KTNEQKGHPHQNPICTSPSSKT 

KVDTTTNMGEKQSRKTENSKN 

QSASPPPNLKKKREKNQIDAIK 

N DK.G DITTDPTEIQTT1REY Y K H 

LYSN K.LENLEEMGKFLDTYNLP 

GLNQEEVESLNRPITGSEIEVIIN 

SLPTKKSPGPDGFTAEFYQRTK 

DKNHMIISIDEEKAFDKIQQPFM 

LKTLNKLG1DGTYLKIIRAIYDK 

PTANI1LNGQKLEAFPLKAGTR 

QGCPLSPLLFNIVLEVLAREIRQ 

EKEIKG1QVGKEEVKLYLFADD 

MIVYLENPIISAQNLLKLISNFSK 

VSGYKINVQK.SQAFLYTSNRQT 

ESQIMSELPVTIASKRIKYLGIQL 

TRGVKNLFKENYKPLLNKIKED 

TNKWKNIPCSW1GRINIMKMAI 

VPKVIYRFNAIPIKLPMTFFTEL 

EKTTLKCIWNQKRAHIVKS1LS 

QKNK.AGGIMLPDFKLYYKATV 

TKTAWYWYQNRH1DQWNRTE 

PSEIMPH1YSYLIFDKPDKTRNG 

ERIPYL1RWCWCWQNWLAICR 

KLKLDPFLTSYTKINSRWIKDL 

NVRPKTIKTLEENLG1TIQDIGM 

GKDFMSKTPKAMATKAKIDK 

WDLIKLKSFCTAKETTIRVNRQ 

PTEWEN1SAIYSSDKGLISRIY 


19126 


49494 


A 


19235 


206 


456 




19127 


49495 


A 


19236 


2 


385 


N LCCSAAS AGDTQANRV WSGT 
PTNSSRPEVSSGAMDGEGWGL 
PVDPLTPGHQDALPWQRCYHP 
CSSSSVPPRQACASPASCSSSAA 
W/TSASTGPWHSGCGSSCGSCC 
CWGSPSASVGVGAGAIRSRTV 


19128 


49496 


B 


19237 


1 


642 




19129 


49497 


A 


19238 


128 


584 




19130 


49498 


A 


19239 


4054 


4578 


QSGPSAAGLLEFAGGPLQTLFA 
WVSAAEAAEQRILVNSRCCCLI 
VP\RKFCLRGVASHVRCQSAPY 
DVFCHG1TLAKCWCSALGLPSL 
QSCEPNALFFINYPVCGI/TAPCC 
KVEGTMG\VGPKSPQL\SYNVL 
GSDNNGVLLGSMAIFTILILLIH 
EHGMFFHLFVSSFISLSSGL 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


19131 


49499 


A 


19240 


1 


948 


MVLEKAREEVDPPSML1PPVTQ 

CGQLPRSQCPQPTLSRMLTLEV 

GISLGIIVLMISLWPDTVKEYQS 

REALSFKKYNKNPGLLKFAGDP 

LQTLFAWVSPAEAAEQQISALC 

FLWKLRPRGAPTRCQPLLSYTR 

CLSAPAGSFVYTMRGKPPIQAS 

VMADASPPTKIEHPRTTSDCCV 

ASKNFKPVDLSLLCSMGVGSAE 

LDHWATWLQSPFQGSERFCLA 

GVPGTTGV*KETPAASSVSAQM 

AAQFCA*N/HRTLVV*APKGIL 

WVCGLRRPWEKRSICAGVHHS 

SWHSPSWLPLARGGSSSTPCTS 

WVRRCPTLHL 


19132 


49500 


A 


19241 


171 


1345 


YCPKEGTLDFNFAFNMTAVNV 
ALIRDTKWLTLEVCREFQRGTC 
SRADADCKFAHPPRVCHVENG 
RVVACFDSLKSVTAVPFLFMAL 
GLSREPETVPASMVQTFSLGVG 
GG AG S V* PDENCK YLHPPPHLK 
TQLEINGRNNLIQQKTAAAMFA 
QQMQLMLQNAQMSSLGSFPMT 
PSIPANPPM/SFESLRYHILGMG 
LVPAELVPNTPVL1PGK.PTSLQL 
PGSCLGPKLMAFQINWEVLPRN 
FQRG\NC\SRGEND\CRY\AHPTD 
ASMIEVASDNTVTICMGYIKGRR 
TVGVWG1KAKSSKQR1LDTKGS 
HQGNSFVRGTDYLIPICTNMSK. 
AKGTAFLKWMQKLVYNGSSG 
QCSPAFFCCAWKEHSEKAGRA 
SGAKCNRHRHTNPVFLMREGA 
IS 


19133 


49501 


A 


19242 


61 


544 


KFNP\FVTSRPRARIRKRAF\NAP 
\SHIPKGRLLSFPPLSPKSLRPEG 
TNRADSHAPIPKRMIESSRLYR 
GHL * G S AKLAK V VPRFTRKK Y 
VIYIER\VQREKA\NGTTVH\VGI 
HPSKQVVITKAKTGTKTRKKIP 
PNRKAQSRQVGKEKGVKYKER 
TUEKMQE 


19134 


49502 


A 


19243 


652 


1042 


TPLSSCFLSREKATQLLFPAVVA 
VPMVLSAMGFTAAGIASSSIAA 
KMMSAAAIANGGGVASGSLVA 
TLQS/LG*VSWRGLPTVLPTELP 
RQACPTLSTLCFFPGATGLSGLT 
KFILGSIGSAIAAVIARFY 


19135 


49503 


A 


19244 


48 


397 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


19136 


49504 


A 


19245 


42 


296 


GCVGVRPSLHPATSTASGSASP 
TLARAMASVSELACIYSALILH 
DDEVTVTEDKINA/APAEEKKV 
EAKKEESEESDDDMGFGLFD 


19137 


49505 


A 


19246 


172 


519 


LGPSFLHDDEVTVTEDKIQMPLI 

KAAGVNVEPFWPG/LCFAKAL 

GKRSTLGSLILAMLGGPVGPGS 

QPAGCLQPAG\GSCPPSTCCWF 

QLEGEEKWEAKERKIPREF*LID 

MGFGLFD 


19138 


49506 


A 


19247 


3 


175 




19139 


49507 


A 


19248 


2 


390 


GWDWNCVWEPHHWLCQSL/N 
SVTQAGVQLCNLSSLQPLPLGF 
KQFSCLSLPSSWDYRNPSLKQQ 
LFSYAILGFALSEAMGLFCLMV 
AFLI\SLPCEGAVSTSHSSPASG 
WPRVFLFLYLPRQPG ERG WLR 


19140 


49508 


B 


19249 


139 


13320 




19141 


49509 


A 


19250 


28 


450 


TNDFNLQNPGSCFPSACPAGVG 

SERLPVLGWFVGNRSFPPPPQST 

LSVLGKRLGRNGA1AAGVFGA 

LFIGYCIYFDRKRLK*PQLKDAE 

AVQKFFLEEI * L\GEEILAKG VD 

HLTNPSAFFG/QPNHFPLQMDSF 

GPFLRFQA 


19142 


49510 


A 


19251 


164 


420 




19143 


49511 


A 


19252 


1 


329 


STHTTYWEGCRTTSAGLLRKH 
EPGEEAF/FYHSIASKKPGIAGLI 
KVNVQFVRMMKRSIPWAELNP 
YHQAHKATGGPLKNMVLFTRQ 
RLSIQPLTQEEFDFVLSLEEKEP 


19144 


49512 


B 


19253 




368 




19145 


49513 


A 


19254 


1014 


1290 




19146 


49514 


A 


19255 


122 


680 


LARITRIVRTKVPCSVTMSRPRK 

RLAGTSGSDKGLSGKRTKTENS 

GE A L AK VEDSNPQKTS ATKNC 

LKNLSSHWLMKSEPESRLEKG 

VDVKFSIEDLTAQAKQTTCWD 

GVRNYQAS/RNFLRAMKLGEE\ 

AFFYP*QLAKKPGIAGLMKIVK 

EAYPDHTQF*EK\NPHYDPSSKE 

DNPKWSMKSLILF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19147 


49515 


A 


19256 


2 


1005 


RI STSTLCPKPKKLI APPGRAG L 
ASMGLNEEQKEFQKVAFDFAA 
REMAPNMAEWDQKDRKADGK 
GGAVTQEVQAQLLVKHGQKL 
VSRFQLSSFSYVDSVRTTQSKQ 
EHLQTDKGLSGKRTKTENSGE 
ALAKVEDSNPQKTSATKNCLK 
NLSSHWLMK.SEPESRLEKGVD 
VKFSIEDLK\AQPQ\QTTCW\EG 
VRNY\QARNFLRAMKLGEE\AF 
FYH\SNCK\EPGIAGLMKIVK\EA 
\YPDHTQFEKKQPPPL*PPS*QR 
GTTPKWPHGWMV/QVWFGMM 
KRFHSPL A E\LKS\HHQAHKA\S 
GGPL\KNMVLFTR\QRLSI\QPLT 
\QEEFDFVLS\LEEKEPS 


19148 


49516 


A 


19257 


3 


727 


VRLQFLTPTLRAARTMAAPPQL 
RALLVVVNALLRKRRYHAALA 
VLKGFRNGAVYGAKIRGPSRR 
WVMTFLFREWAASREKLWAIL 
Q\ATYIHSW\NL\ARFVFHLTRV 
FRCPAVPYITRARTYP\AHAFPG 
AGLSFGGIL\VFGRKQ*TFNSQI\ 
NM YLLSTRPCLP* SR\L AVRRK. 
GLHP*NPRWDPFP/VCLTAVVW 
GLVLWLFEYHRSTLQPSLQSSM 
TYLYEDSNVWHDISDFLVYNK 
SRPSN 


19149 


49517 


A 


19258 


1 


849 


MSGALDVLQMKEEDVLKFHA 

AGTHLGGTNLDFQMEQYIYKR 

KSDG1YIINLKRTWEKFLLAAR 

AVVAIENPADVSVISSGNTGQR 

AVLKFAAATGATPIAGHFTPGT 

FTNQIQAAFREPRLLVVTDPRA 

DHQPLTESSYVNLPTIALCNTDS 

PLRYVD/ICNNKGAHS\DPEEIE 

APAPEFTATQPEVADLSEGVQV 
PSVPIQQFPTDDWSTQPATENW 
SAAPTAQATEWKMQQQSTILE 
AESSPHQTPNLPAPWSRTSQPPE 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19150 


49518 


A 


19259 


1 


1309 


GNLAAGKTIQAQDRDAVGILSS 

RTGESMENLQKNLLPKQRRRT 

RETFTMSGALDVLQMKEEDVL 

KFLAA\GTHLGGTQFLLSRGHG 

YFYKGKS/DGLSFIINPKRAREE\ 

LLLPARQ1VPHKTPS\DVSVISSG 

NTGQ VCGTVRA/VCLKFAAAT 

G\ATP\IAGRVFTPGTFH*PRSKA 

AF\REPR\LLVVT*PPGADPPALS 

RSASYVNLPYHLRCGNT\DS\QL 

RYVDIAIPCNNKG\AHSVGLMW 

WMLARGSFCAMRGTI\SREHPW 

\EVM PDL YF YRDPEEIEKEEQA 

AA*E/RQVTKEEFQGEWTAPAP 

EFXTATQPEVADWSEGVQGAPL 

VPY SA1PPTEDWSSQPAMEDWS 

AAPTAQATEWCSRTSLRQNPSD 

TELKKEGLYSARSISKTHVSKT 

ELPNQGTKKCSRTSHRQNPSVT 

ELKKEGLYLARS1GKTHISKTEL 


19151 


49519 


A 


19260 


965 


2495 


AFTTRSTFSTNY\RSLGSVQAPS 
YGARPRQAARPASYAGAGGSG 
SR1SVSRSTSFRGG\MGSGGLAT 
GTSPGVMAGMG\GIQNEKETM 
QS\LN DRL\ASYLGQE* RSLEDR 
RTRKLGRAKFREHFGRKKGPQ 
V\RDW\SH\YFKII\EDLEGFRFFR 
KILVGQCPASVSARFDNAPSLL 
LD*F*EFKY*GQSWPMCPVLLE 
N D1PLG S AK V 1VDDTN YHTDLQL 
\ETE1RGSSRRELLFQ*RRNHEE\ 
EVKGLQAQIASSG\LTVE\VD\AP 
KSQDLAK\1MADIR\AQYD\ELA 
RKEPEKEA*TKYWSSADLREST 
TVGHPHKSA*GWKLAEDDASQ 
KLRRTWQSLEDRPWTSMRKSE 
RP ALENSP* G E VEAPLRPLQD W 
SQLQTGIPACHLWSQELGTRHR 
AQRGQRPGPQGV*GPLLNHQG 

CQT PACTfT-IT TDPDCU/Vir.PHPM 
ooJ^DAnl^rlL, 1 rvr r o WMucUr IN 

L\GDS\LDERNSMQT1QKTTTPP 
G*VGLGKVVS*DQLTPKVLKAL 
SQQEAVVPFWGSRRPIKSFRVQ 
KKKKEKESF 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19152 


49520 


A 


19261 


387 


1125 


CCRPCATPYALRSPLR* PACPPP 
RWRPSSMPTSRPPVSPAASPTC 
GTCMLSP\CPPAEHLLHLPHAQP 
QDPALLQPCHPAPPLRPRALHA 
AHHVGWPAPHQPLLPPPVLCPC 
GGAGRGGG*RCPWRGPSSSSPG 
PTLIAGQDPGAAQP*TWPQ/PTL 
TSVSATASPKAP\LPLAAAVPGA 
PAEGCCPLLRQALPAGQLPPGG 
RRATSAVPPAVPGD/PPAQPTM 
PGSMSCWALAPARPCPPGRCW 
AWRS 


19153 


49521 


A 


19262 


3 


1097 


RGNSRLRYSHEDELQLPRLPEL 

FGNCRQLLEEVEVAT\DPAGFR\ 

IVQEK\VFKG\LDLLE\RAAEML\ 

SQSTLFGRECRFWKDLSPTHLIT 

FWGP\AFQGALTM\KQVNPSK.R 

LRSFCSGAREHFI\NYLT\QCH\C 

YHVGQSFEL\PKT\MNNSAENH 

TANSSMAYPSLVAM\ASQRQA 

K1QRYKQKKELEHRLSAMKSA 

V ESGQ ADDE R VRG Y YLLHLQR 

WVVD1SLEEI ES1DQEIKILRERDS 

SREASTSN\SSRQERPPVKPFHS 

HFGTWLHSQSTFGAGYSKGWP 

TYGR*VSWYE\QHRKLWSTYP 

DQGNMPRAAPEGISEKAAQQQ 

EDQEEKEEEDDEPNNFHRARE 

W\DDWK\DTHP\RG\YGNRQNM 


19154 


49522 


A 


19263 


2 


262 




19155 


49523 


A 


19264 


3 


1062 


GRTAENPARAVSSPNFYAHRKT 

EVLFPCLTQPLARGPKKHLKAR 

V A APKH\WM LDKLTRVFAPR\P 

STG\PHKLR\ECLS RIIF\LRNRLK 

\YAL\TGDEVKKI\CMQR\FIK\ID 

GQGSELDINLPLLGFMGCPSAF 

DKTGEENF\RLDLIDTQGVRFC 

WYIRPPPWRKAKLQVWCQK* 

GKILCGPTKRESPSSGLTH*CPA 

PHPAYPPIPPHPR*NGYPIPD*I*E 

DLAKINLISIQSSEHW*TLCMGD 

LEGA*P*GRNWVLITPTERGHP 

UlrLI Vtjoiv tvUAiNLi^v i ^^^ jr l^ 

GLFQHFLVIGKGNKTHGISLVPR 
GKGIRLHHLLEERDKRLAVAKQ 
SQWGEMGSLGVDIVQIFWYRN 


19156 


49524 


A 


19265 


62 


298 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19157 


49525 


A 


19266 




555 


MAWQMMQLLLLALVTAAGSA 
QPRSARARTDLLNVCMNAKHH 
KTQPSPEDELYGQ/SP/WMCKG 
SCRKTKSWNI/HRKSKCEVGLA/ 
WEACSVSAGTGRGPGCGRWV 
G APQGP/CPRKCSSG * PT W/VQR 
SQNMEEMA V VNQSWRKERI LN 
V PLCKEDCER W WEDCRTS YTC 
KSNWHKGWNWTSAPSAVCDP 
LL 


19158 


49526 


A 


19267 


216 


974 


MDMAWQMMQLLLLALVTAA 

G SAQPRNS ARA\RTDLLN VCMN 

AKHHKTQPSPEDE\LYGQCSP\ 

WKK\NACCTAS\TSQELHKDTS 

RLYNFNW\DHCG*KWNPTCK\R 

PLYPQDSCL\YECLTPTLGPW\IR 

Q FN Q S WRK E R F LN VAPLCKEDC 

ERWWEDCRTSYTCKSNWHKG 

WNWTS\GINKGRPGAF*STFES 

YFPTPAALCEGLWSHSFKVSNY 

SRGSGRCIQMWFDSAQGNPNE 

EVAKFYAAAMNAGAPSRGIIDS 


19159 


49527 


A 


19268 


345 


2138 


QRLTATSSWTTMAKNRRDRNS 

WGGFSEKTYEWSSEEEEPVKK 

AGPVQVL1VKDDHSFELDETAL 

NRJLLSEAVRDK.EVVAVSVAG 

AFRKGKSFLMDFMLRYMYNQE 

SVDWVGDYNEPLTGFSWRGGS 

ERETTGIQIWSEIFL1NKPDGKK 

VAVLLMDTQGTFDSQSTLRDS 

ATVFALRHNDPAS1QVYNLSQN 

VQ\EDDLQ\HLQLFT\EYGQDW 

AMGGKH FL E AIFRSLD Y FF VRD 

W\SFPYEFSYGADGGAKFLEKR 

LKVSGNQHEELQNVRKHIHSCF 

TNISCFLLPHPGLKWATNPNFD 

GK\LKEIDDEFHQKL*KYLIPWA 

YFRSRG A * DI * RRSNGG LKI\T\C 

RGLVEYFKAYIK1YQGEELPHP 

KSMLQATAEANNLAAVATAK 

DTYNKKMEEICGGDKPFLAPN 

DLQTKHLAT*GRNLWKLFRGV 

KKMGGEEFSRRYLQQLESEIDE 

L Y\TNI SSHNDS K.\NTFPC SS YPQ 

PTLFCSHPLITYV1AGVTGFIGL 

DIIASLCNMIMGLTLITLCTWAY 

IRYSGEYRELGAV1GPRWLQLC 

GTRE VQMRP WN KL YQCQQ AT 

PTD1LYPSKPFPLHPKVGNLTEQ 

IQKRKKMVMPKF 
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